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C?) InvivoGen



Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
BspHI (560)
Kasl (535) Agel (552)
501 CTGAGATCACCGGTCATCATGATGGCGCGTGCCCGCCTGGCTGCGGCTCTGATCCC
= 1* M M A R AR LAAATWLI P

SandI (638)

601 AGCCACGGCCATCCTCTCCTGCCTGAGAACCGAGAGTTGGGACCCTTGCGTACAGGTTGTTCCTAACATTAGTTACCAGTGCATGGAGCTGAATCTCTAC
13 A T A 1 L S CLURTET SWDZPTCVQVVPNISYQCMETLNTLY
701 AAAATCCCCGACAACATCCCCATATCAACCAAGATGCTGGACCTGAGCTTTAACTACCTGAGACATTTAGGCAGCCATAACTTCTCCAGCTTCCCAGAAC
47 K I P D NI P I S T KMULUDTLZ ST FNYTULZ RUHLTGSHNTFSSF P E
801 TGCAAGTGCTGGATTTATCCAGATGTGAAATTAAGATTATTGAAGACGACACATTTCAGGGCCTAAACCACCTCTCCACCTTGATACTGACGGGAAACCC

8L Q VL DL SR CETIlI K1 1 EDDTT FOQGLNUHLSTLTILTGNSTEP
901 TATCCAGAGTTTAGCCTGGGGAGCCTTTTCTGGGCTATCAAGTTTACAGAAGCTGGTGGCCGTGGAGACAAACCTAGTCTCTCTAAATGACTTCCCCATT
113 1 Q S L AWGATF S GL S SLOQKTULVAVETNLVSTLNTDTFPI
1001 GGACATCTCAAAAACTTGAAAGAGCTTAATGTGGCTCACAATTTTATCCATTCCTTCAAGTTACCTGAATATTTTTCTAACCTGCCCAACCTGGAGCACT
147 G H L K N L K E L NV AUHNTF 1 HSTFIKTULUPETYTFSNTLZPNTLEH
1101 TGGATCTTTCTAACAACAAAATCCAAAATATTTATTATGAAGATGTGAAAGTTCTACATCAAATGCCCCTACTCAACCTCTCTTTAGATTTGTCCTTGAA
180 L D L S N N K I Q N I Y Y E DV K VLHQMZPTLTLNLTSTLUDTLSTLN

BspHI (1286)
Acc651  (1222) BspLUI1I (1281)
1201 CCCTTTAGACTTTATTGAACCAGGTACCTTTAAAGAAATTAAGCTCAATGGATTGACTCTGCGAAGTAATTTTAACAGTTCACATGTCATGAAAACCTGT
213 P L D F I E P G T F KE I KL NG GLTULT RS SNTFNSSUHVMEKTTC
1301 ATTCAAGGTCTGGCTGGTTTAAAAACCAACCGGCTGGTTTTGGGAGAATTTAAAAATGAAAGGAAGTTGCAAAGATTTGACAGATCTTTCCTGGAGGGAC
247 1 Q G L A G L K T NRULVLGETFI KNTET RI KTLG QQRTFIUDTR RSTFTLTEG
BspEI (1424)

1401 TGTGCAACCTGACCATTGAACAATTCCGGATAGCGTACTTGGACAAATTCTCAGGGGACGATACAGACTTATTTAATTGTTTGGCAAATGTTTCTGTGAT

280kL C N L T I E Q F R I A Y LD KT FSGDUDTWDTULT FNT CLANWVS VI
1501 TTCTCTGTTGAGTATATCTTTAGGAAGTCTACAAGCCCTTCTTAAAGATTTTAGATGGCAACACTTAGAAATTATTAACTGTGACTTTGACAAGTTTCCT
313 S L L S 1 S L G S L QAL L KDTFRWQHLTETL T NCDTFDTKTF P

Xbal (1692)
1601 GCATTGAAGCTCAGTTCTCTCAAAAAGTTTGTTTTCACAGACAACAAAGATATAAGCACTTTTACTGAGTTTCAGCTACCAAGCCTTCAGTATCTAGATC
347 A L K L S S L KKFVFTDNIKUDI STTFTTETFAOQLZPSTLQYTLTD
1701 TCAAAAGAAATCACTTGAGTTTCAAGGGTTGCTGTTCTCACACTGATTTTGGGACAACCAACCTGAAGCATTTAGATCTGAGCTTCAATGATGTCATTAC
380k L K R N HL S F KGO COCSHTUDTFGTTNLTZ KU HLUDLSTFNDWVI T
1801 CTTAGGTTCAAACTTCATGGGCTTAGAGCAACTAGAACACCTGGATTTTCAGCATTCCACTCTGAAACAGATCAATGCTTTTTCAGCATTCCTATCACTC
413 L G S NF M G L E QL EHLUDTFQHSTLI KA QI NATFSATFTLS L
Neol (1950)
1901 AGAAACCTCCGCTACCTTGATATTTCTTATACCAACATCCGCATTGTCTTCCATGGCATCTTTACTGGCTTAGTCAGTCTGCAAACCTTGAAAATGGCAG
447* R N L R Y LD I SY TNIRI VFHGI FTGLVSLOQTTLZIKHMA
2001 GCAACTCTTTTCAGAACAACTTGCTCCCTGACATCTTCACAGAACTGACTAACTTAACCGTCTTGGACCTCTCTAAGTGTCAACTGGAACAGGTAGCCCA
480*G N S F Q NN L L P D11 F TETLTNLTUVLIDLSZ KT COQLTET- QVAAQ
BspEI (2198)
2101 GACAGCATTTCACTCCCTCTCTAGCCTTCAGGTGCTGAATATGAGTCACAACAAACTCTTGTCACTGGATACATTTCTTTATGAACCACTCCACTCGCTC
513+ T A F H S L S SLQVLNMSUHNIKTLTILTSTLHDTTFTLYTETPTLTHSILL

