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 pUNO1-hAGO2
(5793 bp)

BsrS2

SV40 p(A)

(h) ßglobin p(A)

pMB1 ori

hCMV enh

hCMV prom

EM7

hEF1-HTLV prom

hAGO2 (EIF2C2)
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HpaI (3313)
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EcoRI (3409)

SspI (3648)
SwaI (3662)

BstXI (3952)

XmnI (4229)
BspHI (4237)

AseI (4295)

SpeI (4450)
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NdeI (4683)
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PacI (4869)
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SwaI (5618)

NotI (5628)
EagI (5629)



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCAACATGTACTCGGGAGCCGGCCCCGCACTTGCACCTCCTGC

GCCGCCGCCCCCCATCCAAGGATATGCCTTCAAGCCTCCACCTAGACCCGACTTTGGGACCTCCGGGAGAACAATCAAATTACAGGCCAATTTCTTCGAA

ATGGACATCCCCAAAATTGACATCTATCATTATGAATTGGATATCAAGCCAGAGAAGTGCCCGAGGAGAGTTAACAGGGAAATCGTGGAACACATGGTCC

AGCACTTTAAAACACAGATCTTTGGGGATCGGAAGCCCGTGTTTGACGGCAGGAAGAATCTATACACAGCCATGCCCCTTCCGATTGGGAGGGACAAGGT

GGAGCTGGAGGTCACGCTGCCAGGAGAAGGCAAGGATCGCATCTTCAAGGTGTCCATCAAGTGGGTGTCCTGCGTGAGCTTGCAGGCGTTACACGATGCA

CTTTCAGGGCGGCTGCCCAGCGTCCCTTTTGAGACGATCCAGGCCCTGGACGTGGTCATGAGGCACTTGCCATCCATGAGGTACACCCCCGTGGGCCGCT

CCTTCTTCACCGCGTCCGAAGGCTGCTCTAACCCTCTTGGCGGGGGCCGAGAAGTGTGGTTTGGCTTCCATCAGTCCGTCCGGCCTTCTCTCTGGAAAAT

GATGCTGAATATTGATGTGTCAGCAACAGCGTTTTACAAGGCACAGCCAGTAATCGAGTTTGTTTGTGAAGTTTTGGATTTTAAAAGTATTGAAGAACAA

CAAAAACCTCTGACAGATTCCCAAAGGGTAAAGTTTACCAAAGAAATTAAAGGTCTAAAGGTGGAGATAACGCACTGTGGGCAGATGAAGAGGAAGTACC

GCGTCTGCAATGTGACCCGGCGGCCCGCCAGTCACCAAACATTCCCGCTGCAGCAGGAGAGCGGGCAGACGGTGGAGTGCACGGTGGCCCAGTATTTCAA

GGACAGGCACAAGTTGGTTCTGCGCTACCCCCACCTCCCATGTTTACAAGTCGGACAGGAGCAGAAACACACCTACCTTCCCCTGGAGGTCTGTAACATT

GTGGCAGGACAAAGATGTATTAAAAAATTAACGGACAATCAGACCTCAACCATGATCAGAGCGACTGCTAGGTCGGCGCCCGATCGGCAAGAAGAGATTA

GCAAATTGATGCGAAGTGCAAGTTTCAACACAGATCCATACGTCCGTGAATTTGGAATCATGGTCAAAGATGAGATGACAGACGTGACTGGGCGGGTGCT

GCAGCCGCCCTCCATCCTCTACGGGGGCAGGAATAAAGCTATTGCGACCCCTGTCCAGGGCGTCTGGGACATGCGGAACAAGCAGTTCCACACGGGCATC

