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(7127 bp)

Xhol (1409)
Notl (1415)

Notl (1589)

200



Sdal (7) Spel (14)
1 CCTGCAGGGCCCACTAGTTCCATGTCCTTATATGGACTCATCTTTGCCTATTGCGACACACACTCAATGAACACCTACTACGCGCTGCAAAGAGCCCCGC

101 AGGCCTGAGGTGCCCCCACCTCACCACTCTTCCTATTTTTGTGTAAAAATCCAGCTTCTTGTCACCACCTCCAAGGAGGGGGAGGAGGAGGAAGGCAGGT

201 TCCTCTAGGCTGAGCCGAATGCCCCTCTGTGGTCCCACGCCACTGATCGCTGCATGCCCACCACCTGGGTACACACAGTCTGTGATTCCCGGAGCAGAAC

301 GGACCCTGCCCACCCGGTCTTGTGTGCTACTCAGTGGACAGACCCAAGGCAAGAAAGGGTGACAAGGACAGGGTCTTCCCAGGCTGGCTTTGAGTTCCTA

401 GCACCGCCCCGCCCCCAATCCTCTGTGGCACATGGAGTCTTGGTCCCCAGAGTCCCCCAGCGGCCTCCAGATGGTCTGGGAGGGCAGTTCAGCTGTGGCT

501 GCGCATAGCAGACATACAACGGACGGTGGGCCCAGACCCAGGCTGTGTAGACCCAGCCCCCCCGCCCCGCAGTGCCTAGGTCACCCACTAACGCCCCAGG

601 CCTGGTCTTGGCTGGGCGTGACTGTTACCCTCAAAAGCAGGCAGCTCCAGGGTAAAAGGTGCCCTGCCCTGTAGAGCCCACCTTCCTTCCCAGGGCTGCG

701 GCTGGGTAGGTTTGTAGCCTTCATCACGGGCCACCTCCAGCCACTGGACCGCTGGCCCCTGCCCTGTCCTGGGGAGTGTGGTCCTGCGACTTCTAAGTGG

801 CCGCAAGCCACCTGACTCCCCCAACACCACACTCTACCTCTCAAGCCCAGGTCTCTCCCTAGTGACCCACCCAGCACATTTAGCTAGCTGAGCCCCACAG

901 CCAGAGGTCCTCAGGCCCTGCTTTCAGGGCAGTTGCTCTGAAGTCGGCAAGGGGGAGTGACTGCCTGGCCACTCCATGCCCTCCAAGAGCTCCTTCTGCA

1001 GGAGCGTACAGAACCCAGGGCCCTGGCACCCGTGCAGACCCTGGCCCACCCCACCTGGGCGCTCAGTGCCCAAGAGATGTCCACACCTAGGATGTCCCGC

1101 GGTGGGTGGGGGGCCCGAGAGACGGGCAGGCCGGGGGCAGGCCTGGCCATGCGGGGCCGAACCGGGCACTGCCCAGCGTGGGGCGCGGGGGCCACGGLCGL

1201 GCGCCCCCAGCCCCCGGGCCCAGCACCCCAAGGCGGCCAACGCCAAAACTCTCCCTCCTCCTCTTCCTCAATCTCGCTCTCGCTCTTTTTTTTTTTCGCA

1301 AAAGGAGGGGAGAGGGGGTAAAAAAATGCTGCACTGTGCGGCGAAGCCGGTGAGTGAGCGGCGCGGGGCCAATCAGCGTGCGCCGTTCCGAAAGTTGCCT

Notl (1415)
Xhol (1409)
1401 TTTATGGCTCGAGCGGCCGCGGCGGCGCCCTATAAAACCCAGCGGCGCGACGCGCCACCACCGCCGAGACCGCGTCCGCCCCGCGAGCACAGAGCCTCGE

Notl (1589)
1501 CTTTGCCGATCCGCCGCCCGTCCACACCCGCCGCCAGgtaagcccggccageccgaccggggcaggcggctcacggecccggeccgecaggcggeccgecggccce

1601 ttcgcccgtgcagagcecgecgtectgggecgcageggggggcecgecatggggggggaaccggaccgecgtggggggcgcgggagaageccctgggecteccgga

