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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36l (291)
Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

Nael (441)
401

BstEII (555)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCACCATGGGTGATTTATTCTTATACTTTCAGGTGTTTCCAAT

- 1M G DL F L Y F QV F P M
601 GTGGACATTGAAGAGACAGTTTCCTATCCTTTTTAACATGATCCTAATTTCTGGACTCCTTGGGGCTAGATGGTTTCCTAAAACTCTGCCCTGTGATGTC
13 w T L K R QF P I L F NMI L I SGLLGARMWTFU®PIKTILU®PTCTUDV
701 ACTCTGGATGCCCCAAATACCCATGTGATTGTGGACTGCACAGACAAGCATTTGACAGAAATTCCTGGAGGTATTCCTGCCAATGCCACCAACCTTACCC
47 T L D AP NTH VI VDO CTUDI KMHLTTETI PGSGI PANATNTLT

Clal (865)

801 TCACCATTAACCACATAGCAGGCATCTCTCCAGCCTCCTTTCACCGGCTGGACCATCTGGTGGAGATCGATTTCAGATGCAACTGCGTACCTGTTCGACT
8oL T I N H I A G I S P A S F HRULUDMHILVE 1l DFRU CNZ CVZPVR RIL

ApaLl (918)
901 GGGGCCAAAAGACAACGTG}I)'GCACCAAAAGGCTACAGATTAAACCCAACAGCTTTAGCAAACTCACGTATTTAAAATCTCTTTACCTGGATGGAAACCAG
113 G P K D NV C T KR L QI K P NSF S KULTYULIKSULYLDSGNNAQ
Xbal (1002)  Bsu36lI (1012) BspHI [m] (1071)
1001 CTTCTAGAAATACCTCAGGATCTTCCTCCCAGCTTACAGCTGCTGAGCCTGGAGGCCAACAACATCTTTTTGATCATGAAGGAGAATCTAACAGAACTGG
147 L L E I P Q DL PP SLQLULSLEANNIFLI MKTENTLTEL
1101 CCAACCTAGAAATACTCTACCTGGGCCAAAACTGTTACTATCGTAACCCTTGTAATGTTTCATTTACTATCGAAAAAGATGCTTTCCTAAATATGAGAAA
180kA N L E I L Y L G QNTCY Y RNPI CNWVSTFTI EKUDATFTLNMTR RN
1201 TTTAAAATTGCTCTCCCTAAAAGATAACAATATCTCAGCTGTCCCCACTGTTTTGCCATCTAGTTTGACAGAACTCTATCTTTACAATAACATCATTACA
213 L K L L S L KDNNI SAV?PTVL®PSSLTETLYTULYNNIIT
DrallI (1397)

1301 AAAATCCAAGAAGATGATTTTAATAACCTCAGTCAACTACAAGTTCTTGATCTGAGTGGAAATTGCCCTCGTTGTTATAATGTTCCATTTCCTTGCACAC
247 K | Q E DD F NNL SQLQVLDLSS GNT CPRT CYNV®PTFUZPCT

PpulOI (1445)

Nsil (1445) BbrPI (1495)
1401 CCTGTGAAAATAATTCTCCCCTACAGATTGATCCAAATGCTTTTGATGCATTGACAGAATTGCAAGTCTTACGTCTACACAGTAACTCTCTACAGCACGT
280kP C E N NS P L QI DPNATFIDALTTETLAI QVLI RILHSNSILIOQHYV
1501 GCCCCAAAGATGGTTTAAAAACATTAACAAACTTAAAGAACTAGATCTTTCCCAAAACTTCTTGGCCAAAGAAATTGGGGATGCCAAATTTTTACATCTT
313 P Q R W F K N I N KL KEULDULSQNTFULAIKTEI GDAIKTF L HL

PpulOI (1676)
Nsil (1676)

1601 CTTCATAACCTTGTCAACTTGGATCTGTCTTTCAATTATGATCTTCAGGTCTACCATGCAGTTATAAATCTATCAGATGCATTTTCTTCACTGAAAAAAT
347 L H N L VNL DL S F NYDULQVYHAVI NL SDATFS S L KK

