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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36l (291)
Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
401
BspLUIII (560)
KaslI (535) Agel (552)
501 CTGAGATCACCGGTCAACATGTACTCGGGAGCCGGCCCCGCACTTGCACCTCCTGC
- 1M Y S G A GP A L A P P A

BstBI (694)
601 GCCGCCGCCCCCCATCCAAGGATATGCCTTCAAGCCTCCACCTAGACCCGACTTTGGGACCTCCGGGAGAACAATCAAATTACAGGCCAATTTCTTCGAA
13 P P PP I Q G YATFKU®PUPUPR®PDTFGTSGRT I KL QANTF F E
EcoRV (739) Hpal (769)
701 ATGGACATCCCCAAAATTGACATCTATCATTATGAATTGGATATCAAGCCAGAGAAGTGCCCGAGGAGAGTTAACAGGGAAATCGTGGAACACATGGTCC
47 M D | P K I DI Y HY E L D1l K P E K CWPI R RVNI RTETI VEHMYV
Bglll (815)
801 AGCACTTTAAAACACAGATCTTTGGGGATCGGAAGCCCGTGTTTGACGGCAGGAAGAATCTATACACAGCCATGCCCCTTCCGATTGGGAGGGACAAGGT
80*Q H F K T Q I F G DR KU®PVF D GRIKNILYTAMZPTLT PI GUR DK V
901 GGAGCTGGAGGTCACGCTGCCAGGAGAAGGCAAGGATCGCATCTTCAAGGTGTCCATCAAGTGGGTGTCCTGCGTGAGCTTGCAGGCGTTACACGATGCA
113 E L E V T L P G E G K DI R 11T F K VS I KWVSCVSLQALUHDA
BspHI (1055)
1001 CTTTCAGGGCGGCTGCCCAGCGTCCCTTTTGAGACGATCCAGGCCCTGGACGTGGTCATGAGGCACTTGCCATCCATGAGGTACACCCCCGTGGGCCGCT
147 L S G R L P S VP F ETI QA LDVVMRHLU®PSMRYTZ®PVGR
1101 CCTTCTTCACCGCGTCCGAAGGCTGCTCTAACCCTCTTGGCGGGGGCCGAGAAGTGTGGTTTGGCTTCCATCAGTCCGTCCGGCCTTCTCTCTGGAAAAT
180 S F F T A S E G C S NP L GG GIREVWTFGFHA QSVURUP S L WKWM
Sspl (1207)
1201 GATGCTGAATATTGATGTGTCAGCAACAGCGTTTTACAAGGCACAGCCAGTAATCGAGTTTGTTTGTGAAGTTTTGGATTTTAAAAGTATTGAAGAACAA
213 M L NI DV S A TAFYKAQPV I EFVCEUVLDTFIKS Il EE
1301 CAAAAACCTCTGACAGATTCCCAAAGGGTAAAGTTTACCAAAGAAATTAAAGGTCTAAAGGTGGAGATAACGCACTGTGGGCAGATGAAGAGGAAGTACC
247 Q K P L T DS QR V K F TIKE I KGUL KV E Il THTCGAQMIKR K'Y
1401 GCGTCTGCAATGTGACCCGGCGGCCCGCCAGTCACCAAACATTCCCGCTGCAGCAGGAGAGCGGGCAGACGGTGGAGTGCACGGTGGCCCAGTATTTCAA
280PR V. C N V T R R P A S HQTTFUPL QQE SGAQTVET CTVAI QYFK
1501 GGACAGGCACAAGTTGGTTCTGCGCTACCCCCACCTCCCATGTTTACAAGTCGGACAGGAGCAGAAACACACCTACCTTCCCCTGGAGGTCTGTAACATT
313 D R HK L VLI RYUPHTULU®PZ CL QVGQEQKHTYLPLEVCN./I
Pvul (1680)
KasI (1674)
1601 GTGGCAGGACAAAGATGTATTAAAAAATTAACGGACAATCAGACCTCAACCATGATCAGAGCGACTGCTAGGTCGGCGCCCGATCGGCAAGAAGAGATTA

347 V A G Q R C I K K L T DNAQTJSTMI RATARSAUPIDI RQE E I
1701 GCAAATTGATGCGAAGTGCAAGTTTCAACACAGATCCATACGTCCGTGAATTTGGAATCATGGTCAAAGATGAGATGACAGACGTGACTGGGCGGGTGCT
380S K L M R S A S F NTDWPYVRETFSGI MV KDEMMTHDVTGR VL

