Eagl (4866)
Notl (4865)
Swal (4855

Pacl (4846) \

ApaLl (4430)

Sgfl (6)
Pvul (7)
Mfel (82)
Psp14061 (203)
Pvull (239)
Bsu36l (291)

/ Nael (441)

NgoMIV (441)
Kasl (535)
Agel (552)
BspLU11I (560)
Kasl (626)

hEF1-HTLV prom BglII (699)

pMBI ori
BspLUI1I (4116) .
Pacl (4106) hATG16L1 isoform 1
Sdal  (4098)~\
Fspl (1004)
Ndel (3920) hCMYV enh BstEIT (1131)
BstXI (1136)
SnaBl_(3815) pUNO1-hATG16L1a
(5030 bp)
Spel (3687)
hCMV prom Stul (1380)
BsaBI (1456)
Asel (3532) Acc651 (1488)
BspHI (3474)
Xmnl (3466) )?grs':II ((11557741))
Stul (3324)
BsaBI (1747)
h) Bglobin p(A) Clal (1754)

BstXI (3189)

EcoO1091 (2960)
Swal (2899)
SspI (2885)

EcoRI (2646)

SV40 p(A)

Mfel (2561)
Hpal (2550)
Mscl (2418)

BamHI (1906)

ApaLl (2141)
Xmnl (2266)
Xeml (2297)
Scal (2378)
Eco01091 (2405)
Nhel (2412)

¥ InvivoGen



Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp14061 (203) Pvull (239) Bsu36l (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV  (441)
Nael (441)
401

BspLU11I (560)
KasI (535) Agel (552)
501 CTGAGATCACCGGTCAACATGTCGTCGGGCCTCCGCGCCGCTGACTTCCCCCGCTG
- 1M S S G L R A A DTF P R W
Kasl (626) BglII (699)

601 GAAGCGCCACATCTCGGAGCAACTGAGGCGCCGGGACCGGCTGCAGAGACAGGCGTTCGAGGAGATCATCCTGCAGTATAACAAATTGCTGGAAAAGTCA

13 K R H I S E Q L R RRDU RLI QR QATFTETETIlT L QY NZIKTILTLTEKS
701 GATCTTCATTCAGTGTTGGCCCAGAAACTACAGGCTGAAAAGCATGACGTACCAAACAGGCACGAGATAAGTCCCGGACATGATGGCACATGGAATGACA

47" D L H S VL A Q KL QA EKHUDV®PNI RUHETI SPGHUDTGTWND
801 ATCAGCTACAAGAAATGGCCCAACTGAGGATTAAGCACCAAGAGGAACTGACTGAATTACACAAGAAACGTGGGGAGTTAGCTCAACTGGTGATTGACCT

80N Q L Q EMA QL R I KH QETETLTETLU HTZ K KR RS GETLAQL VI DL
901 GAATAACCAAATGCAGCGGAAGGACAGGGAGATGCAGATGAATGAAGCAAAAATTGCAGAATGTTTGCAGACTATCTCTGACCTGGAGACGGAGTGCCTA
113 N N Q M Q R K DR EMQMNTEA AIKI AET CLOAQTI SDULTETTETCTL

FspI (1004)
1001 GACCTGCGCACTAAGCTTTGTGACCTTGAAAGAGCCAACCAGACCCTGAAGGATGAATATGATGCCCTGCAGATCACTTTTACTGCCTTGGAGGGAAAAC
147 D L R T K L C DL EIRANAGQTTULI KW DTEYDALU QI TFTALTEGK
BstXI (1136)
BstEII (1131)

1101 TGAGGAAAACTACGGAAGAGAACCAGGAGCTGGTCACCAGATGGATGGCTGAGAAAGCCCAGGAAGCCAATCGGCTTAATGCAGAGAATGAAAAAGACTC
180kL R K T T E E N Q E L VT R WMATEKAIQEA ANTZ RTLNATENTEKDS
1201 CAGGAGGCGGCAAGCCCGGCTGCAGAAAGAGCTTGCAGAAGCAGCAAAGGAACCTCTACCAGTCGAACAGGATGATGACATTGAGGTCATTGTGGATGAA
213 R R R Q A R L Q K E L AEAAIKTEH PLZPVEA QDT DTUDIEV I VDTE

Stul (1380)

1301 ACTTCTGATCACACAGAAGAGACCTCTCCTGTGCGAGCCATCAGCAGAGCAGCCACTAAGCGACTCTCGCAGCCTGCTGGAGGCCTTCTGGATTCTATCA
247» T S D HTEZETSPVRAI SRAATI KT RLSQPAGSGTLTLTDS.I

BsaBI (1456) Acc651 (1488)
1401 CTAATATCTTTGGGAGACGCTCTGTCTCTTCCTTCCCAGTCCCCCAGGACAATGTGGATACTCATCCTGGTTCTGGTAAAGAAGTGAGGGTACCAGCTAC
280T N I F G R R SV S S FPVPQDNVDTHZPGSSGI KTEVZ RVZPAT