1701 gatgggggacaccccacgccagttcggaggcgcgaggccgegcectcgggaggecgegetecgggggtgecgetetecggggecgggggcaaccggeggggtett

1801 tgtctgagccgggctcttgccaatggggatcgcagggtgggecgecggecggageccccgecaggeccggtgggggetggggegecattgegegtgegegetg

1901 gtcctttgggcgctaactgecgtgecgecgetgggaattggegectaattgegegtgegegetgggactcaaggecgectaactgegegtgegttetggggeccgg

2001 ggtgccgcggectgggetggggcgaaggcgggcectcggecggaaggggtggggtcgecgeggetececcgggegettgegegeacttectgeccgagecgetg

2101 gccgceccgagggtgtggecgetgegtgegegegegecgacccggegetgtttgaaccgggcggaggecggggetggegeccggttgggagggggttgggge

2201 ctggcttcctgeccgegegecgeggggacgectcecgaccagtgtttgecttttatggtaataacgecggecggeccggettectttgteccccaatetgggceg

2301 cgcgccggegecccctggecggectaaggactcggecgegecggaagtggeccagggcgggggcecgacctecggetcacagecgegeccggcetattctecgecagCTC

Ncol (2403

2401 ACCATéGGGGéTTCTCATCATCATCATCATCATGGTATGGCTAGCATGACTGGTGGACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGGTAC
=\etGlyGlySerHisHisHisHisHisHisGlyMetAlaSerMetThrGlyGlyGInGInMetGlyArgAspLeuTyrAspAspAspAsplLysValP

2501 CTAAGGATCAGCTTGGAGTTGATCCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTT
33k roLysAspGinLeuGlyValAspProValValLeuGInArgArgAspTrpGluAsnProGlyValThrGinLeuAsnArgLeuAlaAlaHisProProPh
2601 CGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGCGCTTTGCCTGGTTTCCGGCACCA
66F eAlaSerTrpArgAsnSerGluGluAlaArgThrAspArgProSerGinGinLeuArgSerLeuAsnGlyGluTrpArgPheAlaTrpPheProAlaPro
2701 GAAGCGGTGCCGGAAAGCTGGCTGGAGTGCGATCTTCCTGAGGCCGATACTGTCGTCGTCCCCTCAAACTGGCAGATGCACGGTTACGATGCGCCCATCT
100F GluAlaValProGluSerTrpLeuGluCysAspLeuProGluAlaAspThrValValvalProSerAsnTrpGinMetHisGlyTyrAspAlaProl leT
2801 ACACCAACGTAACCTATCCCATTACGGTCAATCCGCCGTTTGTTCCCACGGAGAATCCGACGGGTTGTTACTCGCTCACATTTAATGTTGATGAAAGCTG
133F yrThrAsnValThrTyrProl leThrValAsnProProPheValProThrGluAsnProThrGlyCysTyrSerLeuThrPheAsnValAspGluSerTr
2901 GCTACAGGAAGGCCAGACGCGAATTATTTTTGATGGCGTTAACTCGGCGTTTCATCTGTGGTGCAACGGGCGCTGGGTCGGTTACGGCCAGGACAGTCGT
166F pLeuGInGIuGlyGInThrArgl lel lePheAspGlyValAsnSerAlaPheHisLeuTrpCysAsnGlyArgTrpValGlyTyrGlyGlnAspSerArg
3001 TTGCCGTCTGAATTTGACCTGAGCGCATTTTTACGCGCCGGAGAAAACCGCCTCGCGGTGATGGTGCTGCGTTGGAGTGACGGCAGTTATCTGGAAGATC
200F LeuProSerGluPheAspLeuSerAlaPheLeuArgAlaGlyGluAsnArgLeuAlaValMetValLeuArgTrpSerAspGlySerTyrLeuGluAspG
3101 AGGATATGTGGCGGATGAGCGGCATTTTCCGTGACGTCTCGTTGCTGCATAAACCGACTACACAAATCAGCGATTTCCATGTTGCCACTCGCTTTAATGA
233F InAspMetTrpArgMetSerGlyl lePheArgAspValSerLeuLeuHisLysProThrThrGinl leSerAspPheHisValAlaThrArgPheAsnAs
3201 TGATTTCAGCCGCGCTGTACTGGAGGCTGAAGTTCAGATGTGCGGCGAGTTGCGTGACTACCTACGGGTAACAGTTTCTTTATGGCAGGGTGAAACGCAG
266F pAspPheSerArgAlaValLeuGluAlaGluValGInMetCysGlyGluLeuArgAspTyrLeuArgValThrValSerLeuTrpGInGlyGluThrGlin
3301 GTCGCCAGCGGCACCGCGCCTTTCGGCGGTGAAATTATCGATGAGCGTGGTGGTTATGCCGATCGCGTCACACTACGTCTGAACGTCGAAAACCCGAAAC
300F ValAlaSerGlyThrAlaProPheGlyGlyGlul lel leAspGluArgGlyGlyTyrAlaAspArgValThrLeuArgLeuAsnValGluAsnProlLysL
3401 TGTGGAGCGCCGAAATCCCGAATCTCTATCGTGCGGTGGTTGAACTGCACACCGCCGACGGCACGCTGATTGAAGCAGAAGCCTGCGATGTCGGTTTCCG
333k euTrpSerAlaGlul leProAsnLeuTyrArgAlaValValGluLeuHisThrAlaAspGlyThrLeul leGluAlaGluAlaCysAspValGlyPheAr
3501 CGAGGTGCGGATTGAAAATGGTCTGCTGCTGCTGAACGGCAAGCCGTTGCTGATTCGAGGCGTTAACCGTCACGAGCATCATCCTCTGCATGGTCAGGTC
366F gGluValArgl leGluAsnGlyLeuLeulLeulLeuAsnGlyLysProLeulLeul leArgGlyValAsnArgHisGluHisHisProLeuHisGlyGInVal