PshAI (1845)
1801 GCAGCCGCCCTCCATCCTCTACGGGGGCAGGAATAAAGCTATTGCGACCCCTGTCCAGGGCGTCTGGGACATGCGGAACAAGCAGTTCCACACGGGCATC
413 Q P P S I LY G GURNIKAI A TP VQGVWUDMUR RNIKIGQTFWHTG I
Xhol (1992)
Xmnl (1962) BglII (1988)
1901 GAGATCAAGGTGTGGGCCATTGCGTGCTTCGCCCCCCAGCGCCAGTGCACGGAAGTCCATCTGAAGTCCTTCACAGAGCAGCTCAGAAAGATCTCGAGAG
447 E | K VWA I A CF AP QR QCTEVHLIKS ST FTESZ QLR RIK I SR
SphI (2006)
2001 ACGCCGGCATGCCCATCCAGGGCCAGCCGTGCTTCTGCAAATACGCGCAGGGGGCGGACAGCGTGGAGCCCATGTTCCGGCACCTGAAGAACACGTATGC
480D A G M P I Q G QP CF CKYAQGADSVEWPMTFR RUHLIKNTYA
2101 GGGCCTGCAGCTGGTGGTGGTCATCCTGCCCGGCAAGACGCCCGTGTACGCCGAGGTCAAGCGCGTGGGAGACACGGTGCTGGGGATGGCCACGCAGTGC
513 G L Q L vvVvVVvVI LPGIKT®PVYAEVI KR RVYVGDTVLGMATNAQSC
2201 GTGCAGATGAAGAACGTGCAGAGGACCACGCCACAGACCCTGTCCAACCTCTGCCTGAAGATCAACGTCAAGCTGGGAGGCGTGAACAACATCCTGCTGC
547 V. Q M K NV QR T TP QTUL SNWLT CLI KI NVIKTILSGSGVNNII L L
SgrAl (2312) Xeml (2390)
2301 CCCAGGGCAGGCCGCCGGTGTTCCAGCAGCCCGTCATCTTTCTGGGAGCAGACGTCACTCACCCCCCCGCCGGGGATGGGAAGAAGCCCTCCATTGCCGC
580k P Q G R P P V F Q Q P V1 F L GADVTHPUPAGUDTGTZ KI KPS I AA
Ncol (2492)
2401 CGTGGTGGGCAGCATGGACGCCCACCCCAATCGCTACTGCGCCACCGTGCGCGTGCAGCAGCACCGGCAGGAGATCATACAAGACCTGGCCGCCATGGTC

613 VvV G S M DAUHZPNRYU CATVRVYQQHRIOQETI I QDLAAMYV
2501 CGCGAGCTCCTCATCCAGTTCTACAAGTCCACGCGCTTCAAGCCCACCCGCATCATCTTCTACCGCGACGGTGTCTCTGAAGGCCAGTTCCAGCAGGTTC
647 R E L L I Q F Y K S TRFK®PTRI1 I FYRDSGVSESGAOQFQQV

Xmal (2659)

Smal (2659)
2601 TCCACCACGAGTTGCTGGCCATCCGTGAGGCCTGTATCAAGCTAGAAAAAGACTACCAGCCCGGGATCACCTTCATCGTGGTGCAGAAGAGGCACCACAC
680kL H H E L L A I R E A C 1 KL EKDY QPG I TF I VV QKR RHHT



2701 CCGGCTCTTCTGCACTGACAAGAACGAGCGGGTTGGGAAAAGTGGAAACATTCCAGCAGGCACGACTGTGGACACGAAAATCACCCACCCCACCGAGTTC
713 R L F C T DKNZEU RVYVGKSGNI PAGTTUVDTZKT I THZPTTEF
2801 GACTTCTACCTGTGTAGTCACGCTGGCATCCAGGGGACAAGCAGGCCTTCGCACTATCACGTCCTCTGGGACGACAATCGTTTCTCCTCTGATGAGCTGC
747* D F Y L C S HA G 1 Q G TS RUP S HYHVLWUDTUDNT RTFEFSSDTEL
Sfil (2988) Xcml (2999)
2901 AGATCCTAACCTACCAGCTGTGTCACACCTACGTGCGCTGCACACGCTCCGTGTCCATCCCAGCGCCAGCATACTACGCTCACCTGGTGGCCTTCCGGGC
780kQ I L T Y QL CHTYVRZ CTRSVS 1 PAPAYYAHLVATFTRA
Acc651  (3002) BstXI (3045)
3001 CAGGTACCACCTGGTGGATAAGGAACATGACAGTGCTGAAGGAAGCCATACCTCTGGGCAGAGTAACGGGCGAGACCACCAAGCACTGGCCAAGGCGGTC
813 R Y HL VDI KTETUHUDSATETGS S HTSG QS NG GRIUDUHGO QATLATKA V
Fspl (3119) BspLUI1I (3141) Nhel (3175)
3101 CAGGTTCACCAAGACACTCTGCGCACCATGTACTTTGCTTGACATGTTTTAGTGTTTAGCGATTGTGTACCGAGTGCTAGCTGGCCAGACATGATAAGAT
847 Q V H Q D T L R T M Y F A e
3201 ACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAG

Hpal (3313)  Mfel (3324)
3301 CTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAA

EcoRI (3409)
3401 TGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATC
—_— -

3501 AGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCAT

Sspl (3648) Swal (3662)
3601 TTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTT

3701 ATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAA

3801 GAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAG
414 ¢ N R T Y K L P I L E E I T T K V L K G NWMTE I L V F
BstXI (3952)
3901 CAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAG
1134¢c b P A Y D S 1 L ERCMSGT C®PSVVZRI SRDVETDSYPHZR RVA
4001 CCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTG
g4 Vv | T D F DK QGNSVASGI Al AEACVTUVR RGI Y ATEI H
4101 GACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCC
474 V. A S | Il E G T K TR IT A AGVHHIKNDEYLMT I KETAVE
BspHI (4237)
Xmnl (4229) Asel (4295)
4201 ACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAA
13dv L E L D Q QS I NF T K M-
4301 TTGTCAAAACAGCGTGGATGGCGTCTCCAGCT TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTT
et

Spel  (4450)
4401 GCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAA
-

SnaBI (4578)
4500 ATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCAT CATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGT

Ndel (4683)
4600 AGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGA

4700 TGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACG

Sdal (4861)Pacl (4869) BspLUI111 (4879)
4800 TCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCC
e

4898 AGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAG

4998 GTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTG

5098 TCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGC

5198 ACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCAC

5298 TGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATC

5398 TGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGC

5498 AGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTT

Eagl (5629)
Pacl (5609) Swal (5618)  NotI (5628)
5598 GGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAA

5698 CATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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