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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

Nael (441)
401

Ncol (560)
BstEII (555) RsrIl (589)
KasI (535) Agel (552) Eagl (585) SaclI (599)

501 CTGAGATCACCGGTCACCATGGCGGCTGGGCTGCGGAAACGCGGCCGGTCCGGTTC

- 1M A A G L R KR G R S G S

BssHII (639) KaslI (656)

601 CGCGGCCCAGGCAGAGGGACTCTGCAAGCAATGGCTGCAGCGCGCCTGGCAAGAGCGGCGCCTGCTGCTGCGGGAGCCGCGCTACACGCTGCTGGTGGCC
13 AA QA E GL CK QWL QRAWAO QTE R R RILILILWI REW®PRYTL L VA
Sfil  (777)
Dralll (745) Stul (776)

701 GCCTGCCTCTGCCTGGCGGAGGTGGGCATCACCTTCTGGGTCATTCACAGGGTGGCATACACAGAGATTGACTGGAAGGCCTACATGGCCGAGGTAGAAG
47n A C L C L A EV GI T FWUV I HRVAYTTEI DWI KA AYMATE V E
Acc651 (811) Pvull (863) BsrGI (875)

801 GCGTCATCAATGGTACCTATGACTATACCCAACTGCAGGGTGACACCGGACCACTTGTGTACCCAGCTGGTTTCGTGTACATCTTTATGGGGTTGTACTA
880G V I N G T Y DY T QL QGODTG®PLVYPAGTFVY |l FMGIL Y'Y

Bbsl (976)

901 TGCCACCAGCCGAGGCACTGACATCCGCATGGCCCAGAACATCTTTGCTGTGCTCTACCTGGCTACCTTGCTGCTTGTCTTCTTGATCTATCACCAGACC
113 A T S R G T DI R M A QNI FAVLYULATULTLULUVTFTULI YHAQT
Neol (1094)

Acc651 (1005) Mscl (1091)

1001 TGCAAGGTACCTCCCTTCGTCTTTTTCTTCATGTGCTGCGCCTCTTACCGTGTCCACTCCATCTTTGTGCTGCGGCTCTTCAATGACCCAGTGGCCATGG

147 C K V P P F VF F F M CCASYIRVHS 1 F VLI RLTFNDUZPVAWM

Ecod7III (1136)
Afel (1136)
1101 TGCTGCTCTTCCTCAGTATCAACCTCCTGCTGGCCCAGCGCTGGGGCTGGGGTTGCTGCTTTTTCAGCCTGGCAGTCTCTGTGAAGATGAATGTGCTGCT
180V L L F L S I N L L L AQRWGWS GT CT CTFTFSLAVSVKMNVLL
Bsp120I (1250)

1201 CTTCGCCCCTGGGTTACTGTTTCTTCTCCTCACACAGTTTGGCTTCCGTGGGGCCCTCCCCAAGCTGGGAATCTGTGCTGGCCTTCAGGTGGTGCTGGGG
213 F AP G L L F L L L TQF GFW R GALU®PIKILGI CAGLIOQVVLG
1301 CTGCCCTTCCTGCTGGAGAACCCCAGCGGCTACCTGTCCCGCTCCTTTGACCTTGGCCGCCAGTTTCTGTTCCACTGGACAGTGAACTGGCGCTTCCTCC

247 L P F L L E NP S GY L SRS FODULGRI QFULTFHWTVNWR R F L
1401 CAGAGGCGCTCTTCCTGCATCGAGCCTTCCACCTGGCCCTGTTGACTGCCCACCTCACCCTGCTCCTGCTGTTTGCCCTCTGCAGGTGGCACAGGACAGG
280P E A L F L HR A F HLALLTAMHILTULILULILTFALT CRMWHIRTITSG

BamHI (1524)
1501 GGAAAGTATCTTGTCGCTGCTGAGGGATCCCTCCAAAAGGAAGGTTCCACCCCAGCCCCTTACACCCAACCAGATCGTTTCTACCCTCTTCACCTCCAAC
313 E S I L S L L RDPS KW RIKVPPQPLT®PNI QI VSTLTFTSN
XcemlI (1666)

1601 TTCATTGGCATCTGCTTCAGCCGCTCCCTCCACTACCAGTTCTACGTCTGGTATTTCCACACACTGCCATACCTCCTGTGGGCCATGCCTGCACGCTGGC

347 F 1 G 1 C F S R S L HY QF Y VWY FHTTULUPYLLWAMTPATRW

Ndel (1791)

1701 TCACACACCTGCTCAGGTTGTTGGTGCTGGGGCTCATCGAGCTCTCCTGGAACACATACCCTTCCACATCCTGCAGCTCTGCTGCCCTGCACATATGCCA
380L T H L L R L L VL GL I EL SWNTYUPSTS ST CSSAATLMHI CH
Bsp1201 (1827) Bsu36I (1893)

1801 TGCCGTCATCCTGCTGCAGCTCTGGCTGGGCCCGCAGCCTTTCCCCAAGAGCACCCAACACAGCAAGAAAGCCCACTGAAGTCCACCCCTTTCCCTCAGG

413 A V I L L QLWL GPAQPTFUPIKSTQHSKIKAH e
Mscl (1910)
Nhel (1904)
1901 ACCTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGAT

Hpal (2042) Mfel (2053)
2001 GCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGG

EcoRI (2138)
2101 TTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTT
- -

2201 TTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTA

Sspl  (2377) Swal (2391)
2301 TTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATA




2401 CATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAA

2501 AGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCA
4494 ¢« N R T Y K L P I L E E I T T K V L
BstXI (2681)

2601 GCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTC
1234 K G NM E I L VF CDZPAYDJSI LERT CMSGT C®PSVVURI SRTD
2701 CACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACA
94 V. E D S Y P HR VA V I T DFDJ K QGNSVASGI A Il AEATCV

Stul (2816)
2801 GTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGA
54T V R G I Y A E I HV A S 1 I EGTIKTRI AAGVHUHTIKNTDTE Y L
BspHI (2966)
BbsI (2962)
XmnI (2958)
2901 GCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATA
234 M T I K E T AV EVLETLTDG QQSTI NTFEFTK M-
Asel (3024)
3001 CTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGAC
-t

Spel (3179)
3101 CTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCC
-

3200 ATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCG

SnaBI (3307)
3300 ATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAG

Ndel (3412)
3400 GGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGT

Sdal (3590)
3500 TACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGG

Pacl (3598)  BspLU11I (3608)
3599 TT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGC
-

3699 ATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGT

3799 TCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAG

ApaLI (3922)
3899 GTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGAC

3999 ACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGG

4099 CTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCT

4199 GGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGT

Eagl (4358)
Pacl (4338) Swal (4347)  Notl (4357)
4299 GGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGT

4399 GTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAG
4499 GTGCCAGAACATTTCTCTATCGAA
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