BspLU111 (3520)

Ndel (3324)

SnaBI (3219)

Sgfl (6)
Pvul (7)
Mfel (82)
Psp14061 (203)
vull (239)
HindIIT (245)
Bsu36l (291)

Nael (441)
NgoMIV (441)
Kasl (535)

Agel (552)

BspHI (560)
stBI (577)
BsrBI (585)

Notl (4269)
Swal (4259)

Pacl (4250)

—

Apall (3834) hEF1-HTLV prom
BspEI (791)
Rsrll (793)
Bsp1201 (803)
KasI (826)
Xmal (846)
Xceml  (860)

pMBI1 ori
hB4GALT1 isoform 1

Pacl (3510)
Sdal (3502) =

PshAI (903)
Bsu36l (952)
Bsp1201I (975)
NotI (1052)

pUNO1-hB4GALT1a Tth1111 (1072)

Dralll (1087)
(4434 bp)

Mscl (1094)
Scal (1136)
Pvull (1177)

Spel (3091) hCMV prom

Asel (2936)

BspHI (2878)
Xmnl (2870)

BsrGI  (1701)

Stul (2728) Bst11071  (1719)

SV40 p(A)
(h) Bglobin p(A) / :

BstXI (2593) EcoRI (1785)

Hpal (1954)

Swal (239%) Mfel (1965)

100 Sspl  (2289)
EcoRI (2050)
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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

Nael (441)
401

BspHI (560)
KaslI (535) Agel (552) BsrBI (577) BsrBI (585)

501 CTGAGATCACCGGTCATCATGAGGCTTCGGGAGCCGCTCCTGAGCGGCAGCGCCGC

- 1M R L R E P L L S G S A A

601 GATGCCAGGCGCGTCCCTACAGCGGGCCTGCCGCCTGCTCGTGGCCGTCTGCGCTCTGCACCTTGGCGTCACCCTCGTTTACTACCTGGCTGGCCGCGAC
13 M P GA S L QRACRLILVAVCALHLGVYVYTLVY Y LAGTRTD
RsrII (793)

BspEI (791)
701 CTGAGCCGCCTGCCCCAACTGGTCGGAGTCTCCACACCGCTGCAGGGCGGCTCGAACAGTGCCGCCGCCATCGGGCAGTCCTCCGGGGAGCTCCGGACCG
47 L S R L P QL V GV STPLIOQGGSNSAAAI GQS S GETLRT

Bsp120I (803) Kasl (826) Xmal (846) XcemlI (860)
801 GAGGGGCCCGGCCGCCGCCTCCTCTAGGCGCCTCCTCCCAGCCGCGCCCGGGTGGCGACTCCAGCCCAGTCGTGGATTCTGGCCCTGGCCCCGCTAGCAA
80kG G A R PP P PLGASSQPR®PGGDSS®PVVDSSGPGPASN

PshAI (903) Bsu36l (952) Bsp1201 (975)
901 CTTGACCTCGGTCCCAGTGCCCCACACCACCGCACTGTCGCTGCCCGCCTGCCCTGAGGAGTCCCCGCTGCTTGTGGGCCCCATGCTGATTGAGTTTAAC
113 L T S VP VP HTTALSLZPATC®PTETESPLLVGPMTLTI EFN
Mscl  (1094)
NotI (1052) Tth1111 (1072) Dralll (1087)

1001 ATGCCTGTGGACCTGGAGCTCGTGGCAAAGCAGAACCCAAATGTGAAGATGGGCGGCCGCTATGCCCCCAGGGACTGCGTCTCTCCTCACAAGGTGGCCA
147" M P V D L E L VA KQNUPNVIKMGG G RYAPRTDT CVSPHTE K VA
Scal (1136) Pvull (1177)

1101 TCATCATTCCATTCCGCAACCGGCAGGAGCACCTCAAGTACTGGCTATATTATTTGCACCCAGTCCTGCAGCGCCAGCAGCTGGACTATGGCATCTATGT
1801 | | P F R N R Q E HL K Y WULYYULUHPVL QR QQLUDYG I YV
1201 TATCAACCAGGCGGGAGACACTATATTCAATCGTGCTAAGCTCCTCAATGTTGGCTTTCAAGAAGCCTTGAAGGACTATGACTACACCTGCTTTGTGTTT
213 | N Q A G D T I F NR A KULLNVGTF QEALTEKTDYTUDYTTZ CTF VTF
1301 AGTGACGTGGACCTCATTCCAATGAATGACCATAATGCGTACAGGTGTTTTTCACAGCCACGGCACATTTCCGTTGCAATGGATAAGTTTGGATTCAGCC
247 S D VD L I P M NDU HNAYU RT CTFSQPRUHISVAMDTEKTFGF S
1401 TACCTTATGTTCAGTATTTTGGAGGTGTCTCTGCTCTAAGTAAACAACAGTTTCTAACCATCAATGGATTTCCTAATAATTATTGGGGCTGGGGAGGAGA
280kL P Y V Q Y F G G VS AL SKOQQFTULTI NGTFPNNYWGWGGE
1501 AGATGATGACATTTTTAACAGATTAGTTTTTAGAGGCATGTCTATATCTCGCCCAAATGCTGTGGTCGGGAGGTGTCGCATGATCCGCCACTCAAGAGAC
313 DD D1 F NRLVFURGMSI1T SRPNAVVYGRT CRMIIRUHSTR RTD
1601 AAGAAAAATGAACCCAATCCTCAGAGGTTTGACCGAATTGCACACACAAAGGAGACAATGCTCTCTGATGGTTTGAACTCACTCACCTACCAGGTGCTGG
347 K K NE P NP QR F DR I AHTJ KTETMLSDSGLNSTLTYOQVL
BsrGI (1701) Bst11071 (1719) EcoRI (1785)

1701 ATGTACAGAGATACCCATTGTATACCCAAATCACAGTGGACATCGGGACACCGAGCTAGCGTTTTGGTACACGGATAAGAGACCTGAATTCGCTAGCTCG
380D V. Q R Y P L Y T QI T VDI GTUP S e —_
1801 ACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGT

Hpal (1954) Mfel (1965)
1901 GAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGG

EcoRI (2050)
2001 AGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCT
L -

2101 ACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTA

Sspl  (2289)
2201 AGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAA

Swal (2303)
2301 ATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGA

2401 CTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGG
+414 ¢ N R T Y K L P I L E E I T

BstXI (2593)
2501 TGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCT
1274 T K VL K G NM E I L VF CDZPAYDS S 1l L ERT CMGTCU®PSV VR
2601 GATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCT
944 | S R D V E D S Y P HR VAV I TDFDI K QGNSVASGI A1l A




Stul (2728)
2701 TCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGT
604E A C V T V R G I Y A E | H V A S | Il E G T K TR I A A GV HH K N
BspHI (2878)
Xmnl (2870)
2801 TGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTG
274 D E Y LM T I K ETAVEVLETLDA QQS I NFTIKM=-
Asel (2936)
2901 AGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTC
]

Spel (3091)
3000 TGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTC
-

3099 AAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCAT

SnaBI (3219)
3199 CATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCA

Ndel (3324)
3299 TTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAG

3399 TCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGT

Sdal (3502)Pacl (3510)  BspLUI1l (3520)
3499 AACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCG

S -
3597 CCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTC

3697 GTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATC

ApaLI (3834)
3797 TCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTC

3897 CAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGG

3997 TGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCA

4097 AACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGG

Pacl (4250) Swal (4259)  NotI (4269)
4197 GTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTT

4297 CATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCC
4397 CAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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