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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCACCATGGGCCCCTACTGTGCCCCGCACCCCCTTTCTCTCCT

GGTGCAGGCGGCGGCACTGGCAGCGGCCCTGGCCGAGGGCACCCTGCCTGCCTTCCTGCCCTGTGAGCTCCAGCCCCATGGTCAGGTGGACTGCAACTGG

CTGTTCCTGAAGTCTGTGCCGCACTTTTCGGCTGGAGCCCCCCGGGCCAATGTCACCAGCCTCTCCTTAATCTCCAACCGCATCCACCACTTGCATGACT

CTGACTTCGTCCACCTGTCCAACCTGCGGGTCCTCAACCTCAAGTGGAACTGCCCGCCGGCCGGCCTCAGCCCCATGCACTTCCCCTGCCGTATGACCAT

CGAGCCCAACACCTTCCTGGCTGTGCCCACCCTGGAGGAGCTGAACCTGAGCTACAACGGCATCACGACCGTGCCTGCCCTGCCCAGTTCCCTCGTGTCC

CTGTCGCTGAGCCACACCAGCATCCTGGTGCTAGGCCCCACCCACTTCACCGGCCTGCACGCCCTGCGCTTTCTGTACATGGACGGCAACTGCTACTACA

TGAACCCCTGCCCGCGGGCCCTGGAGGTGGCCCCAGGCGCCCTCCTCGGCCTGGGCAACCTCACGCACCTGTCGCTCAAGTACAACAACCTCACGGAGGT

GCCCCGCCGCCTGCCCCCCAGCCTGGACACCCTGCTGCTGTCCTACAACCACATTGTCACCCTGGCACCCGAGGACCTGGCCAACCTGACTGCCCTGCGC

GTGCTTGACGTGGGTGGGAACTGCCGCCGCTGCGACCATGCCCGCAACCCCTGCAGGGAGTGCCCAAAGAACTTCCCCAAGCTGCACCCTGACACCTTCA

GTCACCTGAGCCGCCTCGAAGGCCTGGTGTTGAAGGACAGTTCTCTCTACAAACTAGAGAAAGATTGGTTCCGCGGCCTGGGCAGGCTCCAAGTGCTCGA

CCTGAGTGAGAACTTCCTCTATGACTACATCACCAAGACCACCATCTTCAACGACCTGACCCAGCTGCGCAGACTCAACCTGTCCTTCAATTACCACAAG

AAGGTGTCCTTCGCCCACCTGCACCTGGCGTCCTCCTTTGGGAGTCTGGTGTCCCTGGAGAAGCTGGACATGCACGGCATCTTCTTCCGCTCCCTCACCA

ACATCACGCTCCAGCCGCTGACCCGGCTGCCCAAGCTCCAGAGTCTGCGTCTGCAGCTGAACTTCATCAACCAGGCCCAGCTCAGCATCTTTGGGGCCTT

CCCGAGCCTGCTCTTCGTGGACCTGTCGGACAACCGCATCAGCGGAGCCGCGACGCCAGCGGCCGCCCTGGGGGAGGTGGACAGCAGGGTGGAAGTCTGG

CGATTGCCCAGGGGCCTCGCTCCAGGCCCGCTGGACGCCGTCAGCTCAAAGGACTTCATGCCAAGCTGCAACCTCAACTTCACCTTGGACCTGTCACGGA

ACAACCTGGTGACAATCCAGCAAGAGATGTTTACCCGCCTCTCCCGCCTCCAGTGCCTGCGCCTGAGCCACAACAGCATCTCACAGGCGGTTAATGGCTC

CCAGTTCGTGCCGCTGACCAGCCTGCGAGTGCTCGACCTGTCCCACAACAAGCTGGACCTGTACCATGGGCGCTCATTCACGGAGCTGCCACAGCTGGAG

GCACTGGACCTCAGCTACAACAGCCAGCCCTTCAGCATGCAGGGCGTGGGCCACAACCTCAGCTTCGTGGCCCAGCTGCCCTCCCTGCGCTACCTCAGCC

TTGCGCACAATGGCATCCACAGCCGCGTGTCACAGAAGCTCAGCAGCGCCTCGTTGCGCGCCCTGGACTTCAGCGGCAACTCCCTGAGCCAGATGTGGGC

GGAGGGAGACCTCTATCTCTGCTTTTTCAAAGGCTTGAGGAACCTGGTCCAGCTGGACCTGTCCGAGAACCATCTGCACACCCTCCTGCCTCGTCACCTG

GACAACCTGCCCAAGAGCCTGCGGCAGCTGCGTCTCCGGGACAATAACCTGGCCTTCTTCAACTGGAGCAGCCTGACCGTCCTGCCCCGGCTGGAAGCCC

TGGATCTGGCAGGAAACCAGCTGAAGGCCCTGAGCAACGGCAGCCTGCCGCCTGGCATCCGGCTCCAGAAGCTGGACGTGAGCAGCAACAGCATCGGCTT

CGTGATCCCCGGCTTCTTCGTCCGCGCGACTCGGCTGATAGAGCTTAACCTCAGCGCCAATGCCCTGAAGACAGTGGATCCCTCCTGGTTCGGTTCCTTA

 M  G  P   Y   C   A   P   H  P   L   S   L   L

  V  Q  A   A   A   L   A   A   A   L   A   E   G  T   L   P   A   F   L   P   C   E   L   Q  P   H  G  Q  V  D  C  N  W 

 L   F   L   K  S   V  P   H  F   S   A   G  A   P   R   A   N  V  T   S   L   S   L   I   S   N  R   I   H  H  L   H  D  

S   D  F   V   H  L   S   N  L   R   V  L   N  L   K  W  N  C  P   P   A   G  L   S   P   M  H  F   P   C   R   M  T   I
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N  I   T   L   Q  P   L   T   R   L   P   K  L   Q  S   L   R   L   Q  L   N  F   I   N  Q  A   Q  L   S   I   F   G  A   F

  P   S   L   L   F   V  D  L   S   D  N  R   I   S   G  A   A   T   P   A   A   A   L   G  E   V  D  S   R   V  E   V  W 

 R   L   P   R   G  L   A   P   G  P   L   D  A   V  S   S   K  D  F   M  P   S   C   N  L   N  F   T   L   D  L   S   R   

N  N  L   V  T   I   Q  Q  E   M  F   T   R   L   S   R   L   Q  C  L   R   L   S   H  N  S   I   S   Q  A   V  N  G  S
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L   A   H  N  G  I   H  S   R   V  S   Q  K  L   S   S   A   S   L   R   A   L   D  F   S   G  N  S   L   S   Q  M  W  A
