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Pvul (7)
Sgfl (6) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36I (291)
Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

Nael (441)
401

Ncol (560)
BstEII (555)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCACCATGGCTAGTCGAGGGGCTCGGCAGCGCCTGAAGGGCAG

- 1M A S R GA R QR L K G S

RsrIl (685)

601 CGGGGCCAGCAGTGGGGATACGGCCCCGGCTGCGGACAAGCTGCGGGAGCTGCTGGGCAGCCGAGAGGCGGGCGGCGCGGAGCACCGGACCGAGTTATCT
13 G A S S GDTAUPAAUDTIKTLT RTETLTLTGSTZ REAGSGATETHT RTTETL S

701 GGGAACAAAGCAGGACAAGTCTGGGCACCTGAAGGATCTACTGCTTTCAAGTGTCTGCTTTCAGCAAGGTTATGTGCTGCTCTCCTGAGCAACATCTCTG

47" G N K A G Q VWA PEGSTATFI KT CLTLSARTLT CAATLTLTSNIS
Ndel (884)

801 ACTGTGATGAAACATTCAACTACTGGGAGCCAACACACTACCTCATCTATGGGGAAGGGTTTCAGACTTGGGAATATTCCCCAGCATATGCCATTCGCTC

80kD C D E T F NY WEU PTHYULI Y GETGTFIOQTWETYSPAYA ATI RS

EcoRI (947)
901 CTATGCTTACCTGTTGCTTCATGCCTGGCCAGCTGCATTTCATGCAAGAATTCTACAAACTAATAAGATTCTTGTGTTTTACTTTTTGCGATGTCTTCTG
113 Y A Y L L L HA WPAATFHARILIOQTNIKTILVF YT FTLZ RTE CTLIL
BbrPI (1063) Nhel (1080)
1001 GCTTTTGTGAGCTGTATTTGTGAACTTTACTTTTACAAGGCTGTGTGCAAGAAGTTTGGGTTGCACGTGAGTCGAATGATGCTAGCCTTCTTGGTTCTCA
147" A F V. S C I C E L Y F Y KAV CKJIKTFGLHYVSRMMLATFTL VL
BsrGI (1151) Xeml (1199)
1101 GCACTGGCATGTTTTGCTCATCATCAGCATTCCTTCCTAGTAGCTTCTGTATGTACACTACGTTGATAGCCATGACTGGATGGTATATGGACAAGACTTC
180S T G M F C S S S A FLPSSFCMYTTLI AMTGWYMTDTKTS
BspHI (1289)
1201 CATTGCTGTGCTGGGAGTAGCAGCTGGGGCTATCTTAGGCTGGCCATTCAGTGCAGCTCTTGGTTTACCCATTGCCTTTGATTTGCTGGTCATGAAACAC
213 | A VL G VA A GA I L GWPTFSAALGLT PI ATFIDLTLVMEZKH
1301 AGGTGGAAGAGTTTCTTTCATTGGTCGCTGATGGCCCTCATACTATTTCTGGTGCCTGTGGTGGTCATTGACAGCTACTATTATGGGAAGTTGGTGATTG
247 R W K S F F HW S LMAL I L FLVPVVVIDSTYYYGKLV
Asel (1483)
1401 CACCACTCAACATTGTTTTGTATAATGTCTTTACTCCTCATGGACCTGATCTTTATGGTACAGAACCCTGGTATTTCTATTTAATTAATGGATTTCTGAA
280kA P L N I V L Y NV F TP HGPDLYGTET PWYTFY LI NGTFTLN
Pstl (1564)
1501 TTTCAATGTAGCCTTTGCTTTGGCTCTCCTAGTCCTACCACTGACTTCTCTTATGGAATACCTGCTGCAGAGATTTCATGTTCAGAATTTAGGCCACCCG
313 F N VA F A LA L L VLZPLTS SLMETYTLTLG QQRTFUHYOQNTLTGHSE®P

Xeml (1618)
1601 TATTGGCTTACCTTGGCTCCAATGTATATTTGGTTTATAATTTTCTTCATCCAGCCTCACAAAGAGGAGAGATTTCTTTTCCCTGTGTATCCACTTATAT
347k Y W L T L APMY I WF I I F F I QPHIKETER RTFILTFU®PVY P L I