Pmel (1745)
1701 TGAAAGTTTTGCGAATCAAAGGCTATGTCTTTAAAGAGCTGAATAGTTTAAACCTCTTCCCATTACATAATCTTCCCAATCTTGAAGTTCTTGATCTTGG

380kL K V L R I K G Y V F K EL NS L NULTFPLMHNLUPNLTEVLIDTLG
1801 CACTAACTTTATAAAAATTGCTAACCTCAGCATTTTTAACCAATTTAAAACATTGAAATTCATAGATCTTTCAGTGAATAAAATATCACCTTCGGGAGAT
413 T N F I K I A NL S 1 F NQF K TLKTF I DL SVNZIKI SP S GTD

Bspl120I (1951)
1901 TCACCTGAAGGTGGTTTCTGCTCTAACAGGAGAACTTCTGTAGAAGGCCATGGGCCCCAGGTCCTTGAAACACTGCATTATTTCAGATATGATGAGTATG
447 S P E G G F C S NR R T S VEGHGPOQVLETTLUHYTFTR RYDE.Y
2001 CAAGGAGCTGCCGGTCCAAGAGCAAAGAGCCTCCTTCTTTCTTACCTCTTAATGAAGATTGTTATATGTATGGACAGACCTTGGACCTTAGTAGAAATAA
480PA R S C R S K S K E P P S F L PLNEUDTGCYMYGQTULUDTL SRNN

Xeml (2178)
2101 TATATTTTTTATCAAGCCTTCTGATTTCCAGCATCTTTCTTTCCTCAAATGCCTAAACTTATCAGGAAATAGCATTAGCCAGACGCTTAATGGAAGTGAA
513 1 F F I K P S DF QHULSTFLI KT CLNLS ST GNSTISOQTLNGSE

Sspl (2222)
2201 TTTCAGCCTTTAGTGGAGTTGAAAPTATTTGGACTTCTCTAACAATCGGCTTGATTTACTCTACTCAACTGCATTTGAGGAGCTGCACAACCTGGAAGTCC
547" F Q P L V E L K Y L DF S NNW RWLUDULIULY STATFTETETLUHNILE V
2301 TAGATATAAGCAGTAACAGCCATTATTTTCAATCAGAAGGAATTACTCACATGCTAAATTTTACCAAGAACCTCAAGGTTCTGAGGAAACTGATGATGAA
580kL D I S S N S HY F Q S E G 1! T HMULNTFTIKNLIKVLI RIKTILMMN
Xeml (2423) Xmnl (2443)
2401 CTATAATGACATTGCTACCTCCACCAGCAGGACCATGGAGAGTGAATCTCTTCAAATCCTGGAGTTCAGAGGCAACCATTTGGATATTTTATGGAGAGAT
613 Y N D I A T S T S R T M E S E S L QI L EF R GNWHLTUD I L WRD
2501 GGTGATAACAGATACTTAAAATTCTTTAAGAATCTGCTAAACTTAGAAGAGCTAGACATCTCTGAAAATTCTCTGAGTTTCTTACCTTTGGGAGTTTTTG
647 G D N R Y L K F F K N L L NL E EL D1 S ENJSILSTFLUPL G VF



Xbal (2688)

2601 ATAGTATGCCTCCAAATCTAAAGACTCTCTCCTTAGCCAAAAATGGGCTCAAGTCTTTCAGTTGGGAAAGACTACAGAGTCTGAAGAATCTAGAAACTTT
680D S M P P N L K T L S L A KNG GTLZ K ST FSWET RTLTG QSTLTZ KNTLTETHL
2701 GGACCTCAGCTTCAACCAGCTGAAGACTGTCCCTGAGAGATTATCCAACTGTTCCCGCAGCCTCAAGAAACTCATACTTAAGAATAATCAAATCAGGTGC
713 D L S F NQL K TV®PETZ RTLTSNT CSR RS SILIZ KT KTLTITLTZ KNNINI GQTIRSTCEC
2801 CTGACAAAGTATTTTCTCCAAGGTGCTTTCCAGTTGCGACATCTGGACCTCAGCTCAAATAAAATTCAGGTTATCCAAAAGACGAGTTTTCCAGAAAACG
747 L T K'Y F L QGATFI QLU RMHLUDTLTSSNTIKTIQVI QKTSTFUPEN

Clal (2936) Hpal (2980)

