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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36l (291)
Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
401
Neol (560)
BStEII (555)
Agel (552) Bspl201 (571)  Fspl (584)

501 CTGAGATCACCGGTCACCATGGACGAGGGGCCCGTGGACCTGCGCACCCGGCCCAA

> 1*M D E GP V DLURTR RP K

Xmal (612) Sacll (678)

601 GGCCGCCGGACTCCCGGGCGCCGCGCTGCCGCTCCGCAAGCGCCCGCTGCGCGCGCCCTCCCCGGAGCCCGCCGCTCCCCGCGGCGCTGCGGGCCTTGTC
13 A A G L P GAAULU®PULI RI KU RPL RAPSUPEWPAAPI RS GAAGTL V
Bsp1201 (748)
Xmal (745)
701 GTCCCCCTGGACCCTCTGCGCGGCGGCTGCGACCTGCCGGCGGTCCCCGGGCCCCCCCACGGCCTGGCCCGGCCGGAGGCGCTTTACTACCCCGGAGCCT
47 V. P L D P L R GGCDULUPAV®PGP®PHSGLARUPTEA ALY Y P GA
XemlI  (815)Ncol (824) Ncol (884)
801 TACTGCCTTTGTACCCCACTCGGGCCATGGGCTCCCCGTTTCCTCTGGTGAACCTGCCTACACCCCTATACCCCATGATGTGCCCCATGGAACACCCCCT
8oL L P L Y P TRAMGSU®PF®PLVNLW®PT®PLYPMMTCUPMEHZPIL
Ncol (914) BstEII (973) ApaLl (988)
901 TTCTGCTGACATCGCCATGGCCACCCGTGCAGATGAGGACGGAGACACGCCTCTCCATATTGCTGTGGTGCAGGGTAACCTGCCAGCTGTGCACCGGCTG
113 S A DI AMA T RADEUDGDTU®PLHI A VYV QGNTLUPAVHT RIL
1001 GTCAACCTCTTCCAGCAGGGGGGCCGGGAGCTCGACATCTACAACAACCTACGGCAGACACCGCTCCACCTGGCTGTGATCACCACATTACCGTCTGTGG
147 V. N L F Q Q G GR ELUDI Y NNWLW R QT®PLHLAVI TTLUP SV
Ncol (1130) Ncol (1146)
1101 TCCGGCTCCTGGTGACAGCTGGTGCCAGCCCCATGGCGCTGGACCGCCATGGCCAGACGGCCGCTCACCTGGCGTGCGAGCACCGCAGCCCGACCTGCCT
180y R L L VT A GA S PMAULIDU RHGA QTAAMHTLA AT CEWHRSUPTTCIL
Eco721 (1276)
BbrPI (1276) Dralll (1290)
1201 GCGAGCCCTGCTGGACAGCGCAGCTCCGGGCACGTTGGACCTGGAGGCCCGCAATTATGACGGGCTCACCGCCCTGCACGTGGCAGTGAACACCGAGTGC
213 R A L L DSAAPGTULUDTLTEARNYU DG GLTALHVAVNTTEC

NotI (1361) DrallI (1381)

1301 CAAGAAACCGTGCAGCTCTTGCTAGAGCGCGGTGCCGACATCGACGCAGTGGACATTAAGAGCGGCCGCTCCCCGCTCATCCACGCCGTGGAAAACAACA
247 Q E T V Q L L L ERGADIDAVDIIKSG GRS SU®PTLTIHAVENN
Pstl (1423) Sacll (1491)

1401 GCCTTAGCATGGTGCAGCTGCTGCTGCAGCACGGCGCCAACGTGAACGCGCAAATGTACTCCGGCAGCTCCGCCCTGCACTCAGCGTCCGGCCGCGGGCT
280kS L S MV Q L L L QHGANVNAQMY SGS SALHSASGR RGL
Fspl (1511)
1501 CCTCCCGCTGGTGCGCACGCTGGTCCGCAGCGGCGCTGACAGCAGCCTCAAGAACTGCCACAACGACACGCCGCTCATGGTGGCGCGCAGCCGCAGGGTC
313 L P L VR T L VR S GADS S LI KNG CHNDTU®PLMVAIR RSR RR RV
Bsu36I (1608)
1601 ATCGACATCCTGAGGGGGAAGGCCACCCGGCCTGCTTCCACCTCCCAGCCAGACCCCTCCCCTGACCGGAGCGCCAACACCTCCCCCGAGAGCAGCAGCC
347 | D I L R G KA TRUPASTSOQPD®PSPDA R SANTSU®PESS S
SandI (1763) Neol (1781)

1701 GCCTCAGCTCCAATGGTCTTCTCTCCGCATCACCATCCTCCTCACCCTCCCAGTCTCCCCCCAGGGACCCCCCTGGATTCCCCATGGCTCCTCCCAATTT
380PR L S S N G L L S A SPSSSPSQS?PUPIRIDZ®PZPGTFUPMAUPUZPNF
1801 CTTCCTTCCTTCCCCATCTCCACCCGCCTTCCTGCCCTTTGCTGGGGTCCTCCGAGGCCCTGGCCGGCCGGTGCCCCCCTCCCCAGCTCCAGGAGGCAGC
413 F L P S P SPPAFLUZPTFAGVLI RGP GR®PV®PPSU®PAPGSGS

Nhel (1910)
1901 TGAGGGGGATGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATT
447F o

Hpal (2048) Mrfel (2059)
2001 TGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGT

EcoRI (2144)
2101 GGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGA
-

2201 ATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATAT

SspI  (2383) Swal (2397)
2301 AGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATT

2401 TAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGG




2501 GAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTT
4414 ¢ N R T Y K L P I L E E I T T K
2601 TGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGA
1254 v L K G NM E I L VF CDU&PAYDS Il L ERT CMGT CU®PSV VR I S
2701 TCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCA
924 R D V E D S Y P HR VA V I T DFDJIKI QGNSVASGI A1 A EA
Stul (2822)
Ecol1471 (2822)
2801 CAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCT
54C V T VR G I Y A E I HV A S I | E G T K TR I A A GV HHKNDE
BspHI (2972)
Xmnl (2964)
2901 CATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGT
254 Y L M T | K E T AV EVLELDA QQS I NFTIKM=-
Vspl (3030)
Asel (3030)
3001 ATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTAT
]

Spel (3185)
3101 ATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAA
-

3200 ACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTA

SnaBI (3313)
Ecol05I (3313)
3300 ATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGT

Ndel (3418)
3400 CAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTAT

Pstl (3597)
Sdal (3596)

3500 TGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCT

Pacl (3604)  BspLU11I (3614)
3600 GCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCT
-

3698 GACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCT

3798 CTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTC

ApaLl (3928)
3898 GGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCG

3998 GTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTA

4098 ACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAAC

4198 CACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGAC

Pacl (4344) Swal (4353)  Notl (4363)
4298 GCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACA

4398 TCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCA
4498 AGTGCAGGTGCCAGAACATTTCTCTATCGAA
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