BamHI (2201) Nsil (2297)
2201 CGGATCCTAGACTGCAGTTTCAACCGTATCATGGCCTCTAAGGAGCAAGAACTACAGAATTTGCCAAGGAGCCTCACTTGGCTAAATCTTACTCAGAATG
547* R 1 L D C S F NR I MA S K EQEULQNLUPRSLTWLNLTAQN

2301 CATTTGCTTGTGTTTGTGAACATCAGAGTTTCCTGCAGTGGGTCAAGGACCAGAGGCAGCTCTTGGTGGGAGCTGAGCAAATGATGTGTGCAGAGCCTTT
580FA F A C V C E HQ S FLQWVIKDA QR QLULVGAEIU QMMTCATEPL
Pvull (2446)
2401 AGATATGGAGGACATGCCAGTGCTTAGTTTCAGGAACGCCACTTGTCAGCTGAGCAAGACGATCATCAGTGTGTCGGTGGTCACTGTGCTCCTGGTGTCT
613 DM E DMP VL SFRNATTCQL SKTI I SV SV VTVLL VS
2501 GTGGTAGGGGTCCTAGTCTACAAGTTCTATTTCCACCTGATGCTTCTTGCTGGCTGCAAAAAGTATGGCAGGGGCGAGAGCACCTATGATGCCTTTGTCA
647 V. V. G V L VY K F Y F HLMULULAGT CIKIKYGRGESTYDATFV
XholI (2604)
2601 TCTACTCGAGCCAGGATGAAGACTGGGTGCGGAATGAACTGGTAAAGAACTTGGAGGAGGGCGTGCCCCCCTTTCAGCTCTGCCTTCACTACAGGGACTT
6801 Y S S Q D E DWVIRNZEILVIKNLTETESGVPPTFQLTCLHYRDTF
Mscl (2711)
2701 TATTCCTGGGGTGGCCATCGCCGCCAATATCATCCAGGAGGGTTTCCACAAAAGCCGTAAGGTTATTGTCGTGGTGTCCCAGCACTTCATCCAGAGCCGA
713 1 P G VA I A A N1l I QE GF HK S RIKV I VVVS QHTFIIl QSR



2801 TGGTGTATCTTCGAGTATGAGATTGCCCAGACCTGGCAGTTTCTGAGCAGCCGTGCTGGCATCATCTTCATCGTCCTGCAGAAGCTGGAGAAGTCTCTCC
747 W C | F E Y E I A Q T WQFULSSRAGI I F I VL QKL E K S L
Tth111I (2959)
2901 TGCGGCAGCAGGTGGAGCTCTATCGCCTTCTGAGCAGGAACACCTACCTGGAGTGGGAGGACAGTGTCCTGGGGCGGCATGTCTTCTGGAGAAGACTCAG
780k L R Q Q V E L YR L L S RNTY L EWETUDSUVLGRHVTFWR RRTLR
3001 AAAAGCCTTGCTGGCTGGTAAACCCCAGAGTCCAGAAGGAACAGCAGATGCAGAAACCAACCCGCAAGAAGCGACAACCTCCACCTGAGGAGGAGAATCC
813 K A L L AGKUPQSU®PESGTADAETNZPIQQEATTS T e
Mscl (3114)
Nhel (3108)
3101 CCTGATGTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTG

Hpal (3246) Mrfel (3257)
3201 TGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGG

EcoRI (3342)
3301 GAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAAT
- -

3401 CCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAG

SapI (3524) Swal (3595)
3501 TGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTA

3601 AATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGA

3701 ACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTG

+494 ¢« N R T Y K L P I L E E I T T K
3801 ACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATC
1244v L K 6 NM E I L VF CDPAYDS I LEZ RT CMGT CPSVVZRI SR
3901 TGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACA
911 D V E D S Y P HR VA V I TDFUDJZ KU QGNSVASGI ALl AEATC

Stul (4020)
4001 GACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCA
s¢4¢ V. T VR G I Y A E I HV A S I | E GTIKTR R 1 AAGVHUHTEKNTDE
Xmnl (4162)
4101 TAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTAT
244y L M T | K E T AV EVLETLUDG QQSTI NTFTIK M-
Asel (4228)
4201 TATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATAT
-t

Spel (4383)
4301 AGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACT
-

4401 CCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATA

SnaBI (4511)
4501 GCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAA

Ndel (4616)
4601 TAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGG

Sdal (4794)
4701 CGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCA

Pacl (4802) BspLUL1I (4812)
4801 GGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGA
-

4901 GCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCT

5001 GTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGT

ApaLlI (5126)
5101 AGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAG

5201 ACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTAC

5301 GGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCG

5401 CTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCA

Eagl (5562)
Pacl (5542) Swal (5551)  Notl (5561)
5501 GTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGT

5601 GTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGC
5701 AGGTGCCAGAACATTTCTCTATCGAA
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