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Pvul (7)
Sgfl (6) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
Nael (441)
401
KasI (535) Agel (552)
501 CTGAGATCACCGGTCATCATGATCAAAGACAAAGAATCTCCCATCAGAAGCTGTCA
- i*M | K D K E S P I R S C H

BspLU11I (671)

601 TTTTGTTTACATTGTGGCCTTAGTATTTGGAACCATAATCCAGTTCTCTGATGAAAGTGAATTTGTGGTAGAélTGTCAAAAACAAGCCTTATTCATGTT

13 F VY I VALVFGTI1 1 QF SDESTETFVVDMSIKTSTL I HV
701 CCCAAAGACCTGCCACCAAAAACCAAAGTCTTAGACTTGTCTCAAAACAACATATCTGAGCTTCACCTGTCTGATATCAGCTTTCTCTCAGGGCTGAGAG

47 P K D L P P KTKVLDTLSU QNNISETLUHTLTSDTI SFLSSGTLR
801 TTCTGAGACTTTCCCATAATAGAATCCAGGGCCTTGATATTAGTATTTTCAAGTTCAACCATGATTTGGAATATTTGGATTTATCTCATAATCAGTTGCA

80V L R L S HNUR 1 QGULUDT I S 1 F KTFNHUDTILTETYTLTUDTLSH HNA O QLNOQ
901 GAAGATATCCTGCCATCCAATCACCACGACTCTCAAGCATTTAGACCTCTCATTCAATGACTTCGATGCCCTGCCCATCTGTAAGGAATTTGGCAACTTG
113 K I S C H P I T T T L KHLUDTULSTFNDTFDATLT PI CZKTETFGNIL
1001 ACCCAACTGAATTTCTTAGGATTAAGTGCTACAAAGTTACAACAATTAGATTTACTACCCATTGCTCACTTGCACCTAAGTTGTATCCTTCTGGATTTGG
147 T Q L N F L G L SATJ KLU QOQLUDTLTULTZ PI AHLUHLST CILLTUDIL
1101 AAGACTATATGAAAGAAAATAAGAAAGAAAGTCTTCAAATTCTGAATACAAAGAAACTTCACCTTGTTTTTCACCCAAATAGCTTTTTCTCTGTCCAAGT
180 E D Y M K E N K K E S L Q I L NTKKULUHLVF HPNSTFTF SV QYV
1201 GGACATATCAGCGAATAGTTTAGGGTGCTTACAACTGACTAATATTAAATTGAATGATTACAATTGTCAAGTTTTACTTAAATTTTTATCAGGACTCACT
213 D I S A N S L G CL QL TNIKLNDYNT COQVLTLTZEKTFTLSGTLT
1301 GGAGGACCAACCTTACTAAATTTTACCCTCAACCACATGGAAACAACTTGGAAATGTTTGGTTAAAGTTTTTCAGTTCCTTTGGCCCAAACCTATAGAAT
247 G G P T L L NF TLNHMETTWIKTCLVIKVTFIOQFLWTPTZIKTPII E
1401 ATCTCAATATTTACAATTTAACAATAGTTGAAAGCATTGATGAAGAAGTTTTTACTTATTATAAAACGACATTGAAGGCACTGAAAATAGAACATATTAC
280kY L N I Y N L T I V E S I DEEV F TYYKTTLJIKATLTK I EHI T

Hpal (1566)

1501 AAACAAAGTTTTTATTTTTTCACAGACAGCATTATACACAGTGTTTTCTGAGATGAACATTCTGATGTTAACCATATCAGACACACGCTTTATACACATG
313 N K V F I F S Q TALYTVEFSEMNILMLTI SDTR RTF I HM
1601 CTTTGTCCTCAGGAACCAAGCACATTTAAGTTTTTGAACTTTACCCAGAATAGTTTCACAGATAGTGTCTTTCAAAATTGTGACACTTTAGCTAGATTGG
347 L C P Q E P S T F K F L NF TQNSTFTDSVFQNT CODTLATRL

EcoRI (1797)
1701 AGACACTTATCTTACAAAAGAATGAATTAAAAGACCTTTTCAAAACAAGTCTCATGACTAAGGATATGCTTTCTTTGGAAACACTGGATGTTAGCTGGAA
380E T L | L Q K N E L KDL F KTSLMTJ KT DMTLTSLTETTLTDVSWN
1801 TTCTTTGGAATATGACAGAAGTAATGGAAATTGCTCTTGGGTTGGGAGTATAGTGGTGTTAAATTTATCTTCAAATGCACTCACTGACTCTGTTTTCAGA
413* S L E Y DR S NGNG TCTSWVGS 1 VVLNLSSNALTTDSVFR
Xbal (1974)

1901 TGTTTACCTCCTCGGATCAAGGTTCTTGATCTTCACAATAACAGAATAAGGAGCATCCCTAAAGATGTCACTGGTCTAGAAACTTTGCAAGAACTCAACC
447 C L P P R I K VL DL HNNW RI RS I PKDVTSGLTETTLGIGQETLN

