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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp14061 (203) HindIII (245)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
Nael (441)
401
Ncol (560)
BstEIL (555)
Kasl (535) Agel (552)
501 CTGAGATCACCGGTCACCATGGGAGACTGCCTTGACCTTCTCTTAGGAGTCGTACT
- 1M G D C L DL L L GV V L
BbslI (624)
601 CCTGACCAGTCCTGCACTTGGAATGTCTTCCTGCTTCTTTGATGGTTGGAGAGCCATCTATCTTTCCTGCAACCTCACCCAAGTGCCCCAGGTCCCCAAC
13 L T S PALGMSSCTFTFDG GWR RAI YLSTCNLTW QVZ®PQVPN
701 ACCACCAAGAGCCTCCTGCTCAGCTTCAACTATATCAGGACAGTCACAACCGCATCCTTCCCCTTCCTGGAGCAGTTGCAGCTGCTGGAGCTGGGAACTC
47 T T K S L L L S F NY I RTVTTAST FW®PTFILEA QLQLLETLGT
BamHI (854)
801 AGTTTACCCCCTTGACAATTTACAGAGAAGCCTTCCGAAACCTGCCCAATCTCAGGATCCTAGACCTGGGTGGAAGTCAGATAAACTTCTTGCATCCAGA
80kQ F T P L T I Y R E A F R NULUPNULI RI L DL GG G SQI NFULHZPTD

901 TGCTTTTCAGGGACTGCCCCACCTCACTAAACTTCGACTGTTTTCCTGTGGTCTCTCCGATGCTGTATTAAAAGATGGTTATTTCAGAAATTTGGCATCT
113 A F Q G L P HL T KLU RTLTFSCGLSDAVLTIKTUDTGYTFTR RNTLAS
1001 TTGACTCACTTGGACCTATCCAAAAATAAAATTCAGAGTCTTTACCTTCATCCCTCATTCCGGGAACTGAATTCCTTGAAGTCCATTGACTTTTCCTTCA
147 L T H L DL S KNJIKTI QSLYULUHPSTFH RTETLNSTLTIKTSTIDTFSTF

BsrGI (1184)
1101 ACAAAATACCTATTGTATGTGAGCAGGAGTTCAAACCCCTCCAAGGGAAAACACTCTCCTTCTTAAGCCTTGCTGATAACCAGCTGTACAGCAGGGTCTC
180N K | P I V C E Q E F K P L QG K TULSTFLSLADNO QLY SR VS
BspHI (1286)
1201 AGTGGACTGGAACAAGTGTCTGAACCCATTCAGAAACATGGTCCTGGAAACCCTAGATGTTTCTGGCAATGGCTGGGGGGTGGACATCATGAGAAACTTC
213 V D W N K C L NP FRNMVLETLUDVSGNGMWGVDTI MTZ RNTF
BamHI (1386)  Xcml (1398)
1301 AGCAATGCCATCAATGGGAGCCAGATTTTCTCTTTGGTTCTTACTCGTCACATTATGGGTTCTTCATTTGGCTTCTCCAACCTGAAGGATCCTGACTACC
247 S N A I N G S Q1 F S L VLTI RUHIMGSSTFGTFSNTLIKTDTFPTDY
Msel (1415)
1401 ACACCTTTGCTGGGCTGGCCAGGAGCTCGATGATACAGCTGGACATTTCACATGGGTATATCTTCTCCCTGAACTTCCGAATCTTTGAGACACTCCAGGA

280FkH T F A G L AR S SMI QL DI SHGY I FSLNTFRI FETTLQE
1501 GCTGAAGGTCCTAAACCTCGCCTACAACAAGATAAACAGTATTTCGAGGAATGCGTTTTATGGACTCGACAACCTCCAAGTTCTCAATATATCATATAAC
313 L K VL NLAY NJIKIT NSIT SRNATFYGLDNLI QVLNI S YN

PstI (1660)
1601 CTTCTIGGGGAATTATATAATTATGATTTCGATGGACTACCTAAGGTGGCCTATATTGACCTGCAGAAGAATCACATTGGGATCATTCAGGACAAAACAT
347 L L G E L Y NY DF DGULPIKVAY I DL QKN NHI G111 I QDTKT
1701 TCAAATTCCTGGGGAAATTAAATACCTTGGACCTCCGGGATAATGCTCTTAAAACAATTTATTTTCTTCCAAGCATTCCTAATATCTTCTTAAGTGGCAA
380kF K F L G K L NT L DL RDNALIKTI Y FLPS 1T PNIF L S GN
Asp7181
Acc651

1801 TAAGCTGATGACTTTGCCAAACATCCCACTTACAGCCAATTTCATCCAATTATCAGAGAATAGGCTAGAAAATCTGAATGATCTCTACTTCCTTCTCCAG
413 K L M T L P NI P LTANTFI QL SENR RTLTENLNDTLYTFTLLAQ

HindIII (1990)
1901 GTACCTCATCTCCAGATTCTCATTTTAAATCAAAATCGCTTTTCCTTTTGTCACCAAAACCATGCCCCTTCAGAGAATTCCAGCCTAGAAAAGCTTTTCC
447 V. P H L Q I L I L NQ NIRTF S F CHI QNUHAPSENSSILE KL F
2001 TTGGAGAAAATATGTTGCAGCTTGCCTGGGAAACTGGGTCATGTTGGGATATTTTTAAGGGGCTTTCTCATCTCCAACTCCTCTATCTAAATAAAAACTA
480¥L G E N M L Q L AWETSGS ST CWHD I F KGLSHULIOQLTULYLNZIKNY
2101 CCTGAATTTCCTTCCACCAGGAGTATTTCATCATCTGACTGCACTGAGGGGACTCAGCCTCAAAGACAACAGGCTGACTGTTCTTTTTCCTGGCGACTTA
513 L NF L PP GV F HHLTALI RS GLSLI KUDNR RTLTVLTF®PSGTDIL

