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PRODUCT INFORMATION
Content:
• 20 µg of pNiFty-Luc provided as lyophilized DNA

 Storage and stability:
• Product is shipped at room temperature.
• Lyophilized DNA should be stored at -20°C.
• Resuspended DNA should be stored at -20°C and is stable for 1 
year.

 Quality control:
Plasmid construct has been confirmed by restriction analysis and 
sequencing been verified.

GENERAL PRODUCT USE
pNiFty, a family of reporter plasmids expressing a reporter gene
under the control of a minimal promoter inducible by different
transcription factors, either individually or in combination. pNiFty
plasmids are composed of a reporter gene, encoding secreted alkaline
phosphatase (SEAP) or Luc (luciferase), which expression is
controlled by an NF-κB-inducible ELAM- 1 composite promoter.
pNiFty is selectable in E. coli only with ampicillin. 

PLASMID FEATURES
• NF-κB5-ELAM is an engineered ELAM promoter combining five
NF-κB sites (GGGGACTTTCC) with the proximal ELAM
promoter1. In the absence of NF-κB, the promoter displays no or very
little activity. Induction by NF-κB activates the promoter resulting in
the expression of the Luc gene at levels similar to those obtained with
a strong promoter such as CMV or EF1.
• Luc: The firefly Luc gene encodes luciferase, an enzyme which
interacts with D-luciferin as a chemiluminescent substrate to produce
light emission peaking at 560 nm. This reaction can be measured and
detected simply, rapidly and with good sensitivity by means of a
luminescence-measuring instrument.
• Ori is a minimal E. coli origin of replication with the same activity
as the longer Ori.
• Amp: The ampicillin resistance gene allows amplification of the
plasmid in bacteria.
• SV40 pAn: The Simian Virus 40 late polyadenylation signal enables
efficient cleavage and polyadenylation reactions resulting in high
levels of steady-state mRNA.

1. Schindler U. & Baichwal V., 1994. Three NF-kappa B binding sites in the
human E-selectin gene required for maximal tumor necrosis factor alpha-
induced expression.Mol Cell Biol. 14(9):5820-31. 

METHODS

Plasmid resuspension
Quickly spin the tube containing the lyophilized plasmid to pellet the 
DNA. To obtain a plasmid solution at 1 μg/μl, resuspend the DNA        
in 20 μl of sterile H2O. Store resuspended plasmid at -20 °C.

Plasmid amplification and cloning
Plasmid amplification and cloning can be performed in E. coli GT116
or in other commonly used laboratory E. coli strains, such as DH5α.

Ampicillin usage
Ampicillin (not provided) can be used for E. coli at 50-100 μg/ml in 
liquid or solid media.

RELATED PRODUCTS

Product Catalog Code

pNiFty-seappNiFty-SEAP

TECHNICAL SUPPORT
InvivoGen USA (Toll‑Free): 888-457-5873 
InvivoGen USA (International): +1 (858) 457-5873
InvivoGen Europe: +33 (0) 5-62-71-69-39
InvivoGen Hong Kong: +852 3-622-34-80
E-mail: info@invivogen.com

www.invivogen.com
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GGATCTGCGATCGCTGAATTCTGGGGACTTTCCACTGGGGACTTTCCACTGGGGACTTTCCACTGGGGACTTTCCACTGGGGACTTTCCACTCCTGCAGC

