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pUNO1-hCD93
(5154 bp)

BsrS2

SV40 p(A)

(h) ßglobin p(A)

pMB1 ori

hCMV enh

hCMV prom

EM7

hEF1-HTLV prom

hCD93 (C1QR1)

SgfI (6)
PvuI (7)

MfeI (82)
Psp1406I (203)

HindIII (245)
Bsu36I (291)

NaeI (441)
NgoMIV (441)

KasI (535)
AgeI (552)
NcoI (560)

NcoI (572)
XmaI (613)

AfeI (694)
Eco47III (694)

ScaI (783)
Bsu36I (798)

PshAI (877)
XmnI (894)
BspEI (956)
AfeI (977)
Eco47III (977)
BsrBI (1012)
NaeI (1124)
NgoMIV (1124)
XcmI (1184)

SexAI (1448)
XcmI (1505)
BbrPI (1506)

SandI (1518)
NcoI (1524)

BbrPI (1539)
Acc65I (1559)

PshAI (1570)
XhoI (1572)

SfiI (1858)
XmaI (1860)

NcoI (1964)

SandI (2176)
SdaI (2242)
PstI (2243)

BstAPI (2295)
AvrII (2319)

NcoI (2477)
NheI (2536)

HpaI (2674)
MfeI (2685)

EcoRI (2770)

SspI (3009)
SwaI (3023)

Eco147I (3448)
StuI (3448)

XmnI (3590)
BspHI (3598)

AseI (3656)
VspI (3656)

SpeI (3811)

Eco105I (3939)
SnaBI (3939)

NdeI (4044)

SdaI (4222)
PstI (4223)
PacI (4230)

BspLU11I (4240)
PciI (4240)

ApaLI (4554)

PacI (4970)
SwaI (4979)

NotI (4989)
EagI (4990)