Xeml (1574)
Mscl (1571)

1501 TGCCTTGTGTGTCTTCGATGCACATGATGGGGAAGTCAACGCTGTGCAGTTCAGTCCAGGTTCCCGGTTACTGGCCACTGGAGGCATGGACCGCAGGGTT
313 A L C VF DA HDGEVNAVQFS?PGS RILILATS GG GMDRR YV
1601 AAGCTTTGGGAAGTATTTGGAGAAAAATGTGAGTTCAAGGGTTCCCTATCTGGCAGTAATGCAGGAATTACAAGCATTGAATTTGATAGTGCTGGATCTT
347 K L W E V F G E K CEF K GSL SGSNAGI TS 1 EFDSAG S

Clal (1754)
BsaBI (1747)
1701 ACCTCTTAGCAGCTTCAAATGATTTTGCAAGCCGAATCTGGACTGTGGATGATTATCGATTACGGCACACACTCACGGGACACAGTGGGAAAGTGCTGTC

380y L L AA S NDFASRI WTVDDY RILRHTLTG GHSGK VL S
1801 TGCTAAGTTCCTGCTGGACAATGCGCGGATTGTCTCAGGAAGTCACGACCGGACTCTCAAACTCTGGGATCTACGCAGCAAAGTCTGCATAAAGACAGTG
413 A K F L LDNARI VS GSHD RTULIKLMWDTULTZRSIKUVCI KTV

BamHI (1906)
1901 TTTGCAGGATCCAGTTGCAATGATATTGTCTGCACAGAGCAATGTGTAATGAGTGGACATTTTGACAAGAAAATTCGTTTCTGGGACATTCGATCAGAGA
447" F A G S S C N D I V CTEQCVM S GHTFUDI KK 1T RF WUDI R S E
2001 GCATAGTTCGAGAGATGGAGCTGTTGGGAAAGATTACTGCCCTGGACTTAAACCCAGAAAGGACTGAGCTCCTGAGCTGCTCCCGTGATGACTTGCTAAA
480S | V R EM E L L G K I T AL DULNPTEIRTTETLILSTCSU RUDUDILL K

ApaLl (2141)
2101 AGTTATTGATCTCCGAACAAATGCTATCAAGCAGACATTCAGTGCACCTGGGTTCAAGTGCGGCTCTGACTGGACCAGAGTTGTCTTCAGCCCTGATGGC
513 v | DL R TNAI K QTUFSAPGTFKT CGSIDWT RV VF S P DG
Xmnl (2266) Xeml (2297)
2201 AGTTACGTGGCAGCAGGCTCTGCTGAGGGCTCTCTGTATATCTGGAGTGTGCTCACAGGGAAAGTGGAAAAGGTTCTTTCAAAGCAGCACAGCTCATCCA
547 S 'Y VA A G S A E G S LY I WS VLTSGIKVEIKVLSKIQHS SS
Scal (2378)
2301 TCAATGCGGTGGCGTGGTCGCCCTCTGGCTCGCACGTTGTCAGTGTGGACAAAGGATGCAAAGCTGTGCTGTGGGCACAGTACTGACGGGGCTCTCAGGG
5801 N A V A W S P S G S HV V S VDI KSGTZ CI KAVLWAIQY e
Nhel (2412)

EcoO1091 (2405) Mscl (2418)

2401 CTGGGAGGACCCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAA




Hpal (2550) Mrfel (2561)
2501 TTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGT

EcoRI (2646)
2601 GTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTT
- -

2701 GAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGAT

SspI  (2885) Swal (2899)
2801 ATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAA

EcoO1091 (2960)
2901 TTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTA

3001 GGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGT
414 ¢ N R T Y K L P I L E E I T T

BstXI (3189)
3101 TTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATG
1264 K V L K G NM E | L VF CDU®PAYDS 11 L ERI CMGTCU®PS V VR I
3201 GATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAG
924S R D V E D S Y P HR VAV I T DFUDJ KU QGNSVASGI A1 A EA

Stul (3324)
3301 CACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTC
504 ¢ VvV T VR G I Y A E I HV A S I | EGTIKTRI A A GV HUHIKND
BspHI (3474)
Xmnl (3466)
3401 CTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTC
2604 E Y L M T |1 K E TA V EVLELDAI QQS I NFTIKM=-
Asel (3532)
3501 GTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAACGAGCTCTGCTT
]

Spel (3687)
3601 ATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAAC
R I—

3700 AAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGG

SnaBI (3815)
3800 TAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGAC

Ndel (3920)
3900 GTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCT

Sdal (4098)
4000 ATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGC

Pacl (4106) BspLU1I1I (4116)
4100 CTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCC
-

4198 CTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCG

4298 CTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGT

ApaLl (4430)
4398 TCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACC

4498 CGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCC

4598 TAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAA

4698 ACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTG

Eagl (4866)
Pacl (4846) Swal (4855)  Notl (4865)
4798 ACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTA

4898 CATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTG
4998 CAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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