AGTGGATATTCCCAGAAAACTTTTTGGATGCAGTTGGGGATTTCCTCTTTACTGGATGTGGACAATATCCTCCTATTATTCACAGGAAGCAATCCCTCCT

ATAAAAGGGCCTCAGAGGAAGTAGTGTTCAGCTGTTCTTGGCTGACTTCACATCAAAGCTCCTATACTGACCTGAGACAGAGCCATGGAGGATGCCAAGA

ATATTAAGAAAGGCCCTGCCCCATTCTACCCTCTGGAAGATGGCACTGCTGGTGAGCAACTGCACAAGGCCATGAAGAGGTATGCCCTGGTCCCTGGCAC

CATTGCCTTCACTGATGCTCACATTGAGGTGGACATCACCTATGCTGAATACTTTGAGATGTCTGTGAGGCTGGCAGAAGCCATGAAAAGATATGGACTG

AACACCAACCACAGGATTGTGGTGTGCTCTGAGAACTCTCTCCAGTTCTTCATGCCTGTGTTAGGAGCCCTGTTCATTGGAGTGGCTGTGGCCCCTGCCA

ATGACATCTACAATGAGAGAGAGCTCCTGAACAGCATGGGCATCAGCCAGCCAACTGTGGTCTTTGTGAGCAAGAAGGGCCTGCAAAAGATCCTGAATGT

GCAGAAGAAGCTGCCCATCATCCAGAAGATCATCATCATGGACAGCAAGACTGACTACCAGGGCTTCCAGAGCATGTATACCTTTGTGACCAGCCACTTA

CCCCCTGGCTTCAATGAGTATGACTTTGTGCCTGAGAGCTTTGACAGGGACAAGACCATTGCTCTGATTATGAACAGCTCTGGCTCCACTGGACTGCCCA

AAGGTGTGGCTCTGCCCCACAGAACTGCTTGTGTGAGATTCAGCCATGCCAGAGACCCCATCTTTGGCAACCAGATCATCCCTGACACTGCCATCCTGTC

TGTGGTTCCATTCCATCATGGCTTTGGCATGTTCACAACACTGGGGTACCTGATCTGTGGCTTCAGAGTGGTGCTGATGTATAGGTTTGAGGAGGAGCTG

TTTCTGAGGAGCCTACAAGACTACAAGATCCAGTCTGCCCTGCTGGTGCCCACTCTGTTCAGCTTCTTTGCCAAGAGCACCCTCATTGACAAGTATGACC

TGAGCAACCTGCATGAGATTGCCTCTGGAGGAGCACCCCTGAGCAAGGAGGTGGGTGAGGCTGTGGCAAAGAGGTTCCATCTCCCAGGAATCAGACAGGG

CTATGGCCTGACTGAGACCACCTCTGCCATCCTCATCACCCCTGAAGGAGATGACAAGCCTGGTGCTGTGGGCAAGGTGGTTCCCTTTTTTGAGGCCAAG

GTGGTGGACCTGGACACTGGCAAGACCCTGGGAGTGAACCAGAGGGGTGAGCTGTGTGTGAGGGGTCCCATGATCATGTCTGGCTATGTGAACAACCCTG

AGGCCACCAATGCCCTGATTGACAAGGATGGCTGGCTGCACTCTGGTGACATTGCCTACTGGGATGAGGATGAGCACTTTTTCATTGTGGACAGGCTGAA

GAGCCTCATCAAGTACAAAGGCTACCAAGTGGCACCTGCTGAGCTAGAGAGCATCCTGCTCCAGCACCCCAACATCTTTGATGCTGGTGTGGCTGGCCTG

CCTGATGATGATGCTGGAGAGCTGCCTGCTGCTGTTGTGGTTCTGGAGCATGGAAAGACCATGACTGAGAAGGAGATTGTGGACTATGTGGCCAGTCAGG

TGACCACTGCCAAGAAGCTGAGGGGAGGTGTGGTGTTTGTGGATGAGGTGCCAAAGGGTCTGACTGGCAAGCTGGATGCCAGAAAGATCAGAGAGATCCT

GATCAAGGCCAAGAAGGGTGGCAAAATTGCTGTGTAAACCTGAGCTAGCTCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGC

AGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAAT

AAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTA

GATCCATTTAAATGTTAATTAAAAACCCGCTTCGGCGGGTTTTTTTATGCATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTT

GCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAG

GCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTT

CTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTT

ATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGC

GGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAA

GAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGA

AGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGAGATTATCAAAAAGGATCTTCACCTAG

ATCCTTTTAAATTAAAAATGAAGTTTTAAATCAATCTAAAGTATATATGAGTAAACTTGGTCTGACAGTTACCAATGCTTAATCAGTGAGGCACCTATCT

CAGCGATCTGTCTATTTCGTTCATCCATAGTTGCCTGACTCCCCGTCGTGTAGATAACTACGATACGGGAGGGCTTACCATCTGGCCCCAGTGCTGCAAT

GATACCGCGAGACCCACGCTCACCGGCTCCAGATTTATCAGCAATAAACCAGCCAGCCGGAAGGGCCGAGCGCAGAAGTGGTCCTGCAACTTTATCCGCC

Me tGl uAspAl aLysA

sn I l eLysLysGl y P roAl aP roPheTyrP roLeuGl uAspGl yThr Al aGl yGl uGl nLeuHi sLysAl aMe tLysArgTyrAl aLeuVa l P roGl yTh

r I l eAl aPheThrAspAl aHi s I l eGl uVa l Asp I l eThr TyrAl aGl uTy rPheGl uMe tSer Va l A rgLeuAl aGl uAl aMe tLysArgTyrGl yLeu

