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Sdal (7) Spel (14)
1 CCTGCAGGGCCCACTAGTCTGTAAGCTGGAAGTCTGGCAGTGCTGAGCTGGCCAACCCCCTCAGGACCTCCTCCTTGTGCCCACTGAATGACTCACCTTG

101 GCATAGACATAATGGTCAGGGGCGGGCACACAGCCTGATTCCCGCTGCACTCCAGGCCCCCTTCAATGCTTTCCGAGAAGTCCATTGAGCTGGGAGCTTG

201 TACTGCACCAAGGGCTGACATCCTGGCAGCCAGGGATGAAAGCAGCCCATGGGGCTACCCTTGCCGTATGCCTCACTGGCGGCAGAGAACAAGGCTCTAT

301 TCAGCAAATGCCCTGGAGTAGACACCAGAAGTCCAAGCATGGGCAGAGGAAGGCAGGCGTTGGGGGCTGGAGGGGAGCAGAGCTGTCTGTTTTCCAGAAG

401 CCCAAGGGTACAGATGGCGCCTGGGGGGGAACTGAGTGGAGGGGATAGATGGGCCTGAGATCTCAAACATCAACAGCCTCCTCCCCACCAACGATGAAGG

501 TGGAGGTTGGTTTCCCAGACCTACATATCCCCCAGAGACCTGGTGTATGAAAATTCAAAGGAGGTAAGTCTCCTGAGAGAACGGGGGGCTCACAAATGAA

601 GCCAGCTGTCTTACCCTATCAGGACCTACGTGCATTCCTTCTGTCCTGCCCCCTAAACACACAGCCAGAGGCTCAAATTGATTCTGGAGTCACAAAGGGG

701 GCTTGAAACCCCAGCCCCCCACTCCTGAACTCCAGGAATGAGAAGATAGTATTGGAGGGGTTCAGAGGAGAGGGCTCTGCACATCTGTTGAGAATGGGGG

801 TCCCAGGAGAGTGTAATTTAGGCTGATCCCGGAGGAAGGGAATAGGCTCTTCAAGATCCTAGCATCTCACAGGCCCACAGAGAAGTTCAGAGTTGGGGCA

901 GCCCTGGCTTACAGGCTCTAAGAACTGGAGGCAGTTTACCCAACCCAGCTGTGTGCATGCTGTCCCTCTCTCTGTCTCTGTCTGTCTCTCTCTGTCTCTG

1001 TCTCTCTGTGTGTGTGTGTGTGTGCTCACACACGTGTGTGTTTATCACACAAATGTTCATGTGTGTGTACATACATGTGTTGAGGCCAGAGGTCAACCTC

1101 AGACACTGTTGACTTGGTTGTATGAGATAACATTTCCCCCTGGGACCTGGGATTTGCCAATTAGTGTGACCCAGGAAGCCTACTTATTTTCATTCCTCAG

1201 CACTGCAGTTACAAGTATGCACTGTCAAACCAGGCCTTTTTTTTTTTTTTTTTCCAAACCAGGCCTTTTGTATTCGCTCTGTGGCTAGAACTTGGGTCTC

1301 CATGCTTGACAGGCAAGCGATTTATGGACTAAGCTGTTTCCTCGGCCCTCTCTTGACCCATTTACCAGAAATGGGGTTTCCTTGATCAATGGTTAAGCCA

1401 GGCTGGTGTTCCCAGGAAACCCTTGACTCTGGGTACAGTGACCTTGGTGGGGTGAGAAGAGTTCTCTCCATAGCTGGGCTGGGGCCCAGCTCCACCCCCT

1501 CAGGCTATTCAATGGGGTGCTGCCAGGAAGTCAGGGGCAGATCCAGTCCAGCCCGTCCCTCAATAAAGGCCCTGACATCCCAGGAGCCAGCAGAAGCAGG

BspHI (1605)