3601 ATGGATGAGCAGACGATGGTGCAGGATATCCTGCTGATGAAGCAGAACAACTTTAACGCCGTGCGCTGTTCGCATTATCCGAACCATCCGCTGTGGTACA
400FMetAspGluGInThrMetValGInAspl leLeuLeuMetLysGInAsnAsnPheAsnAlaValArgCysSerHisTyrProAsnHisProLeuTrpTyrT
3701 CGCTGTGCGACCGCTACGGCCTGTATGTGGTGGATGAAGCCAATATTGAAACCCACGGCATGGTGCCAATGAATCGTCTGACCGATGATCCGCGCTGGCT
433F hrLeuCysAspArgTyrGlyLeuTyrValValAspGluAlaAsnl leGluThrHisGlyMetValProMetAsnArgLeuThrAspAspProArgTrpLe
3801 ACCGGCGATGAGCGAACGCGTAACGCGAATGGTGCAGCGCGATCGTAATCACCCGAGTGTGATCATCTGGTCGCTGGGGAATGAATCAGGCCACGGCGCT
466F uProAlaMetSerGluArgValThrArgMetValGlnArgAspArgAsnHisProSerVal | lel leTrpSerLeuGlyAsnGluSerGlyHisGlyAla
3901 AATCACGACGCGCTGTATCGCTGGATCAAATCTGTCGATCCTTCCCGCCCGGTGCAGTATGAAGGCGGCGGAGCCGACACCACGGCCACCGATATTATTT
500F AsnHisAspAlaLeuTyrArgTrpl leLysSerValAspProSerArgProValGInTyrGluGlyGlyGlyAlaAspThrThrAlaThrAspl lel leC
4001 GCCCGATGTACGCGCGCGTGGATGAAGACCAGCCCTTCCCGGCTGTGCCGAAATGGTCCATCAAAAAATGGCTTTCGCTACCTGGAGAGACGCGCCCGCT
533F ysProMetTyrAlaArgValAspGluAspGInProPheProAlaValProLysTrpSerl leLysLysTrpLeuSerLeuProGlyGluThrArgProlLe
4101 GATCCTTTGCGAATACGCCCACGCGATGGGTAACAGTCTTGGCGGTTTCGCTAAATACTGGCAGGCGTTTCGTCAGTATCCCCGTTTACAGGGCGGCTTC
566F ul leLeuCysGluTyrAlaHisAlaMetGlyAsnSerLeuGlyGlyPheAlaLysTyrTrpGIinAlaPheArgGInTyrProArgLeuGInGlyGlyPhe
4201 GTCTGGGACTGGGTGGATCAGTCGCTGATTAAATATGATGAAAACGGCAACCCGTGGTCGGCTTACGGCGGTGATTTTGGCGATACGCCGAACGATCGCC
600F ValTrpAspTrpValAspGinSerLeul leLysTyrAspGluAsnGlyAsnProTrpSerAlaTyrGlyGlyAspPheGlyAspThrProAsnAspArgG
4301 AGTTCTGTATGAACGGTCTGGTCTTTGCCGACCGCACGCCGCATCCAGCGCTGACGGAAGCAAAACACCAGCAGCAGTTTTTCCAGTTCCGTTTATCCGG
633F InPheCysMetAsnGlyLeuValPheAlaAspArgThrProHisProAlaLeuThrGluAlaLysHisGInGInGInPhePheGInPheArgLeuSerGl
4401 GCAAACCATCGAAGTGACCAGCGAATACCTGTTCCGTCATAGCGATAACGAGCTCCTGCACTGGATGGTGGCGCTGGATGGTAAGCCGCTGGCAAGCGGT
666F yGInThrl leGluValThrSerGluTyrLeuPheArgHisSerAspAsnGluLeulLeuHisTrpMetValAlaLeuAspGlyLysProLeuAlaSerGly
4501 GAAGTGCCTCTGGATGTCGCTCCACAAGGTAAACAGTTGATTGAACTGCCTGAACTACCGCAGCCGGAGAGCGCCGGGCAACTCTGGCTCACAGTACGCG