Pull (2093)
2001 TTGCTTCCAATTCTTTAGCCCACCTTCCTGGATGTGGTATCTTTAGCAGCCTTTCCATACTGATCATTGACTATAATTCAATTTCCAATCCATCAGCTGA

480L A S N S L A HLPGCGI F SSLSI1T LI I DYNSIT SNPSAD
2101 TTTCTTCCAGAGCTGCCAGAAGATTAGGTCCCTCAAAGTGGGGAACAATCCATTCCAATGTTCCTGTGAGCTAAGAGACTTTATCCAAAGTGTAGGCCAA
513 F F Q S C QK I R SLKVGNNPTFQCST CETLR RDTFI QS VGAQ

BspEI (2250)
2201 GTATCCAGTGACGTGGTAGAGGGCTGGCCTGAGTCTTATAAGTGTGACTATCCGGAAAGCTACAAGGGAACCCCTCTAAAGGACTTCCAGGTATCTGAGC
547 V. S S DV VE GWUPESY KT CDYU PESYIKSGTU®PLZI KT DTFIOQVSE

Asp7181

Acc651
2301 TATCCTGCAACACAGCTCTGCTGATCGTCACCATTGTGGTCCCTGGGCTGGTGCTGGCTGTTGCTGTGACTGTCCTCTGTATCTACCTGGATCTGCCCTG
5L S C N T A L L I vV T I V VP GL VLAVAVY TVLT CI Y LDULUZPW

2401 GTACCTCAGGATGGTGTGTCAGTGGACCCAGACCCGGCGCAGGGCCAGGAATGTACCCTTGGAAGAACTCCAAAGAACTCTCCAGTTCCATGCTTTTATT
613* Y L R M V C QW T QT R RRARNVZPILTETETLI QRTLQFHATFI
NgoMIV
Asel (2538) Nael (2599)
2501 TCATACAGTGAACATGACTCTGCCTGGGTGAAGAATGAATTAATACCTAACCTAGAAAAAGAAGATATAAGAATTTGTCTCCACGAGAGAAACTTTGTTG
647 S Y S E H D S AWV KNTETLTI P NULEIKTET DTIR 11T CLHETRNTFV
2601 CCGGCAAGAGCATTGTGGAAAATATCATCAACTGCATTGAGAAAAGTTACAAATCCATCTTTGTCTTGTCTCCCAACTTTGTCCAGAGCGAATGGTGCCA
680FA G K S I V E N I I N C I E K S Y K S I F VL SPNTFVQSEWTCH
BsaBI (2797)
2701 TTATGAACTCTACTTTGCCCACCACAATCTCTTCCATGAAGGATCTAATAACTTAATCCTGATCTTGCTGGAACCCATTCCACAGAACACCATTCCTGAT
713 Y E LY F A HHNULTFHESGSNNL I L I L LE®PI1T PQNTI P D



2801 AGATATCACAAGCTAAGAGCTCTCATGGCACAGAGAACTTATTTGGAATGGCCCAAGGAGAAGAG TAAGCATGGACTCTTTTGGGCTAATATTAGAGCTG

747" R Y H K L RALMA QRTYLEWPIKTEIKS KHGLTFWANIRA
Spel (2919) XcemlI (2987)
2901 CTTTTAATATTAAATTAAGACTAGTCACTGAAAATGATGATGTGAAAGGTTAAAAAAAATAAAACATCTGAAATCCAATTTAAGAAACCATCATTCACTT
780"A F N I K L R L VT E NDD V K G e

Mscl  (3050)
Nhel (3044)
3001 GGATTCTGATGGACACTGGAGCAGCAGAAATACATTAACACGGAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAG

Hpal (3182)
3101 AATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGC

EcoRI (3278)
3201 ATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGC
[ -

3301 AAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTT

3401 GCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCA

Swal (3531)
3501 CATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTT

3601 CATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTG
1494 ¢« N R T
3701 TACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTC
136¢dY K L P I L E E I T T K VL KGNMTE I LV FCDZPAYTUDS I L ER
3801 TGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTT
103 C M G C P SV VR I SRDVETUDSTYZPHRVAUVI TDTFTDTZKTOQGN
Stul (3956)

3901 GCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTC
704 S VA S G I Al AEACVTVRGI YATETI HVASI I EGTTEKT
4001 CTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGA

364R | A A G V HHIKNUDETYLMTI KETAVEUVLTETLUDI GQQSII NTF
Asel (4164)
4101 AGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC
3 T K M - ]
4201 T TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTT

Spel (4319)
4301 TGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCC
-

SnaBI (4447)
4400 ATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCA

Ndel (4552)
4500 TAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAAT

4600 ACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCC

PstI  (4731)

Sdal (4730)Pacl (4738) BspLUL1I (4748)
4700 AGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGC
e

4798 GTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATAC

4898 CAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGC

ApaLI (5062)
4998 TTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGC

5098 CTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTA

5198 GGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAA

5298 AAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCA

Pacl (5478) Swal (5487)
5398 AGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC A

Eagl (5498)
NotI (5497)
5498 GCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACA
5598 AAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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