1601 GCATC&TGAGCGGTTCTCATCATCATCATCATCATGGTATGGCTAGCATGACTGGTGGACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGGT
=P+ \etSerGlySerHisHisHisHisHisHisGlyMetAlaSerMetThrGlyGlyGInGInMetGlyArgAspLeuTyrAspAspAspAsplLysVa
1701 ACCTAAGGATCAGCTTGGAGTTGATCCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCT
32F IProLysAspGlnLeuGlyValAspProValValLeuGInArgArgAspTrpGluAsnProGlyValThrGinLeuAsnArgLeuAlaAlaHisProPro
1801 TTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGCGCTTTGCCTGGTTTCCGGCAC
66F PheAlaSerTrpArgAsnSerGluGluAlaArgThrAspArgProSerGInGinLeuArgSerLeuAsnGlyGluTrpArgPheAlaTrpPheProAlaP
1901 CAGAAGCGGTGCCGGAAAGCTGGCTGGAGTGCGATCTTCCTGAGGCCGATACTGTCGTCGTCCCCTCAAACTGGCAGATGCACGGTTACGATGCGCCCAT

99k roGluAlaValProGluSerTrpLeuGluCysAspLeuProGluAlaAspThrValValvalProSerAsnTrpGlinMetHisGlyTyrAspAlaProl
2001 CTACACCAACGTAACCTATCCCATTACGGTCAATCCGCCGTTTGTTCCCACGGAGAATCCGACGGGTTGTTACTCGCTCACATTTAATGTTGATGAAAGC
132F eTyrThrAsnValThrTyrProl leThrvValAsnProProPheValProThrGluAsnProThrGlyCysTyrSerLeuThrPheAsnValAspGluSer
2101 TGGCTACAGGAAGGCCAGACGCGAATTATTTTTGATGGCGTTAACTCGGCGTTTCATCTGTGGTGCAACGGGCGCTGGGTCGGTTACGGCCAGGACAGTC
166F TrpLeuGInGluGlyGInThrArgl lel lePheAspGlyValAsnSerAlaPheHisLeuTrpCysAsnGlyArgTrpValGlyTyrGlyGInAspSerA
2201 GTTTGCCGTCTGAATTTGACCTGAGCGCATTTTTACGCGCCGGAGAAAACCGCCTCGCGGTGATGGTGCTGCGTTGGAGTGACGGCAGTTATCTGGAAGA
199F rgLeuProSerGluPheAspLeuSerAlaPheLeuArgAlaGlyGluAsnArglLeuAlaValMetValLeuArgTrpSerAspGlySerTyrLeuGluAs
2301 TCAGGATATGTGGCGGATGAGCGGCATTTTCCGTGACGTCTCGTTGCTGCATAAACCGACTACACAAATCAGCGATTTCCATGTTGCCACTCGCTTTAAT
232F pGInAspMetTrpArgMetSerGlyl lePheArgAspValSerLeulLeuHisLysProThrThrGInl leSerAspPheHisValAlaThrArgPheAsn
2401 GATGATTTCAGCCGCGCTGTACTGGAGGCTGAAGTTCAGATGTGCGGCGAGTTGCGTGACTACCTACGGGTAACAGTTTCTTTATGGCAGGGTGAAACGC
266F AspAspPheSerArgAlaValLeuGluAlaGluValGlnMetCysGlyGluLeuArgAspTyrLeuArgValThrValSerLeuTrpGInGlyGluThrG
2501 AGGTCGCCAGCGGCACCGCGCCTTTCGGCGGTGAAATTATCGATGAGCGTGGTGGTTATGCCGATCGCGTCACACTACGTCTGAACGTCGAAAACCCGAA
299F InValAlaSerGlyThrAlaProPheGlyGlyGlul lel leAspGluArgGlyGlyTyrAlaAspArgValThrLeuArgLeuAsnValGluAsnProLy
