
125

 pUNO1-bTLR4
(5726 bp)

BsrS2

SV40 p(A)

(h) ßglobin p(A)

pMB1 ori

hCMV enh

hCMV prom

EM7

hEF1-HTLV prom

bTLR4 (CD284)

SgfI (6)
PvuI (7) MfeI (82)

EcoNI (96)
Psp1406I (203)

PvuII (239)
HindIII (245)

EcoNI (287)
NgoMIV (441)

KasI (535)
AgeI (552)
BspHI (560)

SandI (638)

Acc65I (1222)
BspLU11I (1281)
BspHI (1286)

BspEI (1424)

XbaI (1692)

NcoI (1950)

BspEI (2198)
BamHI (2201)

NsiI (2297)

PvuII (2446)

XhoI (2604)
MscI (2711)

Tth111I (2959)
NheI (3108)
MscI (3114)

HpaI (3246)
MfeI (3257)

EcoRI (3342)

SapI (3524)
SwaI (3595)

StuI (4020)

XmnI (4162)

AseI (4228)

SpeI (4383)

SnaBI (4511)

NdeI (4616)

SdaI (4794)
PacI (4802)

BspLU11I (4812)

ApaLI (5126)

PacI (5542)
SwaI (5551)

NotI (5561)
EagI (5562)



