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1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
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501 CTGAGATCACCGGTCATCATGAACTTTGCGGAGAGAGAGGGCTCTAAGAGATACTG

> 1I* M N F A EREG S K R YC
601 CATTCAAACGAAACATGTGGCCATTCTCTGTGCGGTGGTGGTGGGTGTAGGATTAATAGTGGGACTTGCCGTGGGCTTGACCAGATCGTGTGACTCCAGC
3 I Q TKHV A I LCAVV VGV G LI VGLAVGLTRSTCHD SS
701 GGGGACGGCGGGCCGGGCACTGCGCCAGCTCCTTCCCACCTGCCTTCTTCCACGGCCAGCCCCTCAGGTCCTCCTGCCCAGGACCAGGACATCTGCCCGG
47* G D G G P G T A PAPSHTULPSSTASPSGZPPAQDA QD I CP

801 CCAGTGAGGATGAGAGCGGACAGTGGAAAAACTTTCGACTGCCGGACTTCGTCAACCCAGTCCACTACGACCTGCACGTGAAGCCCCTGTTGGAGGAGGA
8*A S E D E S G QWKNTFRULUPD FVNU PVHYDIULHVIKPLLETETSD
901 CACCTACACGGGCACCGTGAGCATCTCCATCAACCTGAGCGCTCCCACCCGGTACCTGTGGCTGCACCTCCGGGAGACCAGGATCACCCGGCTCCCGGAG
123 T Yy T G T Vv S I S I N L S A PTWRY LWTULHTULRET R I TR RL P E
1001 CTGAAGAGGCCCTCTGGGGACCAGGTGCAAGTCCGGAGGTGTTTCGAGTACAAAAAGCAGGAGTACGTGGTGGTCGAGGCGGAGGAAGAGCTTACCCCCA
147k L K R P S GDAQVQVRRTCTFEYZ KT KA QEYVVVEATETETETLTF®P
1101 GCAGTGGAGATGGCCTGTATCTCCTGACCATGGAGTTCGCCGGCTGGCTGAACGGCTCCCTCGTGGGATTTTATAGAACCACCTACACGGAGAACGGACG
18*s S 6 b G L Y L L TMETFAGWLNSGS LV G FYRTTYTENGTR
1201 AGTCAAGAGCATAGIGGCCACCGATCATGAACCAACAGATGCCAGGAAATCTTTTCCTTGTTTTGATGAGCCCAACAAAAAGGCAACTTATACAATATCT
23 v K S I V AT DHEWPTDARIKSF®PCTFDTETPNIKIKATYT I S
1301 ATCACCCATCCCAAAGAATACGGAGCACTTTCAAATATGCCAGTGGCGAAAGAAGAGTCAGTGGATGATAAATGGACTCGAACAACTTTTGAGAAGTCTG
247 | T H P K E Y GA L SNMUPVAIKETESVDDIKWTRTTF EK S
1401 TCCCCATGAGCACGTACCTGGTGTGCTTTGCTGTACATCAATTTGACTCTGTAAAGAGAATATCAAATAGTGGAAAACCTCTTACAATTTATGTCCAGCC
280y P M S T Y LV C FAVHQFDSVKW R I SNSGIKPLT I YV QTP
1501 AGAGCAAAAGCACACAGCCGAATATGCTGCAAACATAACTAAAAGTGTGTTTGATTATTTTGAAGAATACTTTGCTATGAATTATTCTCTTCCTAAATTA
33 EQ K HTAEYAAN I TK SV FDYFETEYFAMNYSLPKL
1601 GATAAAATCGCTATTCCAGATTTTGGCACTGGTGCCATGGAGAACTGGGGACTCATCACGTACAGAGAAACGAACCTGCTTTATGACCCTAAGGAATCAG
347 D K I A I PD FGTGAMENWG L I T YRETNILTULYDPK E S
1701 CCTCATCAAACCAACAGAGGGTGGCCACTGTGGTTGCCCATGAACTTGTGCATCAGTGGTTTGGAAATATTGTGACCATGGACTGGTGGGAAGACTTGTG
330kA S S NQ Q RV ATV V AHELVHQWFGN 1V TMUDWWETD LW
1801 GCTAAATGAAGGATTTGCTTCTTTCTTTGAGTTTCTGGGAGTAAACCATGCAGAAACAGACTGGCAAATGCGTGACCAAATGTTACTTGAAGATGTATTA
413 L N E G F A S F F EFLGVNHAETHDWAQM RDA QML L EDV L
1901 CCTGTTCAAGAGGATGATTCTTTGATGTCTTCGCATCCAATTATTGTGACTGTGACAACCCCTGATGAAATAACATCTGTTTTTGATGGAATATCCTATA

447 P V Q EDD S LM S SH®P I I VTV TT®PDTEITSV FDG I SY
2001 GCAAGGGATCTTCTATTTTGAGAATGCTTGAAGACTGGATAAAACCAGAGAATTTTCAAAAAGGATGTCAGATGTACTTGGAAAAATACCAATTCAAGAA
480FS K G S S I L RM L EDW I K P ENTFQKGCQM Y LEZK Y QF KN