2601 ACTGTGGAGCGCCGAAATCCCGAATCTCTATCGTGCGGTGGTTGAACTGCACACCGCCGACGGCACGCTGATTGAAGCAGAAGCCTGCGATGTCGGTTTC
332k sLeuTrpSerAlaGlul leProAsnLeuTyrArgAlaValValGluLeuHisThrAlaAspGlyThrLeul leGluAlaGluAlaCysAspValGlyPhe
2701 CGCGAGGTGCGGATTGAAAATGGTCTGCTGCTGCTGAACGGCAAGCCGTTGCTGATTCGAGGCGTTAACCGTCACGAGCATCATCCTCTGCATGGTCAGG
366F ArgGluValArgl leGluAsnGlyLeulLeuLeulLeuAsnGlyLysProLeulLeul leArgGlyValAsnArgHisGluHisHisProLeuHisGlyGInV
2801 TCATGGATGAGCAGACGATGGTGCAGGATATCCTGCTGATGAAGCAGAACAACTTTAACGCCGTGCGCTGTTCGCATTATCCGAACCATCCGCTGTGGTA
399F alMetAspGluGInThrMetValGInAspl leLeuLeuMetLysGInAsnAsnPheAsnAlaValArgCysSerHisTyrProAsnHisProLeuTrpTy
2901 CACGCTGTGCGACCGCTACGGCCTGTATGTGGTGGATGAAGCCAATATTGAAACCCACGGCATGGTGCCAATGAATCGTCTGACCGATGATCCGCGCTGG
432F rThrLeuCysAspArgTyrGlyLeuTyrValValAspGluAlaAsnl leGluThrHisGlyMetValProMetAsnArgLeuThrAspAspProArgTrp
3001 CTACCGGCGATGAGCGAACGCGTAACGCGAATGGTGCAGCGCGATCGTAATCACCCGAGTGTGATCATCTGGTCGCTGGGGAATGAATCAGGCCACGGCG
466F LeuProAlaMetSerGluArgValThrArgMetValGlnArgAspArgAsnHisProSerVal I lel leTrpSerLeuGlyAsnGluSerGlyHisGlyA
3101 CTAATCACGACGCGCTGTATCGCTGGATCAAATCTGTCGATCCTTCCCGCCCGGTGCAGTATGAAGGCGGCGGAGCCGACACCACGGCCACCGATATTAT
499F laAsnHisAspAlaLeuTyrArgTrpl leLysSerValAspProSerArgProValGInTyrGluGlyGlyGlyAlaAspThrThrAlaThrAspl lel |
3201 TTGCCCGATGTACGCGCGCGTGGATGAAGACCAGCCCTTCCCGGCTGTGCCGAAATGGTCCATCAAAAAATGGCTTTCGCTACCTGGAGAGACGCGCCCG
532F eCysProMetTyrAlaArgValAspGluAspGInProPheProAlaValProLysTrpSerl leLysLysTrpLeuSerLeuProGlyGluThrArgPro
3301 CTGATCCTTTGCGAATACGCCCACGCGATGGGTAACAGTCTTGGCGGTTTCGCTAAATACTGGCAGGCGTTTCGTCAGTATCCCCGTTTACAGGGCGGCT
566F Leul leLeuCysGluTyrAlaHisAlaMetGlyAsnSerLeuGlyGlyPheAlaLysTyrTrpGIinAlaPheArgGInTyrProArgLeuGInGlyGlyP
3401 TCGTCTGGGACTGGGTGGATCAGTCGCTGATTAAATATGATGAAAACGGCAACCCGTGGTCGGCTTACGGCGGTGATTTTGGCGATACGCCGAACGATCG
599F heValTrpAspTrpValAspGlinSerLeul leLysTyrAspGluAsnGlyAsnProTrpSerAlaTyrGlyGlyAspPheGlyAspThrProAsnAspAr
3501 CCAGTTCTGTATGAACGGTCTGGTCTTTGCCGACCGCACGCCGCATCCAGCGCTGACGGAAGCAAAACACCAGCAGCAGTTTTTCCAGTTCCGTTTATCC
632F gGInPheCysMetAsnGlyLeuValPheAlaAspArgThrProHisProAlaLeuThrGluAlaLysHisGInGInGInPhePheGInPheArgLeuSer