AsnThrAsnHi sArg I l eVa l Va l CysSer Gl uAsnSer LeuGl nPhePheMe tP roVa l LeuGl yA l aLeuPhe I l eGl yVa l A l aVa l A l aP roAl aA

snAsp I l eTyrAsnGl uArgGl uLeuLeuAsnSer Me tGl y I l eSer Gl nP roThr Va l Va l PheVa l Ser LysLysGl yLeuGl nLys I l eLeuAsnVa

l Gl nLysLysLeuP ro I l e I l eGl nLys I l e I l e I l eMe tAspSer LysThrAspTyrGl nGl yPheGl nSer Me tTy rThr PheVa l Thr Ser Hi s Leu

P roP roGl yPheAsnGl uTyrAspPheVa l P roGl uSer PheAspArgAspLysThr I l eAl aLeu I l eMe tAsnSer Ser Gl ySer Thr Gl yLeuP roL

ysGl yVa l A l aLeuP roHi sArgThr Al aCysVa l A rgPheSer Hi sAl aArgAspP ro I l ePheGl yAsnGl n I l e I l eP roAspThr Al a I l eLeuSe

r Va l Va l P roPheHi sHi sGl yPheGl yMe tPheThr Thr LeuGl yTyrLeu I l eCysGl yPheArgVa l Va l LeuMe tTyrArgPheGl uGl uGl uLeu

PheLeuArgSer LeuGl nAspTyrLys I l eGl nSer Al aLeuLeuVa l P roThr LeuPheSer PhePheAl aLysSer Thr Leu I l eAspLysTyrAspL

euSerAsnLeuHi sGl u I l eAl aSer Gl yGl yA l aP roLeuSer LysGl uVa l Gl yGl uAl aVa l A l aLysArgPheHi sLeuP roGl y I l eArgGl nGl

yTyrGl yLeuThr Gl uThr Thr Ser Al a I l eLeu I l eThr P roGl uGl yAspAspLysP roGl yA l aVa l Gl yLysVa l Va l P roPhePheGl uAl aLys

Va l Va l AspLeuAspThr Gl yLysThr LeuGl yVa l AsnGl nArgGl yGl uLeuCysVa l A rgGl y P roMe t I l eMe tSer Gl yTyrVa l AsnAsnP roG

l uAl aThrAsnAl aLeu I l eAspLysAspGl yT rpLeuHi sSer Gl yAsp I l eAl aTy rT rpAspGl uAspGl uHi sPhePhe I l eVa l AspArgLeuLy

sSer Leu I l eLysTy rLysGl yTyrGl nVa l A l aP roAl aGl uLeuGl uSer I l eLeuLeuGl nHi sP roAsn I l ePheAspAl aGl yVa l A l aGl yLeu

P roAspAspAspAl aGl yGl uLeuP roAl aAl aVa l Va l Va l LeuGl uHi sGl yLysThr Me tThr Gl uLysGl u I l eVa l AspTyrVa l A l aSer Gl nV

a l Thr Thr Al aLysLysLeuArgGl yGl yVa l Va l PheVa l AspGl uVa l P roLysGl yLeuThr Gl yLysLeuAspAl aArgLys I l eArgGl u I l eLe

u I l eLysAl aLysLysGl yGl yLys I l eAl aVa l •••

 •••TrpHi sLys I l eLeuSer Al aGl y I l eGl

uAl a I l eGl nArgAsnArgGl uAspMe tThr Al aGl nSer Gl yThr Thr Ty r I l eVa l Va l I l eArgSer P roLysGl yAspP roGl yLeuAl aAl a I l e

I l eGl yA rgSer Gl yA rgGl uGl yA l aGl ySer LysAspAl a I l ePheT rpGl yA l aP roLeuAl aSer A rgLeuLeuP roGl yA l aVa l LysAspAl aG

P roGl yGl y I l eThr Thr LeuLeuLeuAsnAl aAl aThrAsnAspSer Me tThr I l eAl aAl aSer CysLeuGl uArgVa l Thr Me tGl yAspThr LeuH

i sLysGl uThr Va l P roSer Ty rGl uVa l LeuAspAsnGl nSer Ty rHi s I l eArgArgGl yLeuGl nGl uGl nGl yA l aAsp I l eArgSer LeuVa l A l

aGl yCysLeuLeuVa l LysPheThr Ser Me tMe tP roPheArgGl uGl uP roArgPheSer Gl uLeu I l eLysGl ySerAsnLeuAspLeuGl u I l eTy r

Gl yVa l A rgAl aGl yLeuGl nAspGl uAl aAspLysVa l LysVa l LeuThr Gl uP roHi sAl aPheVa l P roLeuCysPheAl aAl aPhePheP ro I l eL

euAl aVa l A rgPheHi sGl n I l eSer Me t

SgfI (6) EcoRI (15) PstI (93)

