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Pvul (7)
Sgfl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
Nael (441)
401
Necol (560)
XemI  (560)
BStEII (555)
KasI (535) Agel (552) Pvull (568) Eagl (590)
501 CTGAGATCACCGGTCACCATGGCGCAGCTGGAAGGTTACTATTTCTCGGCCGCCTT
> 1*M A QL E G Y Y F S A AL
Ecod 7111
Bglll (674) Bsu36I (688) Afel (698)
601 GAGCTGTACCTTTTTAGTATCCTGCCTCCTCTTCTCCGCCTTCAGCCGGGCGTTGCGAGAGCCCTACATGGACGAGATCTTCCACCTGCCTCAGGCGCAG
13 S ¢ T F L VS CLTULTFSATFS SR RALTI RTETPYMDTETITFHLTZPI QANQ Q

BamHI (735)

701 CGCTACTGTGAGGGCCATTTCTCCCTTTCCCAGTGGGATCCCATGATTACTACATTACCTGGCTTGTACCTGGTGTCAATTGGAGTGATCAAACCTGCCA

47" R Y C E GHF S L SQWHDUPMI TTL®PGLYULVS 1 GV I KPA
BspLU11I (822)

801 TTTGGATCTTTGGATGGTCTGAACATGTTGTCTGCTCCATTGGGATGCTCAGATTTGTTAATCTTCTCTTCAGTGTTGGCAACTTCTATTTACTATATTT

8ok W I F GWS EHVV CSI GMLRTFVNLILTFSVGNTFYLLY'L
901 GCTTTTCTGCAAGGTACAACCCAGAAACAAGGCTGCCTCAAGTATCCAGAGAGTCTTGTCAACATTAACACTAGCAGTATTTCCAACACTTTATTTTTTT
113 L F C K V. Q P R NK A A S S I QR VL STLTLAVF FU®PTLYFF

1001 AACTTCCTTTATTATACAGAAGCAGGATCTATGTTTTTTACTCTTTTTGCGTATTTGATGTGTCTTTATGGAAATCATAAAACTTCAGCCTTCCTTGGAT
147 N F L Y Y T E A G SMF F TLFAYLMTCLYGNUHIKTSATFTLG
Hpal (1173)

1101 TTTGTGGCTTCATGTTTCGGCAAACAAATATCATCTGGGCTGTCTTCTGTGCAGGAAATGTCATTGCACAAAAGTTAACGGAGGCTTGGAAAACTGAGCT

180 F C G FM F R QTN1T I WAV F CAGNVI A QKL TEAWIKTE L

1201 ACAAAAGAAGGAAGACAGACTTCCACCTATTAAAGGACCATTTGCAGAATTCAGAAAAATTCTTCAGTTTCTTTTGGCTTATTCCATGTCCTTTAAAAAC

213 Q K K E D R L P P I K GPFAETFR RI K I L QF L LAY SMSF KN
Pvul (1392)

1301 TTGAGTATGCTTTTGCTTCTGACTTGGCCCTACATCCTTCTGGGATTTCTGTTTTGTGCTTTTGTAGTAGTTAATGGTGGAATTGTTATTGGCGATCGGA

247 L S M L L L L T WPY Il L L GFLFCAFVVVNG GGI VI G DR

BspHI (1404)
1401 GTAGTCATGAAGCCTGTCTTCATTTTCCTCAACTATTCTACTTTTTTTCATTTACTCTCTTTTTTTCCTTTCCTCATCTCCTGTCTCCTAGCAAAATTAA
280kS S H E A C L HF P QL FYF F SFTLFFSFPHLULSU®PS K I K
BstEII (1545)
1501 GACTTTTCTTTCCTTAGTTTGGAAACGTAGAATTCTGTTTTTTGTGGTTACCTTAGTCTCTGTGTTTTTAGTTTGGAAATTCACTTATGCTCATAAATAC
313 T F L S L VWIKW RU RI L FFVVTLVSVFLVWI KT FTYAHTEK'Y
Nhel (1602) Sspl (1670)
1601 TTGCTAGCAGACAATAGACATTATACTTTCTATGTGTGGAAAAGAGTTTTTCAAAGATATGAAACTGTAAAATATTTGTTAGTTCCAGCCTATATATTTG
347k L L A D NR HY TF Y VWI KW RVFQRYETVIKY L L VPAY | F
Ndel (1761)

1701 CTGGTTGGAGTATAGCTGACTCATTGAAATCAAAGTCAATTTTTTGGAATTTAATGTTTTTCATATGCTTGTTCACTGTTATAGTTCCTCAGAAACTGCT

380kA G W S | A D S L K S K S I FWNULMTFTF 1l CLF TV I VP QKL L

1801 GGAATTTCGTTACTTCATTTTACCTTATGTCATTTATAGGCTTAACATACCTCTGCCTCCCACATCCAGACTCATTTGTGAACTGAGCTGCTATGCAGTT

413 E F R Y F I L P Y VI Y RULNI PLUPU®PTS R RULII CEWLSTCYAYV

MsclI (1945) BstBI (1996)
1901 GTTAATTTCATAACTTTTTTCATCTTTCTGAACAAGACTTTTCAGTGGCCAAATAGTCAGGACATTCAAAGGTTTATGTGGTAATATCAGTGATATTTCG
447 V. N F | T F F I F L NK TF QWUPNJS QDI QR F MW e
AvrIl (2015) Mscl (2027)
2001 AACTGTGAAAATGGACCTAGGACTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTA

Hpal (2159)
2101 TTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCA

2201 GGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAG
-

2301 CCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGA

Sspl (2494)
2401 GTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATT




Swal (2508) EcoO1091 (2569)
2501 CAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAG

2601 TTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTC
+414 ¢ N R T Y K L P | L E E
Sacl (2769) BstXI (2798)
2701 AATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACC
12949 1 T T K VL K G NME 1l L V F CDUPAYUDSI1LETZ RT CMSGTCTPSV
2801 ACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAA
954y R | S R D VE DS Y P HR VAV I TDFWDZ KU QGNSUVASTGI A I
Stul (2933)
2901 TGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTG
624 A E A C V T VR G I YATEI HVASI1I | EGTJIKTR RI AAGV HH
BspHI (3083)
Xmnl (3075)
3001 CTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTA

299 K N D E Y L M T I K E T AV E VL ELD QQS I NF T KM-—E4-—
Asel (3141) Sacl (3198)
3101 TAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAACGA
e

Spel (3296)
3201 GCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTA

3301 G TCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCAT
-

SnaBI (3424)
3401 CATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCG

Ndel (3529)
3501 TCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGA

3601 AAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTA

Pstl (3708)

Sdal (3707)Pacl (3715)  BspLUIII (3725)
3701 TGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCT
-

3799 (CCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCC

3899 (CTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGT

ApaLI (4039)
3999 ATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGA

4099 GTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAG

4199 TGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCG

4299 GCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTAC

Eagl (4475)
Pacl (4455) Swal (4464)  NotI (4474)
4399 GGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTAT

4499 TTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGT
4599 CCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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