ngI (6) Pvul (7)

Mfel (82)
EcoNI (96)
Psp14061I (203)
Eagl (4425) Pvull (239)
Notl (4424) HindIII (245)
Swal (4414) EcoNI (287)
Pacl (4405) Bsu36I (291)
—_— Nael (441)
NgoMIV  (441)
Agel (552)
BStEII (555)
Ncol (560)
ApaLI (3989) Afel (632)

hEF1-HTLV prom
Ecod7III (632)

pMBI1 ori

BStEII (747)
EcoRI (806)

hALG1 (HMAT1) Bsp1201 (850)
BspLUI11I (3675)

Pacl (3665)
Sdal (3657)

Ndel (3479) pUNO]-h ALG1
(4589 bp)

SnaBI (3374) BspHI (1262)

phI (1277)
Bspl201 (1295)

Spel (3246) Bsu361 (1309)
Tth1111 (1315)
Mlul (1372)

Asel (3091)

BspHI (3033)
Xmnl (3025)

Xmnl (1566)

Stul (2883) BspLU11I (1703)

(h) Bglobin p(A) SV40 p(A)

Pvull (1816)
BspEI (1871)

Nhel (1971)

Hpal (2109
Swal (2458) Mfgl (21(20) :
100 Sspl  (2444) EcoRI (2205)

A
2 InvivoGen



Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36l (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

Nael (441)
401

Ncol (560)
BstEII (555)
Agel (552)

501 CTGAGATCACCGGTCACCATGGCGGCCTCATGCTTGGTCCTGCTGGCGCTGTGTCT

- 1M A A S CL VL L AL C L

Eco47III (632)

Afel (632)
601 GCTGCTGCCGCTGCTGCTGCTGGGAGGATGGAAGCGCTGGCGCCGGGGGCGGGCGGCCCGGCATGTAGTAGCGGTGGTGCTGGGCGACGTGGGCCGCAGC
13 L L P L L L L G GWI K I RWR RI RGRAARHVYVVAVVLGDVGR RS
BSstEII (747)
701 CCCCGTATGCAGTACCACGCGCTGTCGTTGGCCATGCACGGCTTCTCGGTGACCCTCCTGGGGTTCTGCAACTCCAAACCCCATGATGAGCTCTTGCAGA
47 P R M Q Y HA L S L AMHGTFSVTLULSGTFT CNSI KU PHTUDTETLTLAQ
EcoRI (806) Bsp1201 (850)
801 ACAACAGAATTCAGATTGTGGGGTTGACAGAACTTCAGAGTCTTGCAGTTGGGCCCCGAGTTTTCCAGTACGGAGTCAAAGTTGTACTTCAGGCTATGTA
80FkN N R I Q I VG L T ELQSLAVGZPRVF FQY GV KV VL QAMY
901 CTTGCTGTGGAAGTTGATGTGGAGGGAGCCAGGTGCCTATATCTTTCTCCAGAACCCCCCAGGTCTGCCTAGCATTGCTGTCTGCTGGTTCGTGGGCTGC
113 L L W K L M W R E P GAY I FLQNPZPGLUPS I AV CWTFVGC
1001 CTTTGTGGAAGCAAGCTCGTCATTGACTGGCACAACTATGGCTACTCCATCATGGGTCTGGTGCATGGCCCCAACCATCCCCTCGTTCTGCTGGCCAAGT
147 L C G S K L VI DWHNY GY S I M GL VHGPNWHZPILUVLLATZK
1101 GGTACGAGAAGTTCTTTGGGCGCCTGTCCCACCTGAACCTGTGTGTTACCAATGCTATGCGAGAAGACCTGGCGGATAACTGGCACATCAGGGCTGTGAC
180kW Y E K F F G R L S HL NL CVTNAMUR REIUDLADNMWHI RA VT
BspHI (1262) Sphl (1277) Bsp1201 (1295)
1201 CGTCTACGACAAGCCCGCATCTTTCTTTAAAGAGACACCTCTGGACCTGCAGCACCGGCTCTTCATGAAGCTGGGCAGCATGCACTCTCCGTTCAGGGCC
213 v Y D K P A S F F K E T PLDULI QHR RLT FMIKTILSGS SMHSPFRA
Tth111I (1315)
Bsu36I (1309) Mlul (1372)
1301 CGCTCAGAACCTGAGGACCCAGTCACGGAGCGGTCGGCCTTCACGGAGCGGGATGCTGGGAGCGGGCTGGTGACGCGTCTCCGTGAGCGGCCAGCCCTGC
247 R S E P E D P V TEIRSATFTE RIDAGS S GL VTR RILI RTEITRTZPAL
1401 TGGTCAGCAGCACGAGCTGGACAGAGGACGAAGACTTCTCCATCCTGCTGGCAGCTTTAGAAAAGTTTGAACAACTGACTCTTGATGGACACAACCTTCC
280kL V S S T S WTEWDTEUDT FS 1T L LAALTEI KT FEI QLTLUDGHNILU®P
Xmnl (1566)
1501 TTCTCTCGTCTGTGTGATAACAGGCAAAGGGCCTCTGAGGGAGTATTATAGCCGCCTCATCCACCAGAAGCACTTCCAGCACATCCAGGTCTGCACCCCC
313 S L v C V I T G K G P L REY Y SRUL I HQKWHTFQHI QVCT@®P
1601 TGGCTGGAGGCCGAGGACTACCCCCTGCTTCTAGGGTCGGCGGACCTGGGTGTCTGTCTGCACACGTCCTCCAGTGGCCTGGACCTGCCCATGAAGGTGG
347 W L E A E DY P LLLGSADLSGVT CLHTSSSGLDULUPMEK V
BspLU11I (1703)

