Sgfl (6)
Pvul (7)
Mfel (82)
Psp14061 (203)
Pvull (239)
HindIII (245)

Bsu36l (291)
Nael (441)
NgoMI (441)

KasI (535)

Agel (552)
BstEII (555)
BsrGI (563)
EcoRI (615)
Ndel (662)

Eagl (3722)
NotI (3721)

Swal (3711)

Pacl (3702)

ApaLI (3286) hEF1-HTLV prom

' Nsil  (665)

PMBI ori Ppul0l (665)
Tth111I (768
secreted hHHMGB1 (768)
BamHI (888)

BspLU11I (2972)

Pacl (2962) Ecol471 (907)

PstI (2955) Stul (907)

Sdal (2954) pUNOl-hHMGBl(S)
(3886 bp)
PstI (1028)
hCMYV enh

Ndel (2776)

SnaBI (2671)

Ecol05I (2671) SV40 p(A)
hCMYV prom

Nhel (1268)

Mscl (1274)
Spel (2543)

(h) Bglobin p(A)
Hpal (1406)
Mfel (1417)

EcoRI (1502)

Sacl (2445)
Vspl (2388)
Asel (2388)
BspHI (2330)
Xmnl (2322)
Stul (2180) SspI  (1741)

Ecol471 (2180) Swal (1755)
BStXI  (2045) Eco01091 (1816)

Sacl (2016)
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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36l (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMI (441)
Nael (441)
401
BstEII (555)
KasI (535) Agel (552) BsrGI (563)
501 CTGAGATCACCGGTCACCATGTACAGGATGCAACTCCTGTCTTGCATTGCACTAAG
- 1M Y R M QL L S C I A L S
PpulOl (665)
Nsil  (665)
EcoRI (615) Ndel (662)

601 TCTTGCACTTGTCACGAATTCGGGCAAAGGAGATCCTAAGAAGCCGAGAGGCAAAATGTCATCATATGCATTTTTTGTGCAAACTTGTCGGGAGGAGCAT
13 L AL VTNSGIKGDT PI KT KT PR GIKMSSYATFTFVQTTCR RTETE H
Tth111I (768)
701 AAGAAGAAGCACCCAGATGCTTCAGTCAACTTCTCAGAGTTTTCTAAGAAGTGCTCAGAGAGGTGGAAGACCATGTCTGCTAAAGAGAAAGGAAAATTTG
47 K K K H P DA SV NTF S ETF S KIKT CSETZ RWI KTMSATIKTETK G K F
BamHI (888)
801 AAGATATGGCAAAAGCGGACAAGGCCCGTTATGAAAGAGAAATGAAAACCTATATCCCTCCCAAAGGGGAGACAAAAAAGAAGTTCAAGGATCCCAATGC
80"E D M A K A DKAURYERTEMEKTY !l PP KGETI KTZ KI KTFKUDTZPNA
Stul (907)
Ecol471 (907)
901 ACCCAAGAGGCCTCCTTCGGCCTTCTTCCTCTTCTGCTCTGAGTATCGCCCAAAAATCAAAGGAGAACATCCTGGCCTGTCCATTGGTGATGTTGCGAAG
113 P K R P P S A F F L F CSEYI RUPIKI KGEWHPSGLS 1T GDVA K
PstI (1028)

1001 AAACTGGGAGAGATGTGGAATAACACTGCTGCAGATGACAAGCAGCCTTATGAAAAGAAGGCTGCGAAGCTGAAGGAAAAATACGAAAAGGATATTGCTG
147 K L G E M W N NTAADUDIK QP YEIKIKAATZKTILTIKTETKTYETKTDII A
1101 CATATCGAGCTAAAGGAAAGCCTGATGCAGCAAAAAAGGGAGTTGTCAAGGCTGAAAAAAGCAAGAAAAAGAAGGAAGAGGAGGAAGATGAGGAAGATGA
180PA Y R A K G K P D A A K K GV V KATEJZKS KKK KTETETETETDTETETDE

Mscl (1274)
Nhel (1268)
1201 AGAGGATGAGGAGGAGGAGGAAGATGAAGAAGATGAAGATGAAGAAGAAGATGATGATGATGAATAAAGCTAGCTGGCCAGACATGATAAGATACATTGA
213 E D E E E E E D E E D E D E E E DD D D E o
1301 TGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAAT

Hpal (1406) Mfel (1417)
1401 AAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTA

EcoRI (1502)
1501 TGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCT
. -

1601 GTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTA

SspI (1741) Swal (1755)
1701 TGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGC

Eco0O1091 (1816)
1801 AGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCG

1901 AGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAG
————3474 ¢ N R T Y K L P I L E E I T T K VLI KTGNMETITLVTFTCTDSFP
Sacl (2016) BstXI (2045)
2001 GAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAAT
1114 A Y D S I L E R CM G CP S V VR 1 SRDVETDSYU®PHTE RVAVI
Stul (2180)
Ecol471 (2180)

2101 GGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCA
784 T D F D K Q G NS VASGTI AIl AEATCVTVRGI YATETIHVA
2201 GAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCT
444 | | E G T K T R I A A G V HHIKNDTEYLMTI KETAVEVLE

BspHI (2330) Vspl (2388)

Xmnl (2322) Asel (2388)
2301 CCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAA
114 L D Q Q S I N F T K M -




2401

2501

2600

2700

2800

2900

2998

3098

3198

3298

3398

3498

3598

3698

3798

Sacl (2445)
AACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAA
-t

Spel (2543)
TGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCG
-

SnaBI (2671)
Ecol05I (2671)
TGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAG

Ndel (2776)
TCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTG

CCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGG

Pstl (2955)

Sdal (2954)Pacl (2962)  BspLUI1I (2972)
GCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAA
-

GGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGA

AACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCT

ApaLI (3286)
TTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACC

CCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAAC

AGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTC

TGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGAT

TACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATG

Eagl (3722)
Pacl (3702) Swal 3711) NotI (3721)
GCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGC

TCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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