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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36I (291)
Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
BspHI (560)
KasI (535) Agel (552)
501 CTGAGATCACCGGTCATCATGAATAATGCTGGGCACGGCCCCACCCGGAGGCTGCG
- 1M N NA GH G P TR R L R

Acc65I (676) BsaBI
601 AGGCTTGGGGGTCCTGGCCGGGGTGGCTCTGCTCGCTGCCCTCTGGCTCCTGTGGCTGCTGGGGTCAGCCCCTCGGGGTACCCCGGCACCCCAGCCCACG
13 6 L G V.LAGVALILAALWLTULWLTILGSAPRGT®PAPAOQFPT
701 ATCACCATCCTTGTCTGGCACTGGCCCTTCACTGACCAGCCCCCAGAGCTGCCCAGCGACACCTGCACCCGCTACGGCATCGCCCGCTGCCACCTGAGTG

47 | T | L VW HWZP F T DAQPU®PELWPSUDTZ CTW RYGI A RCHTL S
Eagl (889)
Mscl (815) BbsI (835) PstI (853) NotI (888)

801 CCAACCGAAGCCTGCTGGCCAGCGCCGACGCCGTGGTCTTCCACCACCGCGAGCTGCAGACCCGGCGGTCCCACCTGCCCCTGGCCCAGCGGCCGCGAGG
80FkA N R S L L AS A DAV VF HHRELI QTR R RSHLU®PLAI QR RTZ®PRSEG
Ncol (920)
901 GCAGCCCTGGGTGTGGGCCTCCATGGAGTCTCCTAGCCACACCCACGGCCTCAGCCACCTCCGAGGCATCTTCAACTGGGTGCTGAGCTACCGGCGCGAC
113* Q P W V WA S M E S P S HTHGLSHLI RGI FNWVULS YRR RD
Bsp1201 (1042) Xceml (1064)
1001 TCGGACATCTTTGTGCCCTATGGCCGCCTGGAGCCCCACTGGGGGCCCTCGCCACCGCTGCCAGCCAAGAGCAGGGTGGCCGCCTGGGTGGTCAGCAACT
147 S D I F VP Y G R L E P HWG®PSPU®PLUZPAIKS S RVAAWVV SN
BsrBI (1105) KasI (1140) BstXI (1196)
1101 TCCAGGAGCGGCAGCTGCGTGCCAGGCTGTACCGGCAGCTGGCGCCTCATCTGCGGGTGGATGTCTTTGGCCGTGCCAATGGACGGCCACTGTGCGCCAG
180 F Q E R Q L R A R L Y RQL APUHLU RVDVTFGRANGT RU®PLTCAS
1201 CTGCCTGGTGCCCACCGTGGCCCAGTACCGCTTCTACCTGTCCTTTGAGAACTCTCAGCACCGCGACTACATTACGGAGAAATTCTGGCGCAACGCACTG
213 C L VP T VA Q YR F Y L S F ENS QHRIDY I TEIKTFWRNAL
Bsp120I (1327) NgoMIV (1359)
1301 GTGGCTGGCACTGTGCCAGTGGTGCTGGGGCCCCCACGGGCCACCTATGAGGCCTTCGTGCCGGCTGACGCCTTCGTGCATGTGGATGACTTTGGCTCAG
247 V A G T VP V VL GP PR RATYEATFVPADATFVHYVDDTF G S
1401 CCCGAGAGCTGGCGGCTTTCCTCACTGGCATGAATGAGAGCCGATACCAACGCTTCTTTGCCTGGCGTGACAGGCTCCGCGTGCGACTGTTCACCGACTG
280PA R E L AA F L T GMNZESRY QRFTFAWRUDI RILI RVR RLTFTUDW
Psp14061 (1505)
1501 GCGGGAACGTTTCTGTGCCATCTGTGACCGCTACCCACACCTACCCCGCAGCCAAGTCTATGAGGACCTTGAGGGTTGGTTTCAGGCCTGAGATCCGCTG
313 R E R F C A Il C DR Y P HULUPRSQVYEUDILTEG GMWT F QA o
Mscl (1632)
Nhel (1626)
1601 GCCGGGGGAGGTGGGTGTGGGTGGAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATG

Hpal (1764) Mfel (1775)
1701 CTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAG

EcoRI (1860)
1801 GTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAA
- -

1901 TCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTC

SspI (2099)
2001 ATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAA

Swal (2113)
2101 ATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTT

2201 AGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGT

+414 ¢ N R T Y K L P | L

Sacl (2374)
2301 TCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGC
1304E E | T T K VL K G NM E I L VFCDU®PAYDS S 1 L ERI CMGTCUP S
BstXI (2403)

2401 TGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAAT
974 v VvV R I S R DV E D S Y P HR VAV I T DFWDI KU QGNSVA S G I
2501 GGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACA
644 A Il A E A CV TVZRGI YAEI HVASI1T I EGTI KT R I A AG V




BspHI (2688)
BbslI (2684)
XmnI (2680)
2601 TGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCC
304H H K N D E Y L M T 1 K E TAVEVLETULDAI QQSI NTFTIKM--St—
Asel (2746)
2701 TCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTA
]

Sacl (2803)
2801 AACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATT

Spel (2901)
2901 TACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAA
- -

SnaBI (3029)
3000 CCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCAT

Ndel (3134)
3100 TTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTC

3200 AATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGT

Pstl (3313)

Sdal (3312)Pacl (3320)  BspLUI1I (3330)

3300 AAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCA
- -

3398 TAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGA

3498 AGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCT

ApaLl (3644)
3598 GTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCG

3698 TCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTC

3798 TTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTT

3898 GATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTT

Eagl (4080)
Pacl (4060) Swal (4069) Notl (4079)
3998 TTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATAT

4098 CTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATA
4198 GGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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