Eagl (4324)
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Pacl (4304)

ApaLI (3888)

pMBI ori

BspLUILl (3574)
Pacl (3564)

Pstl (3557) 0\

Sdal (3556)—1%
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Ndel (3378)

SnaBI (3273)

Spel (3145) hCMV prom
Sacl (3047)
Asel (2990)

BspHI (2932)
BbsI  (2928)
Xmnl (2924)

Stul (2782)

BstXTI (2647)
Sacl (2618)

EcoO1091 (2418)
100 Swal (2357)

— Sspl  (2343)

pUNO1-hGCNT1

(h) Bglobin p(A)

Sgfl (6)
Pvul (7)
Mfel (82)
EcoNI (96)
Psp14061 (203)
Pvull (239)

EcoNI (287)
%Bsui%l (291)

NgoMIV (441)
/ KasI (535)
Agel  (552)
/ SphI (560)

hEF1-HTLV prom
Asel (730)

hGCNT1

Pstl (1052)

BsaBI (1059)
Mscl (1094)
BstXI (1097)

Nsil  (1121)

(4488 bp)
Scal (1193)

BsaBI (1516)
Xmal (1557)

Scal (1631)

SV40 p(A)

Fspl (1736)
XcemlI  (1790)

Nhel (1870)
Mscl (1876)

Hpal (2008)
Mfel (2019)

EcoRI (2104)

Qo .
27 Invivo

PpulOl (1121)



Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

SphI  (560)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCAGCATGCTGAGGACGTTGCTGCGAAGGAGACTTTTTTCTTA
- 1M L R T L L R R R L F S Y
601 TCCCACCAAATACTACTTTATGGTTCTTGTTTTATCCCTAATCACCTTCTCCGTTTTAAGGATTCATCAAAAGCCTGAATTTGTAAGTGTCAGACACTTG
13 P T K Y Y FMVLVLSLI TFSVLI RI HOQKU®PETFV S VRHL

Asel (730)

701 GAGCTTGCTGGGGAGAATCCTAGTAGTGATATTAATTGCACCAAAGTTTTACAGGGTGATGTAAATGAAATCCAAAAGGTAAAGCTTGAGATCCTAACAG
47" E L A G E NP S S DI NCTIKVLAQGDVNTETI QK VKTLETI LT
801 TGAAATTTAAAAAGCGCCCTCGGTGGACACCTGACGACTATATAAACATGACCAGTGACTGTTCTTCTTTCATCAAGAGACGCAAATATATTGTAGAACC
80V K F K K R P RWTU®PDUDY Il NMTSDT CSS ST F 1l KRI RIKY Il VEP
901 CCTTAGTAAAGAAGAGGCGGAGTTTCCAATAGCATATTCTATAGTGGTTCATCACAAGATTGAAATGCTTGACAGGCTGCTGAGGGCCATCTATATGCCT
113 L S K E E A E F P 1 AY S I VVHHIKTI EMLIDI RTLTLTR RAI Y MF®P

BsaBI (1059) BstXI (1097)
Pstl (1052) Mscl (1094)

1001 CAGAATTTCTATTGCATTCATGTGGACACAAAATCCGAGGATTCCTATTTAGCTGCAGTGATGGGCATCGCTTCCTGTTTTAGTAATGTCTTTGTGGCCA

147 Q N F Y C | HV DTIK S EDSYLAAUVMGI A SCTF S NUVF VA
Ppul0l (1121)

Nsil (1121) Scal (1193)