2901 TCCTCAACAATCTGAACATTTTGTTTCTGCATCACAATCGATTTCTGTGCAACTGTGATGCTGTGTGGTTTGTCTGGTGGGTTAACCATACCGAGGTGAC
780V L N N L NI L F L HHNR RTEILTG CNTC CDAVWTEUVWWVNUHTTEUVT
3001 TATTCCTTACTTGGCCACAGATGTGACTTGCATGGGACCAGGAGCACACAAGGGCCAGAGTGTAGTCTCTCTGGATCTATATACCTGTGAGTTAGATCTG
813 I P Y L AT DV TCMGPG GAUHE KT G QSVVSLDLYTTCTESTLTDIL

BsaBI (3147)
3101 ACTAACTTCATCCTGTTCTCACTTTCCATATCAGCAGTTCTCTCTCTGATGATGATCACAATAGCAAACCATCTCTATTTCTGGGATGTGTGGTATAGTT
847" T N F I L F S L S I SAVLSLMMITI ANUHTLYTFWDVWYS
EcoRV (3240)
3201 ATCATTTCTGTAAAGCCAAAATAAAAGGGTATCGACGTCTGATATCACCCAATTCTTGCTATGATGCTTTCATTGTATATGACACTAAAGACCCAGCAGT
880FY H F C K A K I K G YR RUL I SPNSTCYDATFTI VYDTTZKTDTFPAV
BstEII (3386)

3301 GACAGAGTGGGTTTTGGACGAGCTGGTGGCCAAATTGGAAGACCCGAGAGAGAAGTGTTTTAATTTATGTCTTGAGGAAAGGGACTGGTTACCAGGGCAG
913 T E W V L D E L VA K L E DPURTETZIKTGCTFNLT CLTETETRUDMWTLTZPGAQ
3401 CCTGTTCTGGAAAATCTTTCCCAGAGCATACAGCTTAGCAAAAAGACAGTGTTTGTGATGACAGACAAGTACGCAAAGACTGAAAATTTTAAGATAGCAT
947 P V L E N L S Q S I QL S KIKTVE EUVMTUDIKTYAZ KTTENTETIKII A

BspEI (3596)
3501 TTTACTTATCCCATCAGAGGCTCATGGATGAAAAAGTGGATGTAATCATCTTGATATTCCTTGAGAAGCCCCTTCAGAAGTCCAAGTTTCTCCAACTCCG
980kF Y L S H Q R L M DE K VDUV I I L I FLEJZKTPTLI OQQIKTSTI KT FTLAOQTLR
3601 GAAGAGGCTCTGTGGCAGTTCTGTCCTTGAGTGGCCAACAAACCCACAGGCTCACCCGTACTTCTGGCAGTGTCTGAAAAATGCCCTGGCCACAGACAAT
1013 K R L C G S S VL EWZPTNZPI QAMHTPYT FWO QT CLU KNATLATTDN

BbrPI (3700) Nhel (3738)

3701 CACGTGACCTACAGTCAGGTGTTCAAAGAGACAGCCTAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCA
1047 H V. T Y S Q V F K E T A e

Hpal (3876)  Mfel (3887)
3801 GTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCAT

EcoRI (3972)
3901 TTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACT
-

4001 TTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCC

4101 TCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCC

Sspl (4211) Swal (4225)
4201 CTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAAT

4301 ATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTG
+414 ¢ N R T Y K
Sacl (4486)
4401 AGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACA
1344 P | L E E I T T K V L K GNWME I L VFCDZPAYDS S Il L ERCWM
BstXI (4515)
4501 TGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCAC
1924 6 ¢ P S V V R I S R DV EDJSYPHRVAV I TDFDI K QGNS V
Stul (4650)

4601 AGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATG

684 A S G I A I A EA CVTVZ RGI YAETIHVASI1T I EGTK TR I
Xmnl (4792)

4701 GCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCT

344A A G V H H K NDE Y LM TI KETAVEVLETLUDA QQS I NTFTHK
BspHI (4800) Asel (4858)
4801 TCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCT
11 M - e

Sacl (4915)
4901 GACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAA

Spel (5013)
5001 GTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGAT
— -

SnaBI (5141)
5100 GTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGC

Ndel (5246)
5200 CAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCA

5300 CCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGG




5400

5498

5598

5698

5798

5898

5998

6098

6198
6298

Pstl  (5425)

Sdal (5424)Pacl (5432)  BspLUI1l (5442)
GCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCT
-

GGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCG

TTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTC

ApaLl (5756)
ATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATC

CGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGT

GCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAG

TTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGA

Eagl (6192)
Pacl (6172) Swal (6181) NotI (6191)
TCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCC

GCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAA
ACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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