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GCAGGGACCCTGAAAATCCTAGACGTGAGCGCCAACCCGCTCCACTGCGCCTGCGGGGCGGCCTTTGTGGACTTCCTGCTGGAGAGACAGGAGGCCGTGC

CCGGGCTGTCCAGGCGCGTCACATGTGGCAGTCCGGGCCAGCTCCAGGGCCGCAGCATCTTCACACAGGACCTGCGTCTCTGCCTGGATGAGACCCTCTC

CTTGGACTGCTTTGGCCTCTCGCTGCTAATGGTGGCGCTGGGCCTGGCAGTGCCCATGCTGCACCACCTCTGTGGCTGGGACCTCTGGTACTGCTTCCAC

CTGTGTCTGGCCCATTTGCCCCGACGGCGGCGGCAGCGGGGCGAGGACACCCTGCTCTATGATGCCTTCGTGGTCTTCGACAAGGTGCAGAGTGCAGTGG

CTGATTGGGTGTACAACGAGCTCCGCGTGCAGCTGGAGGAGCGCCGGGGGCGCCGGGCGCTCCGCCTCTGCCTGGAGGAGCGAGACTGGCTCCCTGGTAA

GACGCTCTTCGAGAACCTGTGGGCCTCGGTCTACAGCAGCCGCAAGACCATGTTCGTGCTGGACCACACGGACCGGGTCAGCGGCCTCCTGCGCGCCAGC

TTCCTGCTGGCCCAGCAGCGCCTGTTGGAGGACCGCAAGGACGTCGTAGTGCTGGTGATCCTGCGCCCCGCCGCCTATCGGTCCCGCTACGTGCGGCTGC

GCCAGCGCCTCTGCCGCCAGAGCGTCCTCCTCTGGCCCCACCAGCCCAGTGGCCAGGGTAGTTTCTGGGCCAACCTGGGCATAGCCCTGACCAGGGACAA

CCGTCACTTCTATAACCGGAACTTCTGCCGGGGCCCCACGACAGCCGAATAGCACAGACTGCCTGCTAGCTGGCCAGACATGATAAGATACATTGATGAG

TTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAAC

AAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGA

ATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTG

CCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTT

TTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAA

TCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCT

TCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGC

ATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTG

TCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGA

TGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAG

ATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACA

GCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGG

GCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTA C T A G TCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAG

TCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCC

ATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAA

GTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGG

GGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCC T G C AG G TT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCC

AGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACC

CGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCT

CCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCC

 •  N  R   T   Y   K  L   P   I   L   E   E   I   T   T   K  V  L   K  G  N  M  E   I   L   V  F   C   D  P   A  

 Y   D  S   I   L   E   R   C   M  G  C  P   S   V  V  R   I   S   R   D  V  E   D  S   Y   P   H  R   V  A   V  I   T   
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A   D  W  V  Y   N  E   L   R   V  Q  L   E   E   R   R   G  R   R   A   L   R   L   C   L   E   E   R   D  W  L   P   G  K
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R   Q  R   L   C   R   Q  S   V  L   L   W  P   H  Q  P   S   G  Q  G  S   F   W  A   N  L   G  I   A   L   T   R   D  N
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GTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGA

TTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCT

GAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACG

CGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTA

GTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTC

CATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

PacI (6098) SwaI (6107) NotI (6117)
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