PvuII (228) NcoI (282)

SacI (620)

Acc65I (1044)

Bsu36I (1496)

BstEII (1798)

NheI (1943)

HpaI (2106)

SwaI (2205)
PacI (2214)

1

101

201

301

401

501

601

701

801

901

1001

1101

1201

1301

1401

1501

1601

1701

1801

1901

2001

2101

2201

2301

2401

2501

2601

2701

2801

2901

3001

3101

3201

1

6

39

73

106

139

173

206

239

273

306

339

373

406

439

473

506

539

287

276

243

143

109

76

43

9



TCCATCCAGTCTATTAATTGTTGCCGGGAAGCTAGAGTAAGTAGTTCGCCAGTTAATAGTTTGCGCAACGTTGTTGCCATTGCTACAGGCATCGTGGTGT

CACGCTCGTCGTTTGGTATGGCTTCATTCAGCTCCGGTTCCCAACGATCAAGGCGAGTTACATGATCCCCCATGTTGTGCAAAAAAGCGGTTAGCTCCTT

CGGTCCTCCGATCGTTGTCAGAAGTAAGTTGGCCGCAGTGTTATCACTCATGGTTATGGCAGCACTGCATAATTCTCTTACTGTCATGCCATCCGTAAGA

TGCTTTTCTGTGACTGGTGAGTACTCAACCAAGTCATTCTGAGAATAGTGTATGCGGCGACCGAGTTGCTCTTGCCCGGCGTCAATACGGGATAATACCG

CGCCACATAGCAGAACTTTAAAAGTGCTCATCATTGGAAAACGTTCTTCGGGGCGAAAACTCTCAAGGATCTTACCGCTGTTGAGATCCAGTTCGATGTA

ACCCACTCGTGCACCCAACTGATCTTCAGCATCTTTTACTTTCACCAGCGTTTCTGGGTGAGCAAAAACAGGAAGGCAAAATGCCGCAAAAAAGGGAATA

AGGGCGACACGGAAATGTTGAATACTCATACTCTTCCTTTTTCAATATTATTGAAGCATTTATCAGGGTTATTGTCTCATGAGCGGATACATATTTGAAT

GTATTTAGAAAAATAAACAAATAGGGGTTCCGCGCACATTTCCCCGAAAAGTGCCACCTGACGTCTAAGAAACCATTATTATCATGACATTAACCTATAA
AAATAGGCGTATCACGAGGCCCTTTCGTCTCGCGCGTTTCGGTGATGACGGTGAAAACCTCTGACACATGCAGCTCCCGGAGACGGTCACAGCTTGTCTG
TAAGCGGATGCCGGGAGCAGACAAGCCCGTCAGGGCGCGTCAGCGGGTGTTGGCGGGTGTCGGGGCTGGCTTAACTATGCGGCATCAGAGCAGATTGTAC

TGAGAGTGCACCATATGGATCTCGATAACAAAAAACCCCGCCCCGGCGGGGTTTTTTGTTAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGT
GTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGC
AGGTGCCAGAACATTTCTCTATCGAA

l uMe tT rpAsp I l eLeuGl nGl nArgSer Al aLeuThr LeuLeuGl uGl yThr LeuLeuLysArgLeuThr Thr Al aMe tAl aVa l P roMe tThr ThrAs

pArgGl uAspAsnP ro I l eAl aGl uAsnLeuGl uP roGl uT rpArgAspLeuArgThr Va l Hi sAspGl yMe tAsnHi sLeuPheAl aThr LeuGl uLys

P roGl yGl y I l eThr Thr LeuLeuLeuAsnAl aAl aThrAsnAspSer Me tThr I l eAl aAl aSer CysLeuGl uArgVa l Thr Me tGl yAspThr LeuH

i sLysGl uThr Va l P roSer Ty rGl uVa l LeuAspAsnGl nSer Ty rHi s I l eArgArgGl yLeuGl nGl uGl nGl yA l aAsp I l eArgSer LeuVa l A l

aGl yCysLeuLeuVa l LysPheThr Ser Me tMe tP roPheArgGl uGl uP roArgPheSer Gl uLeu I l eLysGl ySerAsnLeuAspLeuGl u I l eTy r

Gl yVa l A rgAl aGl yLeuGl nAspGl uAl aAspLysVa l LysVa l LeuThr Gl uP roHi sAl aPheVa l P roLeuCysPheAl aAl aPhePheP ro I l eL

euAl aVa l A rgPheHi sGl n I l eSer Me t

AseI (3312)

XmnI (3736)

NotI (4361)
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