Dralll (1744)
1701 GTCTCTGTGGCGCTGTGGCTCTCTCTGCACTTCAGAAATGTTACCACTTTGTGTTTCAACGATATCGCCTGGAGCACTATACTGTGACATCGAATTGGCT

380kC L C G A VAL SALIO QKT CYUHTFVE EFU QRTYH RLEUHYTVTSNWL

BsaBI (1882)
Bspl120I (1873)
1801 GGCATTAGGAACTGTCTTCCTGTTTGGGCTCTTGTCATTTTCTCGCTCTGTGGCACTGTTCAGAGGATATCACGGGCCCCTTGATTTGTATCCAGAATTT
413 A L G T V F L F G L L SF SR SVALTFRGYUHGPTLTUDTLYPTETF
Clal (1979)

1901 TACCGAATTGCTACAGACCCAACCATCCACACTGTCCCAGAAGGCAGACCTGTGAATGTCTGTGTGGGAAAAGAGTGGTATCGATTTCCCAGCAGCTTCC
447 Y R | A T D P T I HTVPEGRZPVNVC CVGIKTEWYRTFUPSSF
2001 TTCTTCCTGACAATTGGCAGCTTCAGTTCATTCCATCAGAGTTCAGAGGTCAGTTACCAAAACCTTTTGCAGAAGGACCTCTGGCCACCCGGATTGTTCC
480 L L P D NW QL QF I P S EF RGO QLUPI KT PTFAETGPTLATR RI VP

Xbal (2121) Xmal (2198)
2101 TACTGACATGAATGACCAGAATCTAGAAGAGCCATCCAGATATATTGATATCAGTAAATGCCATTATTTAGTGGATTTGGACACCATGAGAGAAACACCC
513 T DM N D QNLETEZ PSI RY Il DI SKTC CHYULVDLTUDTMRTETSFP
Bglll (2272)
Xbal (2269)
2201 CGGGAGCCAAAATATTCATCCAATAAAGAAGAATGGATCAGCTTGGCCTATAGACCATTCCTTGATGCTTCTAGATCTTCAAAGCTGCTGCGGGCATTCT
547 R E P K Y S S N K E E W1 SLAYU RUPTFTILTUDAST RS SSTZ KTLTLT RATF
SnaBI (2332)
Bst11071 (2322)
2301 ATGTCCCCTTCCTGTCAGATCAGTATACAGTGTACGTAAACTACACCATCCTCAAACCCCGGAAAGCAAAGCAAATCAGGAAGAAAAGTGGAGGTTAGCA
580kY V P F L S D QY T VY VNYT I L KZPRI KAZ KT QI RIKTKS GG e



Avrll (2418)
2401 ACACACCTGTGGCCCCAACCTAGGACTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCT

Hpal (2562)
2501 TTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGT

EcoRI (2658)
2601 TCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATC
> -

2701 AAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCAT

2801 GGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAAT

Swal (2911)
2901 ATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAG

3001 TAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTC
+414 ¢ N R T Y K L P I L E
Sacl (3172)
3101 CTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTG
1304 E | T T K VL K G NME I L VFCDZ®PAYDS S 11 L ERI CMGTCUP S
BstXI (3201)
3201 ACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGG
964V V R I S R DV E D S Y P HR VAV I TDFUDJIKI QGNSVASG I A
Stul (3336)
3301 CAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATG
634 | A E A CV T VU R GI YAEI HVASIIT 1 EGTI KT RI AAGVH
BspHI (3486)
3401 GTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTC
304 H K N D E Y L M T 1|1 K E TAVEVLELWDAI QQS I NFTKM--S4——
Asel (3544)
3501 CTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAA
]
Sacl (3601) Spel (3699)
3601 CGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTA

3701 CTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACC
-

SnaBI (3827)
3800 GCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTT

Ndel (3932)
3900 ACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAA

4000 TGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAA

Pstl (4111)

Sdal (4110) pLU11I (4128)
4100 GTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATA
-

4198 GGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAG

4298 CTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGT

ApaLI (4442)
4398 AGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTC

4498 TTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTT

4598 GAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGA

4698 TCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTT

Eagl (4878)
Swal (4867)  Notl (4877)
4798 CTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCT

4898 TTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGG
4998 CTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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