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCACCATGGCCACCTCCATGGGCCTGCTGCTGCTGCTGCTGCT

GCTCCTGACCCAGCCCGGGGCGGGGACGGGAGCTGACACGGAGGCGGTGGTCTGCGTGGGGACCGCCTGCTACACGGCCCACTCGGGCAAGCTGAGCGCT

GCCGAGGCCCAGAACCACTGCAACCAGAACGGGGGCAACCTGGCCACTGTGAAGAGCAAGGAGGAGGCCCAGCACGTCCAGCGAGTACTGGCCCAGCTCC

TGAGGCGGGAGGCAGCCCTGACGGCGAGGATGAGCAAGTTCTGGATTGGGCTCCAGCGAGAGAAGGGCAAGTGCCTGGACCCTAGTCTGCCGCTGAAGGG

CTTCAGCTGGGTGGGCGGGGGGGAGGACACGCCTTACTCTAACTGGCACAAGGAGCTCCGGAACTCGTGCATCTCCAAGCGCTGTGTGTCTCTGCTGCTG

GACCTGTCCCAGCCGCTCCTTCCCAGCCGCCTCCCCAAGTGGTCTGAGGGCCCCTGTGGGAGCCCAGGCTCCCCCGGAAGTAACATTGAGGGCTTCGTGT

GCAAGTTCAGCTTCAAAGGCATGTGCCGGCCTCTGGCCCTGGGGGGCCCAGGTCAGGTGACCTACACCACCCCCTTCCAGACCACCAGTTCCTCCTTGGA

GGCTGTGCCCTTTGCCTCTGCGGCCAATGTAGCCTGTGGGGAAGGTGACAAGGACGAGACTCAGAGTCATTATTTCCTGTGCAAGGAGAAGGCCCCCGAT

GTGTTCGACTGGGGCAGCTCGGGCCCCCTCTGTGTCAGCCCCAAGTATGGCTGCAACTTCAACAATGGGGGCTGCCACCAGGACTGCTTTGAAGGGGGGG

ATGGCTCCTTCCTCTGCGGCTGCCGACCAGGATTCCGGCTGCTGGATGACCTGGTGACCTGTGCCTCTCGAAACCCTTGCAGCTCCAGCCCATGTCGTGG

GGGGGCCACGTGCGTCCTGGGACCCCATGGGAAAAACTACACGTGCCGCTGCCCCCAAGGGTACCAGCTGGACTCGAGTCAGCTGGACTGTGTGGACGTG

GATGAATGCCAGGACTCCCCCTGTGCCCAGGAGTGTGTCAACACCCCTGGGGGCTTCCGCTGCGAATGCTGGGTTGGCTATGAGCCGGGCGGTCCTGGAG

AGGGGGCCTGTCAGGATGTGGATGAGTGTGCTCTGGGTCGCTCGCCTTGCGCCCAGGGCTGCACCAACACAGATGGCTCATTTCACTGCTCCTGTGAGGA

GGGCTACGTCCTGGCCGGGGAGGACGGGACTCAGTGCCAGGACGTGGATGAGTGTGTGGGCCCGGGGGGCCCCCTCTGCGACAGCTTGTGCTTCAACACA

CAAGGGTCCTTCCACTGTGGCTGCCTGCCAGGCTGGGTGCTGGCCCCAAATGGGGTCTCTTGCACCATGGGGCCTGTGTCTCTGGGACCACCATCTGGGC

CCCCCGATGAGGAGGACAAAGGAGAGAAAGAAGGGAGCACCGTGCCCCGCGCTGCAACAGCCAGTCCCACAAGGGGCCCCGAGGGCACCCCCAAGGCTAC

ACCCACCACAAGTAGACCTTCGCTGTCATCTGACGCCCCCATCACATCTGCCCCACTCAAGATGCTGGCCCCCAGTGGGTCCCCAGGCGTCTGGAGGGAG

CCCAGCATCCATCACGCCACAGCTGCCTCTGGCCCCCAGGAGCCTGCAGGTGGGGACTCCTCCGTGGCCACACAAAACAACGATGGCACTGACGGGCAAA

AGCTGCTTTTATTCTACATCCTAGGCACCGTGGTGGCCATCCTACTCCTGCTGGCCCTGGCTCTGGGGCTACTGGTCTATCGCAAGCGGAGAGCGAAGAG

 M  A   T   S   M  G  L   L   L   L   L   L   L

  L   L   T   Q  P   G  A   G  T   G  A   D  T   E   A   V  V  C  V  G  T   A   C  Y   T   A   H  S   G  K  L   S   A  

 A   E   A   Q  N  H  C  N  Q  N  G  G  N  L   A   T   V  K  S   K  E   E   A   Q  H  V  Q  R   V  L   A   Q  L   

L   R   R   E   A   A   L   T   A   R   M  S   K  F   W  I   G  L   Q  R   E   K  G  K  C  L   D  P   S   L   P   L   K  G
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 D  L   S   Q  P   L   L   P   S   R   L   P   K  W  S   E   G  P   C   G  S   P   G  S   P   G  S   N  I   E   G  F   V  
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1101
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1

13

47

80

113

147

180

213

247

280

313

347

380

413

447

480

513

547

580



GGAGGAGAAGAAGGAGAAGAAGCCCCAGAATGCGGCAGACAGTTACTCCTGGGTTCCAGAGCGAGCTGAGAGCAGGGCCATGGAGAACCAGTACAGTCCG

ACACCTGGGACAGACTGCTGAAAGTGAGGTGGCCCTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGT

GAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTT

TATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTT

AACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTC

ACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCT

TTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATAT

CCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAG

GGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATG

CCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAG

CAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGC

CGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTC

ATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGA

CGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGT

CCCGTTGATTTA C T A G TCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGT

ACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCA

GGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACC

CATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGC

CATTTACCGTAAGTTATGTAACGCC T G C AG G TT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGG

CGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTT

TCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCAT

AGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCG

GTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGC

TACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTT

GGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATC

CTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGC

AATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAAC
TAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

 •  N  R   T   Y   K  L  

 P   I   L   E   E   I   T   T   K  V  L   K  G  N  M  E   I   L   V  F   C   D  P   A   Y   D  S   I   L   E   R   C   M  

G  C  P   S   V  V  R   I   S   R   D  V  E   D  S   Y   P   H  R   V  A   V  I   T   D  F   D  K  Q  G  N  S   V  A

  S   G  I   A   I   A   E   A   C  V  T   V  R   G  I   Y   A   E   I   H  V  A   S   I   I   E   G  T   K  T   R   I   A  

 A   G  V  H  H  K  N  D  E   Y   L   M  T   I   K  E   T   A   V  E   V  L   E   L   D  Q  Q  S   I   N  F   T   K  

M 

  E   E   K  K  E   K  K  P   Q  N  A   A   D  S   Y   S   W  V  P   E   R   A   E   S   R   A   M  E   N  Q  Y   S   P  

 T   P   G  T   D  C  • 

NcoI (2477)

NheI (2536)

HpaI (2674) MfeI (2685)

EcoRI (2770)

SspI (3009) SwaI (3023)

Eco147I (3448)
StuI (3448)

XmnI (3590)
BspHI (3598)

AseI (3656)
VspI (3656)

SpeI (3811)

Eco105I (3939)
SnaBI (3939)

NdeI (4044)

SdaI (4222)
PstI (4223)

PacI (4230) BspLU11I (4240)
PciI (4240)

ApaLI (4554)

PacI (4970) SwaI (4979) NotI (4989)
EagI (4990)

2401

2501

2601

2701

2801

2901

3001

3101

3201

3301

3401

3501

3601

3701

3801

3900

4000

4100

4200

4298

4398

4498

4598

4698

4798

4898

4998
5098

141

134

100

67

34

0

613

647
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