1101 GCCGATTGGAGAGTGTGGTTTATGCATCGTGGAGCCGGGTTCAGGCTGACCTCAACTGCATGAAGGATCTCTATGCAATGAGTGCAAACTGGAAGTACTT

180kS R L E S V VY A S WS RV QADLN NG CMI KT DLYAMSANWEK Y L

1201 GATAAATCTTTGTGGTATGGATTTTCCCATTAAAACCAACCTAGAAATTGTCAGGAAGCTCAAGTTGTTAATGGGAGAAAACAACCTGGAAACGGAGAGG

213 | N L C GM DV F P I K TNWLTEI VRIKILJZKILIULMSGENNTILTETTER

1301 ATGCCATCCCATAAAGAAGAAAGGTGGAAGAAGCGGTATGAGGTCGTTAATGGAAAGCTGACAAACACAGGGACTGTCAAAATGCTTCCTCCACTCGAAA
247" M P S H K E E R WK KU R Y EV VNGIKTLTNTSGTVIKMTLUPUPLE

1401 CACCTCTCTTTTCTGGCAGTGCCTACTTCGTGGTCAGTAGGGAGTATGTGGGGTATGTACTACAGAATGAAAAAATCCAAAAGTTGATGGAGTGGGCACA

280T P L F S G S A Y F VVSREYVGEGY VLQNEIZ KTI QKLMEWANAQ

BsaBI (1516) Xmal (1557)
1501 AGACACATACAGCCCTGATGAGTATCTCTGGGCCACCATCCAAAGGATTCCTGAAGTCCCGGGCTCACTCCCTGCCAGCCATAAGTATGATCTGTCTGAC
313 D T Y S P DEYLWATI QR 1 PEVZPGSULUPASUHEKYTDLSTD
Scal (1631)

1601 ATGCAAGCAGTTGCCAGGTTTGTCAAGTGGCAGTACTTTGAGGGTGATGTTTCCAAGGGTGCTCCCTACCCGCCCTGCGATGGAGTCCATGTGCGCTCAG

347 M Q AV A R F VK WQY F EGDVSKGAZPYUPZPTCDGVHVR S

FspI (1736) XcemlI (1790)
1701 TGTGCATTTTCGGAGCTGGTGACTTGAACTGGATGCTGCGCAAACACCACTTGTTTGCCAATAAGTTTGACGTGGATGTTGACCTCTTTGCCATCCAGTG
380V C I F G A G DL NWMTUL I RIKHHLTFANIKTFDVDVDLTFAI QC

Mscl (1876)
Nhel (1870)
1801 TTTGGATGAGCATTTGAGACACAAAGCTTTGGAGACATTAAAACACTGACCATTACGGGCAATTTTATGAGCTAGCTGGCCAGACATGATAAGATACATT
413 L D E H L R H K A L E T L K H e
1901 GATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCA

Hpal (2008) Mfel (2019)
2001 ATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGG

EcoRI (2104)
2101 TATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGG
— =

2201 CTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTT

SspI  (2343) Swal (2357)
2301 TATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAG

EcoO1091 (2418)
2401 GCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAG

2501 CGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTC
—— 3414 ¢ N R T Y K L P I L E E I T T K VLK GNMTETI L VF CD



Sacl (2618) BstXI (2647)
2601 AGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACA
11224 P A Y D S 1 L E R CMGCPSVVUR I SRDVEDSYZPHTZ RVAYV
Stul (2782)
2701 ATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAG

7841 T D F D K Q GNSVASGI AI AEACVTVRGI Y AE I HVA
2801 CAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAG
454 S | | E G T K T R I A A GV HHIKNDTEYLMT I KETAVE VL

BspHI (2932)
Bbsl (2928)
Xmnl (2924) Asel (2990)
2901 CTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTC
124 E L D Q Q S I N F T K M=

Sacl (3047)
3001 AAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTC
—

Spel (3145)
3101 AATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCC
-

SnaBI (3273)
3200 CGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAA

Ndel (3378)
3300 AGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTAC

3400 TGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAAT

PstI (3557)
Sdal (3556)Pacl (3564)  BspLUI11l (3574)
3500 GGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAA
-

3598 AAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGC

3698 GAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGC

ApaLI (3888)
3798 CTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAA

3898 CCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTA

3998 ACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGC

4098 TCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAG

4198 ATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCA

Eagl (4324)
Pacl (4304) Swal (4313) NotI (4323)
4298 TGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATAC

4398 GCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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