Eagl (4120)
Notl (4119)
Swal (4109)
Pacl (4100)

ApaLI (3684)

pMBI ori

BspLUI11I (3370)
Pacl (3360)
Sdal (3352)

hCMYV enh

Ndel (3174)

SnaBI (3069)

hCMYV prom
Spel (2941)

Sacl (2843)
Asel (2786)

BspHI (2728)
Bbsl (2724)
Xmnl (2720)

Stul (2578)

Sacl (2414)

pUNO1-hFUT1

Sgfl (6)
Pvul (7)
Mfel (82)

Psp14061 (203)
Pvull (239)
HindIII (245)

Bsu36I (291)
Nael (441)

NgoMIV (441)

Kasl (535)

Agel (552)
BspLUl 11 (560)
BspEI (569)

AvrIl (666)
Stul (669)

Eco01091 (747)
Bsp1201 (747)

hEF1-HTLV prom

hFUT1

Eagl (879)

Nsil (907)
PpulOl (907)
phI (909)

Dralll (975)

(4284 bp)

Xeml (1212)
BbrPI (1213)
Afel (1250)
Eco47II1 (1250)
Ncol (1295)
BstEII (1338)
Xcml (1343)

Dralll (1452)

Tth111I (1522)

BglII (1571)
Asel (1615)

Nhel (1666)

(h) Bglobin p(A)

Hpal (1804)
Mfel (1815)
EcoRI (1900)

EcoO1091 (2214)

100

Swal (2153)
Sspl  (2139)

4 InvivoGen



Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36l (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

Nael (441)
401

BspLUI1I (560)
Kasl (535) Agel (552) BspEI (569)

501 CTGAGATCACCGGTCAACATGTGGCTCCGGAGCCATCGTCAGCTCTGCCTGGCCTT

[ 1M W L R S HR QL C L A F

Stul (669)
AvrIl (666)
601 CCTGCTAGTCTGTGTCCTCTCTGTAATCTTCTTCCTCCATATCCATCAAGACAGCTTTCCACATGGCCTAGGCCTGTCGATCCTGTGTCCAGACCGCCGC
13 L L vCVL SV I F FLHI HQDS ST FU®PHSGLGLS 1T L CU®PDRR
Bspl1201 (747)
Eco01091 (747)
701 CTGGTGACACCCCCAGTGGCCATCTTCTGCCTGCCGGGTACTGCGATGGGCCCCAACGCCTCCTCTTCCTGTCCCCAGCACCCTGCTTCCCTCTCCGGCA
47 L V T P P VA I F C L P GTAMGZPNASSSCPQHPASILSG
Eagl (879)
801 CCTGGACTGTCTACCCCAATGGCCGGTTTGGTAATCAGATGGGACAGTATGCCACGCTGCTGGCTCTGGCCCAGCTCAACGGCCGCCGGGCCTTTATCCT
8okT W T VY P NGRF GNAQMGQYATLLALAQLNGR RR RATF I L
SphI (909)
PpulOl (907)
Nsil  (907) Dralll (975)
901 GCCTGCCATGCATGCCGCCCTGGCCCCGGTATTCCGCATCACCCTGCCCGTGCTGGCCCCAGAAGTGGACAGCCGCACGCCGTGGCGGGAGCTGCAGCTT
113 P AM H A AL APV FIR I TLPVLAPTEVDS SI RTWPMWRTETLQL
1001 CACGACTGGATGTCGGAGGAGTACGCGGACTTGAGAGATCCTTTCCTGAAGCTCTCTGGCTTCCCCTGCTCTTGGACTTTCTTCCACCATCTCCGGGAAC
147 H D WM S E E Y A DULIRDUZ®PTF LKL S GFPCSWTTFFHWUHIL R E
1101 AGATCCGCAGAGAGTTCACCCTGCACGACCACCTTCGGGAAGAGGCGCAGAGTGTGCTGGGTCAGCTCCGCCTGGGCCGCACAGGGGACCGCCCGCGCAC

180 Q I R R E F T L HDHWLI REEAQSVLGAQLIRLGRTG GDU RU®PRT
BbrPI (1213) Ecod47IIT (1250)
Xeml (1212) Afel (1250) Ncol (1295)

1201 CTTTGTCGGCGTCCACGTGCGCCGTGGGGACTATCTGCAGGTTATGCCTCAGCGCTGGAAGGGTGTGGTGGGCGACAGCGCCTACCTCCGGCAGGCCATG
213 F VG VH VR R GDYLQVMZPQRWI KT GV V GDSAYLURQAWM
Xeml (1343)

BstEII (1338)
1301 GACTGGTTCCGGGCACGGCACGAAGCCCCCGTTTTCGTGGTCACCAGCAACGGCATGGAGTGGTGTAAAGAAAACATCGACACCTCCCAGGGCGATGTGA
247 D W F R AR HEAUPVFVVTSNGMEWT CIKTENIDTSQGD V
Dralll (1452)
1401 CGTTTGCTGGCGATGGACAGGAGGCTACACCGTGGAAAGACTTTGCCCTGCTCACACAGTGCAACCACACCATTATGACCATTGGCACCTTCGGCTTCTG
280 T F A G D G Q EA TUPWIKUDTFALIULTW QCNHTI MTI GTTFGTF W
Tth111I (1522) BglIl (1571)
1501 GGCTGCCTACCTGGCTGGCGGAGACACTGTCTACCTGGCCAACTTCACCCTGCCAGACTCTGAGTTCCTGAAGATCTTTAAGCCGGAGGCGGCCTTCCTG
313 A A Y L AGGDTVYLANTFTULU®PDSETFULI K I F KUPEAATFL
Asel (1615) Nhel (1666)
1601 CCCGAGTGGGTGGGCATTAATGCAGACTTGTCTCCACTCTGGACATTGGCTAAGCCTTGAGAGCCAGCTAGCTGGCCAGACATGATAAGATACATTGATG
347 P E WV G I NA DL S P L WTLAK P e
1701 AGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAA

Hpal (1804) Mfel (1815)
1801 ACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATG

EcoRI (1900)
1901 GAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGT
| -

2001 TGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATG

SspI  (2139) Swal (2153)
2101 TTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAG

EcoO1091 (2214)
2201 AATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAG

2301 CTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGA
—3414 ¢ N R T Y K L P I L E E I T T K VL KGNME 1l L VF CDFP



Sacl (2414)

2401 GCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGG

1104A Y D S | L E R CM G CP SV VU R I SRDVEUDSYU®PHTR RVAV I T
Stul (2578)

2501 TGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGA

774 D F D K Q G NS VA S G I A1l AEACVTUVZ RGI YAETI HVAS
2601 GATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCC
444 | | E G T K T R I A A GV HHIKNDTEYLMTI1I KETAVEVLE

BspHI (2728)
Bbsl (2724)

XmnI (2720) Asel (2786)
2701 AGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAA
104L D Q Q S | N F T K M= -

Sacl (2843)
2801 CAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAAT

Spel (2941)
2900 GGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGT
e

SnaBI (3069)
2999 GAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGT

Ndel (3174)
3099 CCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGC

3199 CAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGG

Sdal (3352)Pacl (3360) BspLUL11I (3370)
3299 CGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAG
e

3397 GCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAA

3497 ACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTT

ApaLI (3684)
3597 TCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCC

3697 CCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACA

3797 GGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCT

3897 GCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATT

3997 ACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGG

Eagl (4120)
Pacl (4100) Swal (4109) NotI (4119)
4097 CTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCT

4197 CTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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