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCATCATGATGGCGCGTGCCCGCCTGGCTGCGGCTCTGATCCC

AGCCACGGCCATCCTCTCCTGCCTGAGAACCGAGAGTTGGGACCCTTGCGTACAGGTTGTTCCTAACATTAGTTACCAGTGCATGGAGCTGAATCTCTAC

AAAATCCCCGACAACATCCCCATATCAACCAAGATGCTGGACCTGAGCTTTAACTACCTGAGACATTTAGGCAGCCATAACTTCTCCAGCTTCCCAGAAC

TGCAAGTGCTGGATTTATCCAGATGTGAAATTAAGATTATTGAAGACGACACATTTCAGGGCCTAAACCACCTCTCCACCTTGATACTGACGGGAAACCC

TATCCAGAGTTTAGCCTGGGGAGCCTTTTCTGGGCTATCAAGTTTACAGAAGCTGGTGGCCGTGGAGACAAACCTAGTCTCTCTAAATGACTTCCCCATT

GGACATCTCAAAAACTTGAAAGAGCTTAATGTGGCTCACAATTTTATCCATTCCTTCAAGTTACCTGAATATTTTTCTAACCTGCCCAACCTGGAGCACT

TGGATCTTTCTAACAACAAAATCCAAAATATTTATTATGAAGATGTGAAAGTTCTACATCAAATGCCCCTACTCAACCTCTCTTTAGATTTGTCCTTGAA

CCCTTTAGACTTTATTGAACCAGGTACCTTTAAAGAAATTAAGCTCAATGGATTGACTCTGCGAAGTAATTTTAACAGTTCACATGTCATGAAAACCTGT

ATTCAAGGTCTGGCTGGTTTAAAAACCAACCGGCTGGTTTTGGGAGAATTTAAAAATGAAAGGAAGTTGCAAAGATTTGACAGATCTTTCCTGGAGGGAC

TGTGCAACCTGACCATTGAACAATTCCGGATAGCGTACTTGGACAAATTCTCAGGGGACGATACAGACTTATTTAATTGTTTGGCAAATGTTTCTGTGAT

TTCTCTGTTGAGTATATCTTTAGGAAGTCTACAAGCCCTTCTTAAAGATTTTAGATGGCAACACTTAGAAATTATTAACTGTGACTTTGACAAGTTTCCT

GCATTGAAGCTCAGTTCTCTCAAAAAGTTTGTTTTCACAGACAACAAAGATATAAGCACTTTTACTGAGTTTCAGCTACCAAGCCTTCAGTATCTAGATC

TCAAAAGAAATCACTTGAGTTTCAAGGGTTGCTGTTCTCACACTGATTTTGGGACAACCAACCTGAAGCATTTAGATCTGAGCTTCAATGATGTCATTAC

CTTAGGTTCAAACTTCATGGGCTTAGAGCAACTAGAACACCTGGATTTTCAGCATTCCACTCTGAAACAGATCAATGCTTTTTCAGCATTCCTATCACTC

AGAAACCTCCGCTACCTTGATATTTCTTATACCAACATCCGCATTGTCTTCCATGGCATCTTTACTGGCTTAGTCAGTCTGCAAACCTTGAAAATGGCAG

GCAACTCTTTTCAGAACAACTTGCTCCCTGACATCTTCACAGAACTGACTAACTTAACCGTCTTGGACCTCTCTAAGTGTCAACTGGAACAGGTAGCCCA

GACAGCATTTCACTCCCTCTCTAGCCTTCAGGTGCTGAATATGAGTCACAACAAACTCTTGTCACTGGATACATTTCTTTATGAACCACTCCACTCGCTC

CGGATCCTAGACTGCAGTTTCAACCGTATCATGGCCTCTAAGGAGCAAGAACTACAGAATTTGCCAAGGAGCCTCACTTGGCTAAATCTTACTCAGAATG

CATTTGCTTGTGTTTGTGAACATCAGAGTTTCCTGCAGTGGGTCAAGGACCAGAGGCAGCTCTTGGTGGGAGCTGAGCAAATGATGTGTGCAGAGCCTTT

AGATATGGAGGACATGCCAGTGCTTAGTTTCAGGAACGCCACTTGTCAGCTGAGCAAGACGATCATCAGTGTGTCGGTGGTCACTGTGCTCCTGGTGTCT

GTGGTAGGGGTCCTAGTCTACAAGTTCTATTTCCACCTGATGCTTCTTGCTGGCTGCAAAAAGTATGGCAGGGGCGAGAGCACCTATGATGCCTTTGTCA

TCTACTCGAGCCAGGATGAAGACTGGGTGCGGAATGAACTGGTAAAGAACTTGGAGGAGGGCGTGCCCCCCTTTCAGCTCTGCCTTCACTACAGGGACTT

TATTCCTGGGGTGGCCATCGCCGCCAATATCATCCAGGAGGGTTTCCACAAAAGCCGTAAGGTTATTGTCGTGGTGTCCCAGCACTTCATCCAGAGCCGA

 M  M  A   R   A   R   L   A   A   A   L   I   P

  A   T   A   I   L   S   C   L   R   T   E   S   W  D  P   C   V  Q  V  V  P   N  I   S   Y   Q  C  M  E   L   N  L   Y  

 K  I   P   D  N  I   P   I   S   T   K  M  L   D  L   S   F   N  Y   L   R   H  L   G  S   H  N  F   S   S   F   P   E   

L   Q  V  L   D  L   S   R   C   E   I   K  I   I   E   D  D  T   F   Q  G  L   N  H  L   S   T   L   I   L   T   G  N  P