700F GluValProLeuAspValAlaProGInGlyLysGlnLeul leGluLeuProGluLeuProGInProGluSerAlaGlyGlnLeuTrpLeuThrValArgV
4601 TAGTGCAACCGAACGCGACCGCATGGTCAGAAGCCGGGCACATCAGCGCCTGGCAGCAGTGGCGTCTGGCGGAAAACCTCAGTGTGACGCTCCCCGCCGC
733F alValGInProAsnAlaThrAlaTrpSerGluAlaGlyHisl leSerAlaTrpGInGInTrpArgLeuAlaGluAsnLeuSerValThrLeuProAlaAl
4701 GTCCCACGCCATCCCGCATCTGACCACCAGCGAAATGGATTTTTGCATCGAGCTGGGTAATAAGCGTTGGCAATTTAACCGCCAGTCAGGCTTTCTTTCA
766F aSerHisAlal leProHisLeuThrThrSerGluMetAspPheCysl leGluLeuGlyAsnLysArgTrpGInPheAsnArgGinSerGlyPhelLeuSer
4801 CAGATGTGGATTGGCGATAAAAAACAACTGCTGACGCCGCTGCGCGATCAGTTCACCCGTGCACCGCTGGATAACGACATTGGCGTAAGTGAAGCGACCC
800F GInMetTrpl leGlyAspLysLysGInLeuLeuThrProLeuArgAspGIinPheThrArgAlaProLeuAspAsnAspl leGlyValSerGluAlaThrA
4901 GCATTGACCCTAACGCCTGGGTCGAACGCTGGAAGGCGGCGGGCCATTACCAGGCCGAAGCAGCGTTGTTGCAGTGCACGGCAGATACACTTGCTGATGC
833k rgl leAspProAsnAlaTrpValGluArgTrpLysAlaAlaGlyHisTyrGlnAlaGluAlaAlaLeuLeuGInCysThrAlaAspThrLeuAlaAspAl
5001 GGTGCTGATTACGACCGCTCACGCGTGGCAGCATCAGGGGAAAACCTTATTTATCAGCCGGAAAACCTACCGGATTGATGGTAGTGGTCAAATGGCGATT
866F aValLeul leThrThrAlaHisAlaTrpGlnHisGInGlyLysThrLeuPhel leSerArgLysThrTyrArgl leAspGlySerGlyGlnMetAlal le
5101 ACCGTTGATGTTGAAGTGGCGAGCGATACACCGCATCCGGCGCGGATTGGCCTGAACTGCCAGCTGGCGCAGGTAGCAGAGCGGGTAAACTGGCTCGGAT
900F ThrvalAspValGluValAlaSerAspThrProHisProAlaArgl leGlyLeuAsnCysGlnLeuAlaGInValAlaGluArgValAsnTrpLeuGlyL
5201 TAGGGCCGCAAGAAAACTATCCCGACCGCCTTACTGCCGCCTGTTTTGACCGCTGGGATCTGCCATTGTCAGACATGTATACCCCGTACGTCTTCCCGAG
933F euGlyProGInGluAsnTyrProAspArgLeuThrAlaAlaCysPheAspArgTrpAspLeuProLeuSerAspMetTyrThrProTyrValPheProSe
5301 CGAAAACGGTCTGCGCTGCGGGACGCGCGAATTGAATTATGGCCCACACCAGTGGCGCGGCGACTTCCAGTTCAACATCAGCCGCTACAGTCAACAGCAA
966F rGIuAsnGlyLeuArgCysGlyThrArgGluLeuAsnTyrGlyProHisGInTrpArgGlyAspPheGInPheAsnl leSerArgTyrSerGInGInGln
5401 CTGATGGAAACCAGCCATCGCCATCTGCTGCACGCGGAAGAAGGCACATGGCTGAATATCGACGGTTTCCATATGGGGATTGGTGGCGACGACTCCTGGA
1000F LeuMetGluThrSerHisArgHisLeuLeuHisAlaGluGluGlyThrTrpLeuAsnl leAspGlyPheHisMetGlyl leGlyGlyAspAspSerTrp$S
EcoRI (5588)