1701 TGGACATGTTTGGGTGCTGTTTGCCTGTGTGTGCTGTGAACTTCAAGTGTTTACATGAGCTGGTGAAACATGAAGAAAATGGCCTGGTCTTTGAGGACTC
380kV DM F G C CL PV CAVNTFIKT CLUHETLVIKHTETENSGLVFETDS
Pvull (1816) BspEI (1871)

1801 AGAGGAACTGGCAGCTCAGCTGCAGATGCTTTTCTCAAACTTTCCTGATCCTGCGGGCAAGCTAAACCAGTTCCGGAAGAACCTGCGGGAGTCGCAGCAG
413 E E L AA QL QMULFSNZF®PDUZPAGI KT LNAO QF R RIKNLIR RTESOQNAQ

Nhel (1971)
1901 CTCCGATGGGATGAGAGCTGGGTGCAGACTGTGCTCCCTTTGGTTATGGACACATAACTCCTGGGCCAGAGGCTAGCTGGCCAGACATGATAAGATACAT
447 L R W D E S WV QT V L P L VMDT e
2001 TGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGC

Hpal (2109) Mfel (2120)
2101 AATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTG

EcoRI (2205)
2201 GTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGG
— -

2301 GCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCT

Sspl  (2444) Swal (2458)
2401 TTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTA

2501 GGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAA




2601 GCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGT

————3494 ¢ N R T Y K L P I L E E I T TIK VLI KGNMETILVTFTCTD

2701 CAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCAC

11724 P A Y D S | L E R CM GO CZPSVVRI SRDVEUDTSTYUZPHTZ RVAYV
Stul (2883)

2801 AATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACA
799 1 T D F D K Q G NS VASGTIAI AEATCVTVZ RGI YATETI HUV
2901 GCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCA
454A S | | E G T K TR I A A GV HHIKNDTETYTLMTI KETAVE VL

BspHI (3033)
Xmnl (3025) Asel (3091)
3001 GCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGT
124 E L D Q Q S I N F T K M ==
3101 CAAAACAGCGTGGATGGCGTCTCCAGCT TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGT
—

Spel (3246)
3201 CAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCC
-

SnaBI (3374)
3300 CCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCAT CATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGA

Ndel (3479)
3400 AAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTA

3500 CTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAA

Sdal (3657)Pacl (3665) BspLULII (3675)
3600 TGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCA
e

3698 AAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGG

3798 CGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCG

ApaLI (3989)
3898 CCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGA

3998 ACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGT

4098 AACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCG

4198 CTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCA

4298 GATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTC

Eagl (4425)
Pacl (4405) Swal (4414) Notl (4424)
4398 ATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATA

4498 CGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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