GAGATCAAGGTGTGGGCCATTGCGTGCTTCGCCCCCCAGCGCCAGTGCACGGAAGTCCATCTGAAGTCCTTCACAGAGCAGCTCAGAAAGATCTCGAGAG

ACGCCGGCATGCCCATCCAGGGCCAGCCGTGCTTCTGCAAATACGCGCAGGGGGCGGACAGCGTGGAGCCCATGTTCCGGCACCTGAAGAACACGTATGC

GGGCCTGCAGCTGGTGGTGGTCATCCTGCCCGGCAAGACGCCCGTGTACGCCGAGGTCAAGCGCGTGGGAGACACGGTGCTGGGGATGGCCACGCAGTGC

GTGCAGATGAAGAACGTGCAGAGGACCACGCCACAGACCCTGTCCAACCTCTGCCTGAAGATCAACGTCAAGCTGGGAGGCGTGAACAACATCCTGCTGC

CCCAGGGCAGGCCGCCGGTGTTCCAGCAGCCCGTCATCTTTCTGGGAGCAGACGTCACTCACCCCCCCGCCGGGGATGGGAAGAAGCCCTCCATTGCCGC

CGTGGTGGGCAGCATGGACGCCCACCCCAATCGCTACTGCGCCACCGTGCGCGTGCAGCAGCACCGGCAGGAGATCATACAAGACCTGGCCGCCATGGTC

CGCGAGCTCCTCATCCAGTTCTACAAGTCCACGCGCTTCAAGCCCACCCGCATCATCTTCTACCGCGACGGTGTCTCTGAAGGCCAGTTCCAGCAGGTTC

TCCACCACGAGTTGCTGGCCATCCGTGAGGCCTGTATCAAGCTAGAAAAAGACTACCAGCCCGGGATCACCTTCATCGTGGTGCAGAAGAGGCACCACAC

 M  Y   S   G  A   G  P   A   L   A   P   P   A

  P   P   P   P   I   Q  G  Y   A   F   K  P   P   P   R   P   D  F   G  T   S   G  R   T   I   K  L   Q  A   N  F   F   E  

 M  D  I   P   K  I   D  I   Y   H  Y   E   L   D  I   K  P   E   K  C  P   R   R   V  N  R   E   I   V  E   H  M  V  

Q  H  F   K  T   Q  I   F   G  D  R   K  P   V  F   D  G  R   K  N  L   Y   T   A   M  P   L   P   I   G  R   D  K  V

  E   L   E   V  T   L   P   G  E   G  K  D  R   I   F   K  V  S   I   K  W  V  S   C   V  S   L   Q  A   L   H  D  A  

 L   S   G  R   L   P   S   V  P   F   E   T   I   Q  A   L   D  V  V  M  R   H  L   P   S   M  R   Y   T   P   V  G  R   

S   F   F   T   A   S   E   G  C  S   N  P   L   G  G  G  R   E   V  W  F   G  F   H  Q  S   V  R   P   S   L   W  K  M

  M  L   N  I   D  V  S   A   T   A   F   Y   K  A   Q  P   V  I   E   F   V  C  E   V  L   D  F   K  S   I   E   E   Q 

 Q  K  P   L   T   D  S   Q  R   V  K  F   T   K  E   I   K  G  L   K  V  E   I   T   H  C  G  Q  M  K  R   K  Y   

R   V  C  N  V  T   R   R   P   A   S   H  Q  T   F   P   L   Q  Q  E   S   G  Q  T   V  E   C   T   V  A   Q  Y   F   K
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 V  A   G  Q  R   C   I   K  K  L   T   D  N  Q  T   S   T   M  I   R   A   T   A   R   S   A   P   D  R   Q  E   E   I   