  I   Q  S   L   A   W  G  A   F   S   G  L   S   S   L   Q  K  L   V  A   V  E   T   N  L   V  S   L   N  D  F   P   I  

 G  H  L   K  N  L   K  E   L   N  V  A   H  N  F   I   H  S   F   K  L   P   E   Y   F   S   N  L   P   N  L   E   H  

L   D  L   S   N  N  K  I   Q  N  I   Y   Y   E   D  V  K  V  L   H  Q  M  P   L   L   N  L   S   L   D  L   S   L   N

  P   L   D  F   I   E   P   G  T   F   K  E   I   K  L   N  G  L   T   L   R   S   N  F   N  S   S   H  V  M  K  T   C 

 I   Q  G  L   A   G  L   K  T   N  R   L   V  L   G  E   F   K  N  E   R   K  L   Q  R   F   D  R   S   F   L   E   G  

L   C   N  L   T   I   E   Q  F   R   I   A   Y   L   D  K  F   S   G  D  D  T   D  L   F   N  C  L   A   N  V  S   V  I

  S   L   L   S   I   S   L   G  S   L   Q  A   L   L   K  D  F   R   W  Q  H  L   E   I   I   N  C  D  F   D  K  F   P  

 A   L   K  L   S   S   L   K  K  F   V  F   T   D  N  K  D  I   S   T   F   T   E   F   Q  L   P   S   L   Q  Y   L   D  

L   K  R   N  H  L   S   F   K  G  C  C  S   H  T   D  F   G  T   T   N  L   K  H  L   D  L   S   F   N  D  V  I   T

  L   G  S   N  F   M  G  L   E   Q  L   E   H  L   D  F   Q  H  S   T   L   K  Q  I   N  A   F   S   A   F   L   S   L  

 R   N  L   R   Y   L   D  I   S   Y   T   N  I   R   I   V  F   H  G  I   F   T   G  L   V  S   L   Q  T   L   K  M  A   

G  N  S   F   Q  N  N  L   L   P   D  I   F   T   E   L   T   N  L   T   V  L   D  L   S   K  C  Q  L   E   Q  V  A   Q

  T   A   F   H  S   L   S   S   L   Q  V  L   N  M  S   H  N  K  L   L   S   L   D  T   F   L   Y   E   P   L   H  S   L  

 R   I   L   D  C  S   F   N  R   I   M  A   S   K  E   Q  E   L   Q  N  L   P   R   S   L   T   W  L   N  L   T   Q  N  

A   F   A   C  V  C  E   H  Q  S   F   L   Q  W  V  K  D  Q  R   Q  L   L   V  G  A   E   Q  M  M  C  A   E   P   L

  D  M  E   D  M  P   V  L   S   F   R   N  A   T   C  Q  L   S   K  T   I   I   S   V  S   V  V  T   V  L   L   V  S  

 V  V  G  V  L   V  Y   K  F   Y   F   H  L   M  L   L   A   G  C  K  K  Y   G  R   G  E   S   T   Y   D  A   F   V  

I   Y   S   S   Q  D  E   D  W  V  R   N  E   L   V  K  N  L   E   E   G  V  P   P   F   Q  L   C   L   H  Y   R   D  F

  I   P   G  V  A   I   A   A   N  I   I   Q  E   G  F   H  K  S   R   K  V  I   V  V  V  S   Q  H  F   I   Q  S   R  
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TGGTGTATCTTCGAGTATGAGATTGCCCAGACCTGGCAGTTTCTGAGCAGCCGTGCTGGCATCATCTTCATCGTCCTGCAGAAGCTGGAGAAGTCTCTCC

TGCGGCAGCAGGTGGAGCTCTATCGCCTTCTGAGCAGGAACACCTACCTGGAGTGGGAGGACAGTGTCCTGGGGCGGCATGTCTTCTGGAGAAGACTCAG

AAAAGCCTTGCTGGCTGGTAAACCCCAGAGTCCAGAAGGAACAGCAGATGCAGAAACCAACCCGCAAGAAGCGACAACCTCCACCTGAGGAGGAGAATCC

CCTGATGTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTG

TGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGG

GAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAAT

CCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAG

TGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTA

AATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGA

ACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTG

ACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATC

TGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACA

GACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCA

TAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTAT

TATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATAT

AGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACT

CCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATA

GCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAA

TAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGG

CGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCA

GGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGA

GCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCT

GTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGT

AGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAG

ACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTAC

GGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCG

CTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCA

GTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGT

GTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGC
AGGTGCCAGAACATTTCTCTATCGAA

 •  N  R   T   Y   K  L   P   I   L   E   E   I   T   T   K  

V  L   K  G  N  M  E   I   L   V  F   C   D  P   A   Y   D  S   I   L   E   R   C   M  G  C  P   S   V  V  R   I   S   R

  D  V  E   D  S   Y   P   H  R   V  A   V  I   T   D  F   D  K  Q  G  N  S   V  A   S   G  I   A   I   A   E   A   C 

 V  T   V  R   G  I   Y   A   E   I   H  V  A   S   I   I   E   G  T   K  T   R   I   A   A   G  V  H  H  K  N  D  E   

Y   L   M  T   I   K  E   T   A   V  E   V  L   E   L   D  Q  Q  S   I   N  F   T   K  M 

 W  C  I   F   E   Y   E   I   A   Q  T   W  Q  F   L   S   S   R   A   G  I   I   F   I   V  L   Q  K  L   E   K  S   L   

L   R   Q  Q  V  E   L   Y   R   L   L   S   R   N  T   Y   L   E   W  E   D  S   V  L   G  R   H  V  F   W  R   R   L   R

  K  A   L   L   A   G  K  P   Q  S   P   E   G  T   A   D  A   E   T   N  P   Q  E   A   T   T   S   T   • 
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