Dralll (2270)
2201 CCTGCTAACTTAGAGATCCTGGATATATCTGGAAACCAGCTCCTCTCTCCTGATCCTGATTTATTTGCATCACTGAGTGCCATAGACATAACTCATAACA
547 P AN L E I L DI S GNQL L SPDU&PUDULTFASTULSAI DI THN
BspLU11I (2381)
2301 ATTTCATCTGTGAGTGTGAACTCAGTGCTTTTATCCATTGGCTCAATCAAACCAATATCACAATAGCTGGGTCTCCAGCAGACATGTACTGCATGTACCC
580N F | C E C E L S A F I HWLNOQTNI TI A GSUPADMYT CMY/@®P
2401 AAACTCTCTGGCTGGGGTTTCCATTTACAGTCTTTCCACAGAAAGTTGTGAAGAAGAAGAAGTTTTAGAGTCCCTAAAGTTTTCCCTTTTCATCTTGGTC
613* N S L A GV S I Y S L S TESCETETETEVLTESTLI KT FSLF 1 L V
2501 ACTGTCACCTTGACTCTGTTCCTCGTGATCACCCTCGCGGTTACTAAGTTCAGGGGGTTTTGTTTCATCTGTTATAAGAAAGCCCAGAGTCTGCTGTTCA
647 T V T L T L F L VI T LAV TI KT FRGTFTCTFIl CY KIKAAOQSTLLF
SnaBI (2628)

2601 AGGACCCCATCAAGGGAAGAGAATCAGATACGTACAAATACGATGCCTATTTGTGCTTCAGTAGCAAAGACTTTGAATGGGTGCAGAACGCTTTGCTCAA
680K D P I K G R E S DT Y K Y DAY LCTFS S KDTFEWV QNATLL K



2701 ACACCTGGATGTCCAGTACCACAGCCAAAACAGATTTAACCTGTGCTTTGAAGAAAGAGACTTTATGCCGGGGGAAAACCACATTGCCAACATCCAGGAT
713 H L DV QY HS QNW RTFNWLT CTFTETEI RDTFMPGENUHIANI QD
2801 GCTGTGTGGAGCAGCAGAAAGATTGTCTGTCTCGTGAGCAGACACTTCCTTAGAGACGGGTGGTGCCTCGAAGCCTTCAGTTATGCCCAGAGCAGGTGCT
747 AV W S S R K 1 v CL V SRHFUL RDG GWTCULTEATFSYAQSRSTC

Kasl (2914) SandI (2938)
2901 TAGCTGACCTCAATGGCGCCCTCATCATGGTGGTGGTGGGGTCCCTGTCCCAGTTCCATCTGATGAGGCATCAGTCCATCAGAGGGTTCGTCCAGAAACG
780¢L A DL NGAL I MVVVGSLSQFHLMR RMHAO QST RGTFV QKR
Ppul0l (3063)
Scal (3002) BglIl (3021) Nsil  (3063)
3001 GCAGTACTTGAGGTGGCCTGAAGATCTCCAGGATGTTGACTGGTTTCTCAATAAACTCTCTCAATGCATTCTAAAGAAAGAAAAGGAAAGGAAGAAAGAC
813 Q Y L R WP E DL QD VDWTFLNIKILSQTCI L KKTEIKTERKKTD
Mscl (3151)
Nhel (3145)
3101 AGTGCTATTCAGCTGCAAAATGTAACCACCATCTCCTAAGGCGTGGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTA
847F S A I QL Q NV T T | S e

Hpal (3283) Mfel (3294)
3201 GAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTG

3301 CATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAG
- -

3401 CAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTT

3501 TGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCC

Sspl  (3618) Swal (3632)
3601 ACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCT

3701 TCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGT
+414 ¢ N R T

3801 GTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCT

13744 Y K L P I L E E I T TK VLK GNMETILVTFCDTPAYT DS I L E
BstXI (3922)

3901 CTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGT

1034R C M G C P SV VR I SRDVEHDSYU PHRVAV I TDTFUDZKTIQGN
Stul (4057)

4001 TGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGT
704 S VA S G I Al AEACVTVRGI YATETI HVASI I EGTHKT
4101 CCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTG
37 R | A A G V HHKNDTETYLMTI KETAVEUVLTETLUDG QO QS I N

BspHI (4207)
BbsI (4203) Asel  (4265)
4201 AAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAG
34F T K M - o
4301 CTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACAT

Spel (4420)
4400 TTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGC
-

SnaBI (4548)
4499 CCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGG

Ndel (4653)
4599 CATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAA

4699 ATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAG

Pstl (4832)
Sdal (4831)Pacl (4839)  BspLUIII (4849)

4799 CCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCC

-

4897 GCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGAT

4997 ACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGC

ApaLl (5163)
5097 GCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGC

5197 GCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATG

5297 TAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGG

5397 AAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCT

Pacl (5579) Swal (5588)
5497 CAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAAT




Eagl (5599)

Notl (5598)
5597 CAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAA
5697 CAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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