Eagl (4098)
NotI (4097)
Swal (4087)
Pacl (4078)

ApaLI (3662)

pMBI ori

BspLU11I (3348)
Pacl (3338)

Pstl (3331)

Sdal (3330)

Ndel (3152)

SnaBI (3047)

hCMV prom
Spel (2919)

Asel (2764)

BspHI (2706)
Bbsl (2702)
XmnI (2698)

Stul (2556)

100

Sgfl (6)
Pvul (7)

Miel 82)p 14061 (203)

Pvull (239)
HindIII (245)
Bsu36I (291)

Nael (441)
NgoMIV (441)
KasI (535)
Agel (552)

BstEII (555)
Ncol (560)
BamHI (638)
BstEII (663)
BspEI (719)
Ncol (812)
Ncol (818)
Dralll (865)
BbsI (898)

hEF1-HTLV prom

hFPR2 (FPRL1, ALXR)

Bsp1201 (956)

pUNO1-hFPR2

(4262 bp)

Bsu36I (1120)

Hpal (1411)
Pvull (1443)

Bsp1201 (1529)
Pstl (1589)
Nhel (1644)

Hpal (1782)
Mfel (1793)
EcoRI (1878)

Swal (2131)
Sspl  (2117)

A
2 InvivoGen



Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

Nael (441)
401

Ncol (560)
BstEII (555)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCACCATGGAAACCAACTTCTCCACTCCTCTGAATGAATATGA

- 1I*»M E T NF S T P L N E Y E

BamHI (638) BstEII (663)

601 AGAAGTGTCCTATGAGTCTGCTGGCTACACTGTTCTGCGGATCCTCCCATTGGTGGTGCTCGGGGTCACCTTTGTCCTCGGGGTCCTGGGCAATGGGCTT
13 E VSY ESAGY TV LRIl L PLVVL GVTTFUVLGVLGNSGIL

BspEI (719)
701 GTGATCTGGGTGGCTGGATTCCGGATGACACGCACAGTCACCACCATCTGTTACCTGAACCTGGCCCTGGCTGACTTTTCTTTCACGGCCACATTACCAT

47 V. | W V A G F RM TR TV TTI CYLNLALADTFSTFTATTLP
Ncol (818)
Ncol (812) Dralll (865) BbsI (898)
801 TCCTCATTGTCTCCATGGCCATGGGAGAAAAATGGCCTTTTGGCTGGTTCCTGTGTAAGTTAATTCACATCGTGGTGGACATCAACCTCTTTGGAAGTGT
80FF L I V S M A M G E KWZPF GWF L C K L I H I VvV V D | N L F G S V

Bsp1201 (956)
901 CTTCTTGATTGGTTTCATTGCACTGGACCGCTGCATTTGTGTCCTGCATCCAGTCTGGGCCCAGAACCACCGCACTGTGAGTCTGGCCATGAAGGTGATC
1123 F L I G F 1 AL DR CI CVLHPVWAI QNI HRTVSLAMEKV
1001 GTCGGACCTTGGATTCTTGCTCTAGTCCTTACCTTGCCAGTTTTCCTCTTTTTGACTACAGTAACTATTCCAAATGGGGACACATACTGTACTTTCAACT
147 V. G P W I L ALV LTLZ®PVEFLTFLTTVTIUPNGDTYT CTTFN

Bsu36I (1120)
1101 TTGCATCCTGGGGTGGCACCCCTGAGGAGAGGCTGAAGGTGGCCATTACCATGCTGACAGCCAGAGGGATTATCCGGTTTGTCATTGGCTTTAGCTTGCC
180F A S W G G T P E E R LK VA I TMLTARGI I RF VI GF S LFP
1201 GATGTCCATTGTTGCCATCTGCTATGGGCTCATTGCAGCCAAGATCCACAAAAAGGGCATGATTAAATCCAGCCGTCCCTTACGGGTCCTCACTGCTGTG
213 M S I V A I C Y G L I A A K I HKIKGM I K SSRUPLUI RVLTA/YV
1301 GTGGCTTCTTTCTTCATCTGTTGGTTTCCCTTTCAACTGGTTGCCCTTCTGGGCACCGTCTGGCTCAAAGAGATGTTGTTCTATGGCAAGTACAAAATCA
247 V A S F F I C W F P F QL VALULGTVWLIKTEMLTFY G K Y K I
Hpal (1411) Pvull (1443)
1401 TTGACATCCTGGTTAACCCAACGAGCTCCCTGGCCTTCTTCAACAGCTGCCTCAACCCCATGCTTTACGTCTTTGTGGGCCAAGACTTCCGAGAGAGACT
2801 D I L V NP T S S L AFF NS CLNPMLYVFVGAQDTFRTETR'L
Bsp1201 (1529) PstI (1589)
1501 GATCCACTCCCTGCCCACCAGTCTGGAGAGGGCCCTGTCTGAGGACTCAGCCCCAACTAATGACACGGCTGCCAATTCTGCTTCACCTCCTGCAGAGACT
313 | H S L P T S L ERAL SEDSAPTNDTAANSASZPZPATET
Nhel (1644)

1601 GAGTTACAGGCAATGTGAGGATGGGGTCAGGGATATTTTGAGTTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAG
347 E L Q A M e

Hpal (1782)  Mfel (1793)
1701 AATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGC

EcoRI (1878)
1801 ATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGC
- -

1901 AAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTT

2001 GCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCA

Sspl (2117) Swal (2131)
2101 CATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTT

2201 CATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTG
494 ¢ N R T

2301 TACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTC

136¢dy K L P I L E E I T T K V L KGNWMTE I LV F CDZPAYUDS I L ER

2401 TGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTT
103 C M G C P SV VR I SRDVEUDSTYZPHRVAVI TDTFTDTZKTOQGN

Stul (2556)

2501 GCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTC

704 S VA S G I A1l AEACVTVRGI YATETI HVASIIETGTTHKT




Xmnl (2698)
2601 CTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGA

364R | A A G V H H K NDE Y LMT I KETAVEUVLTETLTDA GQQSTI NTF
BspHI (2706)
Bbsl (2702) Asel (2764)
2701 AGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC
34 T K M - -t

2801 T TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTT

Spel (2919)
2901 TGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCC
e

SnaBI (3047)
3000 ATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCA

Ndel (3152)
3100 TAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAAT

3200 ACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCC

Pstl (3331)
Sdal (3330)Pacl (3338)  BspLUI1l (3348)

3300 AGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGC

-

3398 GTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATAC

3498 CAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGC

ApaLI (3662)
3598 TTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGLCTGCGC

3698 CTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTA

3798 GGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAA

3898 AAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCA

PacI (4078) Swal (4087)
3998 AGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC A

Eagl (4098)

NotI (4097)
4098 GCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACA
4198 AAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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