5501 GCCCGTCAGTATCGGCGGAATTACAGCTGAGCGCCGGTCGCTACCATTACCAGTTGGTCTGGTGTCAAAAATAATAATCTAGTCGAGAATTCGCTAGCTC
1033k erProSerValSerAlaGluLeuGIinLeuSerAlaGlyArgTyrHisTyrGinLeuValTrpCysGinLysee«=

5601 GACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTG

5701 TGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGG

Pacl (5869)
Swal (5859)
5801 GAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTAGATCCATTTAAATGTTAATTAACTAGCCATGACCAAAATCCCTTAACGTGA

.

5901 GTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAA

6001 CCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTTC

6101 TTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGG

6201 CGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTG

6301 GAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCG

6401 GCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCG

6501 ATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATG

Pacl (6609)
6601 TTCTTAATTAAATTTTTCAAAAGTAGTTGACAATTAATCATCGGCATAGTATATCGGCATAGTATAATACGACTCACTATAGGAGGGCCATCATGGCCAA
e - 1k MetAlalLy

6701 GTTGACCAGTGCTGTCCCAGTGCTCACAGCCAGGGATGTGGCTGGAGCTGTTGAGTTCTGGACTGACAGGTTGGGGTTCTCCAGAGATTTTGTGGAGGAT
3ksLeuThrSerAlaValProValLeuThrAlaArgAspValAlaGlyAlaValGluPheTrpThrAspArgLeuGlyPheSerArgAspPheValGluAsp
6801 GACTTTGCAGGTGTGGTCAGAGATGATGTCACCCTGTTCATCTCAGCAGTCCAGGACCAGGTGGTGCCTGACAACACCCTGGCTTGGGTGTGGGTGAGAG
37k AspPheAlaGlyValValArgAspAspValThrLeuPhel leSerAlaValGlnAspGInValValProAspAsnThrLeuAlaTrpValTrpValArgG
6901 GACTGGATGAGCTGTATGCTGAGTGGAGTGAGGTGGTCTCCACCAACTTCAGGGATGCCAGTGGCCCTGCCATGACAGAGATTGGAGAGCAGCCCTGGGG
70F lyLeuAspGluLeuTyrAlaGluTrpSerGluValValSerThrAsnPheArgAspAlaSerGlyProAlaMetThrGlul 1eGlyGluGInProTrpGl
7001 GAGAGAGTTTGCCCTGAGAGACCCAGCAGGCAACTGTGTGCACTTTGTGGCAGAGGAGCAGGACTGAGGATAAGAATTGAGTTTCAGAAAAGGGGGCCTG
103k yArgGluPheAlaLeuArgAspProAlaGlyAsnCysValHisPheValAlaGluGluGInAspee==
Pacl (7125
7101 AGTGGCCCCTTTTTTCAACTTAATTAA
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