3601 GGGCAAACCATCGAAGTGACCAGCGAATACCTGTTCCGTCATAGCGATAACGAGCTCCTGCACTGGATGGTGGCGCTGGATGGTAAGCCGCTGGCAAGCG
666F GlyGInThrl leGluvalThrSerGluTyrLeuPheArgHisSerAspAsnGluLeuLeuHisTrpMetValAlaLeuAspGlyLysProLeuAlaSerG
3701 GTGAAGTGCCTCTGGATGTCGCTCCACAAGGTAAACAGTTGATTGAACTGCCTGAACTACCGCAGCCGGAGAGCGCCGGGCAACTCTGGCTCACAGTACG
699F lyGluValProLeuAspValAlaProGInGlyLysGInLeul leGluLeuProGluLeuProGInProGluSerAlaGlyGlnLeuTrpLeuThrValAr
3801 CGTAGTGCAACCGAACGCGACCGCATGGTCAGAAGCCGGGCACATCAGCGCCTGGCAGCAGTGGCGTCTGGCGGAAAACCTCAGTGTGACGCTCCCCGCC
732F gValValGInProAsnAlaThrAlaTrpSerGluAlaGlyHisl leSerAlaTrpGInGInTrpArgLeuAlaGluAsnLeuSerValThrLeuProAla
3901 GCGTCCCACGCCATCCCGCATCTGACCACCAGCGAAATGGATTTTTGCATCGAGCTGGGTAATAAGCGTTGGCAATTTAACCGCCAGTCAGGCTTTCTTT
766F AlaSerHisAlal leProHisLeuThrThrSerGluMetAspPheCysl leGluLeuGlyAsnLysArgTrpGInPheAsnArgGIinSerGlyPhelLeuS
4001 CACAGATGTGGATTGGCGATAAAAAACAACTGCTGACGCCGCTGCGCGATCAGTTCACCCGTGCACCGCTGGATAACGACATTGGCGTAAGTGAAGCGAC
799F erGInMetTrpl leGlyAspLysLysGIinLeuLeuThrProLeuArgAspGInPheThrArgAlaProLeuAspAsnAspl leGlyValSerGluAlaTh
4101 CCGCATTGACCCTAACGCCTGGGTCGAACGCTGGAAGGCGGCGGGCCATTACCAGGCCGAAGCAGCGTTGTTGCAGTGCACGGCAGATACACTTGCTGAT
832F rArgl leAspProAsnAlaTrpValGluArgTrpLysAlaAlaGlyHisTyrGInAlaGluAlaAlaLeulLeuGInCysThrAlaAspThrLeuAlaAsp
4201 GCGGTGCTGATTACGACCGCTCACGCGTGGCAGCATCAGGGGAAAACCTTATTTATCAGCCGGAAAACCTACCGGATTGATGGTAGTGGTCAAATGGCGA
866k AlaValLeul leThrThrAlaHisAlaTrpGInHisGInGlyLysThrLeuPhel leSerArgLysThrTyrArgl leAspGlySerGlyGinMetAlal
4301 TTACCGTTGATGTTGAAGTGGCGAGCGATACACCGCATCCGGCGCGGATTGGCCTGAACTGCCAGCTGGCGCAGGTAGCAGAGCGGGTAAACTGGCTCGG
899k leThrValAspValGluValAlaSerAspThrProHisProAlaArgl leGlyLeuAsnCysGlnLeuAlaGInValAlaGluArgValAsnTrpLeuGl
4401 ATTAGGGCCGCAAGAAAACTATCCCGACCGCCTTACTGCCGCCTGTTTTGACCGCTGGGATCTGCCATTGTCAGACATGTATACCCCGTACGTCTTCCCG
932F yLeuGlyProGInGluAsnTyrProAspArgLeuThrAlaAlaCysPheAspArgTrpAspLeuProLeuSerAspMetTyrThrProTyrValPhePro
4501 AGCGAAAACGGTCTGCGCTGCGGGACGCGCGAATTGAATTATGGCCCACACCAGTGGCGCGGCGACTTCCAGTTCAACATCAGCCGCTACAGTCAACAGC
966F SerGluAsnGlyLeuArgCysGlyThrArgGluLeuAsnTyrGlyProHisGInTrpArgGlyAspPheGInPheAsnl leSerArgTyrSerGInGInG
4601 AACTGATGGAAACCAGCCATCGCCATCTGCTGCACGCGGAAGAAGGCACATGGCTGAATATCGACGGTTTCCATATGGGGATTGGTGGCGACGACTCCTG
999k InLeuMetGluThrSerHisArgHisLeuLeuHisAlaGluGluGlyThrTrpLeuAsnl leAspGlyPheHisMetGlyl leGlyGlyAspAspSerTr
EcoRI (4790)
4701 GAGCCCGTCAGTATCGGCGGAATTACAGCTGAGCGCCGGTCGCTACCATTACCAGTTGGTCTGGTGTCAAAAATAATAATCTAGTCGAGAATTCGCTAGC
1032k pSerProSerValSerAlaGluLeuGinLeuSerAlaGlyArgTyrHisTyrGlnLeuValTrpCysGlnLysee==
4801 TCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATT

4901 TGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGG

Pacl (5071)
5001 GGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTAGATCCATTTAAATGTTAATTAACTAGCCATGACCAAAATCCCTTAACGT
-

5101 GAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAA

5201 AACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGT

5301 TCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGT

5401 GGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCT

5501 TGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAG

5601 CGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGT

5701 CGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACA

Pacl (5811)
5801 TGTTCTTAATTAAATTTTTCAAAAGTAGTTGACAATTAATCATCGGCATAGTATATCGGCATAGTATAATACGACTCACTATAGGAGGGCCATCATGGCC
» - 1k MetAla

5901 AAGTTGACCAGTGCTGTCCCAGTGCTCACAGCCAGGGATGTGGCTGGAGCTGTTGAGTTCTGGACTGACAGGTTGGGGTTCTCCAGAGATTTTGTGGAGG
3k LysLeuThrSerAlaValProValLeuThrAlaArgAspValAlaGlyAlaValGluPheTrpThrAspArgLeuGlyPheSerArgAspPheValGIluA
6001 ATGACTTTGCAGGTGTGGTCAGAGATGATGTCACCCTGTTCATCTCAGCAGTCCAGGACCAGGTGGTGCCTGACAACACCCTGGCTTGGGTGTGGGTGAG
36F spAspPheAlaGlyValValArgAspAspValThrLeuPhel leSerAlaValGInAspGInValValProAspAsnThrLeuAlaTrpValTrpValAr
6101 AGGACTGGATGAGCTGTATGCTGAGTGGAGTGAGGTGGTCTCCACCAACTTCAGGGATGCCAGTGGCCCTGCCATGACAGAGATTGGAGAGCAGCCCTGG
69F gGlyLeuAspGluLeuTyrAlaGluTrpSerGluValvalSerThrAsnPheArgAspAlaSerGlyProAlaMetThrGlul leGlyGluGInProTrp
6201 GGGAGAGAGTTTGCCCTGAGAGACCCAGCAGGCAACTGTGTGCACTTTGTGGCAGAGGAGCAGGACTGAGGATAAGAATTGAGTTTCAGAAAAGGGGGCC
103k GlyArgGluPheAlaLeuArgAspProAlaGlyAsnCysValHisPheValAlaGluGluGInAspee==

Pacl (6327)

6301 TGAGTGGCCCCTTTTTTCAACTTAATTAA
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