2101 TGCAAAAACTTCTGATTTTTGGGCAGCACTGGAAGAGGCAAGTAGGCTACCAGTGAAAGAAGTAATGGACACCTGGACCAGACAGATGGGTTATCCTGTG
513 A K T S D FWAAULTETEASRLUPVKEVMDTWTIRQMG Y PV
2201 CTTAACGTGAACGGTGTCAAGAACATCACACAGAAACGCTTTTTGTTGGACCCAAGAGCTAACCCTTCTCAGCCCCCTTCAGATCTTGGTTATACATGGA
547 L NV N GV KN I T Q K R FLLDUPRANUPSQPZPSDILGYTW
2301 ATATCCCAGTTAAATGGACTGAAGATAATATAACAAGCAGTGTGTTATTTAATAGGTCAGAAAAAGAAGGAATCACTTTGAACTCCTCTAATCCTAGTGG
580N | P V KW T EDN I T S SV L FNRSEKTEG I TLNSSNUPSG
2401 AAATGCTTTTCTCAAAATAAACCCAGATCATATTGGGTTTTATCGTGTAAATTATGAAGTAGCAACTTGGGACTCGATAGCTACAGCGCTCTCCTTGAAC
613 N A F L K I NP DH I G F Y RVNYEVATWHD S I ATA AL S LN
2501 CACAAGACATTTTCTTCAGCAGATCGTGCAAGTCTTATTGATGATGCTTTTGCCTTGGCAAGAGCTCAACTTCTAGATTATAAGGTGGCTTTGAACTTGA
647 H K T F S S ADRASL I DDAFALARAQLTULDYZKVAILNIL
2601 CCAAGTATCTCAAAAGGGAAGAGAATTTTTTACCATGGCAGAGAGTAATTTCAGCTGTAACCTACATCATTAGCATGTTTGAAGATGATAAAGAGCTATA
680 T K Y L K R E EN F L PWAQRV I SAV TY I I SMFEDT DTKE LY
2701 TCCTATGATTGAGGAATACTTCCAAGGTCAAGTGAAGCCTATTGCAGATTCTCTGGGATGGAATGATGCTGGAGACCATGTCACAAAGTTACTCCGTTCC
73 P M I E EY FQGQV K P I ADSLGWNDAGDMHVYVYTHZKTLTULRS
2801 TCCGTGTTAGGGTTTGCGTGCAAGATGGGAGACAGAGAAGCCTTGAACAATGCTTCCTCGTTATTTGAGCAGTGGCTAAATGGGACTGTAAGCCTTCCCG
747 S Vv L G FACKMGD REALNNASSLTFEQWLNGTV S L P
2901 TAAATCTCAGGCTTCTGGTGTATCGGTATGGGATGCAGAACTCTGGCAATGAGATTTCATGGAACTACACTCTTGAGCAATACCAGAAAACTTCATTAGC
780V N L R L LV YRYGMOQNSGNE I SWNYTULEQY QKT S LA
3001 TCAAGAAAAAGAAAAACTGCTGTATGGATTAGCATCAGTGAAGAACGTTACTCTTTTGTCAAGGTATTTGGATTTGCTCAAGGACACGAACCTTATTAAA
83 Q E K E K L L YGLASVKNVTLULSRYLDULULIKDTNTLIK
3101 ACTCAGGATGTGTTTACAGTCATTCGATATATCTCATATAACAGCTATGGGAAGAACATGGCCTGGAATTGGATACAACTCAACTGGGACTATCTAGTCA
87 T Q DV F TV I RY I S YN SYGKNMAWNW I Q LNWD Y LV
3201 ACAGATATACACTCAATAACAGAAACCTTGGCCGAATTGTCACAATAGCAGAGCCATTCAACACTGAACTGCAACTGTGGCAGATGGAGAGCTTTTTTGC
880N R Y T L NN RNLGW R I VT I A EPFNTELAOQLWAQMTESF FA



3301 AAAATATCCACAAGCTGGAGCAGGAGAAAAACCTAGGGAACAAGTGCTGGAAACAGTGAAAAACAATATAGAGTGGCTAAAACAACATAGAAACACCATC

913 K Y P Q A G A G EK P R EQV L ETVKNN I EW LKU QHRNT I
Nhel (3450)

3401 AGAGAATGGTTTTTTAATTTACTTGAGAGTGGTTAATGTATTCAAATGTTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCAC

947 R EW F F N L L E S G e

3501 AACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAAC

3601 AATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAG
- -

3701 CATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAG

3801 CTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGAC

3901 CTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAG

4001 GCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTC
1494 o N
4101 CTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGA
1384R T Y K L P I L E E I T T KV LKGNMTE I LV FCDUZPAYHDS I L
4201 GCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTG
s E R C M G C P SV VR I S RDV EDSYPH RVAV I T D FD K Q
4301 CCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTC
724 G N SV A SG I A I A EACVTVU RG I YAEIHVAS 1 I EGT
4401 TTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGA
334K T R I AAGV HHIKNDEYLMT I K ETAV EV L ELDA QQ S I
4501 TGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTC
54 N F T K M- -l
4601 TCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACG

4701 ACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCA
-

4801 CGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACT

4901 GGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCG

5001 TAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGT

5101 CAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGC
-

5201 CGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGA

5301 TACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGG

5401 CGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGLTG

5501 CGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTAT

5601 GTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCG

5701 GAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATC

5801 TCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAA

5901 TCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAA
6001 ACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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