S   K  L   M  R   S   A   S   F   N  T   D  P   Y   V  R   E   F   G  I   M  V  K  D  E   M  T   D  V  T   G  R   V  L

  Q  P   P   S   I   L   Y   G  G  R   N  K  A   I   A   T   P   V  Q  G  V  W  D  M  R   N  K  Q  F   H  T   G  I  

 E   I   K  V  W  A   I   A   C  F   A   P   Q  R   Q  C  T   E   V  H  L   K  S   F   T   E   Q  L   R   K  I   S   R   

D  A   G  M  P   I   Q  G  Q  P   C   F   C   K  Y   A   Q  G  A   D  S   V  E   P   M  F   R   H  L   K  N  T   Y   A

  G  L   Q  L   V  V  V  I   L   P   G  K  T   P   V  Y   A   E   V  K  R   V  G  D  T   V  L   G  M  A   T   Q  C 

 V  Q  M  K  N  V  Q  R   T   T   P   Q  T   L   S   N  L   C   L   K  I   N  V  K  L   G  G  V  N  N  I   L   L   

P   Q  G  R   P   P   V  F   Q  Q  P   V  I   F   L   G  A   D  V  T   H  P   P   A   G  D  G  K  K  P   S   I   A   A

  V  V  G  S   M  D  A   H  P   N  R   Y   C   A   T   V  R   V  Q  Q  H  R   Q  E   I   I   Q  D  L   A   A   M  V 

 R   E   L   L   I   Q  F   Y   K  S   T   R   F   K  P   T   R   I   I   F   Y   R   D  G  V  S   E   G  Q  F   Q  Q  V  

L   H  H  E   L   L   A   I   R   E   A   C  I   K  L   E   K  D  Y   Q  P   G  I   T   F   I   V  V  Q  K  R   H  H  T
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CCGGCTCTTCTGCACTGACAAGAACGAGCGGGTTGGGAAAAGTGGAAACATTCCAGCAGGCACGACTGTGGACACGAAAATCACCCACCCCACCGAGTTC

GACTTCTACCTGTGTAGTCACGCTGGCATCCAGGGGACAAGCAGGCCTTCGCACTATCACGTCCTCTGGGACGACAATCGTTTCTCCTCTGATGAGCTGC

AGATCCTAACCTACCAGCTGTGTCACACCTACGTGCGCTGCACACGCTCCGTGTCCATCCCAGCGCCAGCATACTACGCTCACCTGGTGGCCTTCCGGGC

CAGGTACCACCTGGTGGATAAGGAACATGACAGTGCTGAAGGAAGCCATACCTCTGGGCAGAGTAACGGGCGAGACCACCAAGCACTGGCCAAGGCGGTC

CAGGTTCACCAAGACACTCTGCGCACCATGTACTTTGCTTGACATGTTTTAGTGTTTAGCGATTGTGTACCGAGTGCTAGCTGGCCAGACATGATAAGAT

ACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAG

CTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAA

TGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATC

AGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCAT

TTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTT

ATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAA

GAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAG

CAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAG

CCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTG

GACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCC

ACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAA

TTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTT

GCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTA C T A G TCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAA

ATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGT

AGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGA

TGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACG

TCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCC T G C AG G TT AA TTAAGAACATGTGAGCAAAAGGCC

AGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAG

GTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTG

TCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGC

ACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCAC

TGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATC

TGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGC

AGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTT

GGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAA

CATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

 •  N  R   T   Y   K  L   P   I   L   E   E   I   T   T   K  V  L   K  G  N  M  E   I   L   V  F   

C   D  P   A   Y   D  S   I   L   E   R   C   M  G  C  P   S   V  V  R   I   S   R   D  V  E   D  S   Y   P   H  R   V  A

  V  I   T   D  F   D  K  Q  G  N  S   V  A   S   G  I   A   I   A   E   A   C  V  T   V  R   G  I   Y   A   E   I   H 

 V  A   S   I   I   E   G  T   K  T   R   I   A   A   G  V  H  H  K  N  D  E   Y   L   M  T   I   K  E   T   A   V  E   

V  L   E   L   D  Q  Q  S   I   N  F   T   K  M 

  R   L   F   C   T   D  K  N  E   R   V  G  K  S   G  N  I   P   A   G  T   T   V  D  T   K  I   T   H  P   T   E   F  

 D  F   Y   L   C   S   H  A   G  I   Q  G  T   S   R   P   S   H  Y   H  V  L   W  D  D  N  R   F   S   S   D  E   L   

Q  I   L   T   Y   Q  L   C   H  T   Y   V  R   C   T   R   S   V  S   I   P   A   P   A   Y   Y   A   H  L   V  A   F   R   A

  R   Y   H  L   V  D  K  E   H  D  S   A   E   G  S   H  T   S   G  Q  S   N  G  R   D  H  Q  A   L   A   K  A   V 

 Q  V  H  Q  D  T   L   R   T   M  Y   F   A   • 
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EagI (5629)
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