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EcoRI (23)
EcoRV (17)
Notl (2) Sall (9) Xbal (19) Sdal (38) Spel (45)
GCGGCCGCGTCGACGATATCTAGAATTCGGATCCTGCAGGGCCCACTAGTAGCTCTGAGCTCCTCCTCTGCTCG

CCCAATCCTTCCAACCCCCTATGGTGGTATGGCTGACACAGAAAATGTCTGCTCCTGTATGGGACATTTGCCCC

TCTTCTCCAAATATAAGACAGGATGAGGCCTAGCTTTTGCTGCTCCAAAGTTTTAAAAGAACACATTGCACGGC

ATTTAGGGACTCTAAAGGGTGGAGGAGGAATGAGGGAATTGCATCATGCCAAGGCTGGTCCTCATCCATCACTG

CTTCCAGGGCCCAGAGTGGCTTCCAGGAAGTATTCTTACAAAGGAAGCCCGATCTGTAGCTAACACTCAGAGCC

CATTTTCCTGCGTTAACCCCTCCCGACCTCATATACAGGAGTAACATGATCAGTGACCTGGGGGAGCTGGCCAA

ACTGCGGGACCTGCCCAAGCTGAGGGCCTTGGTGCTGCTGGACAACCCCTGTGCCGATGAGACTGACTACCGCC

Scal (566)
AGGAGGCCCTGGTGCAGATGGCACACCTAGAGCGCCTAGACAAAGAGTACTATGAGGACGAGGACCGGGCAGAA

GCTGAGGAGATCCGACAGAGGCTGAAGGAGGAACAGGAGCAAGAACTCGACCCGGACCAAGACATGGAACCGTA

Sdal (700)
CCTCCCGCCAACTTAGTGGCTCCTCTAGCCTGCAGGGACAGTAAAGGTGATGGCAGGAAGGCAGCCCCCGGAGG

tCAAAGGCTGGGCACGCGGGAGGAGAGGCCAGAGTCAGAGGCTGCGGGTATCTCAGATATGAAGGAAAGATGAG

AGAGGCTCAGGAAGAGGTAAGAAAAGACACAAGAGACCAGAGAAGGGAGAAGAATTAGAGAGGGAGGCAGAGGA

CCGCTGTCTCTACAGACATAGCTGGTAGAGACTGGGAGGAAGGGATGAACCCTGAGCGCATGAAGGGAAGGAGG

TGGCTGGTGGTATATGGAGGATGTAGCTGGGCCAGGGAAAAGATCCTGCACTaaaaATCTGAAGCTaaaaatAA

CAGGACACGGGGTGGAGAGGCGAAAGGAGGGCAGAGTGAgGCAGAGAGACTGAGagGCCTGGGGATGTGGGCAT

TCCGGTAGGGCACACAGTTCACTTGTCTTCTCTTTTTCCAGGAGGCCAAAGATGCTGACGTCAAGAACTCATAA

TACCCCAGTGGGGACCACCGCATTCATAGCCCTGTTACAAGAAGTGGGAGATGTTCCTTTTTGTCCCAGACTGG

AAATCCGTTACATCCCGAGGCTCAGGTTCTGTGGTGGTCATCTCTGTGTGGCTTGTTCTGTGGGCCTACCTAAA

GTCCTAAGCACAGCTCTCAAGCAGATCCGAGGCGACTAAGATGCTAGTAGGGGTTGTCTGGAGAGAAGAGCCGA

GGAGGTGGGCTGTGATGGATCAGTTCAGCTTTCAAATAAAAAGGCGTTTTTATATTCTGTGTCGAGTTCGTGAA

CCCCTGTGGTGGGCTTCTCCATCTGTCTGGGTTAGTACCTGCCACTATACTGGAATAAGGGGACGCCTGCTTCC

Xhol (1555)
CTCGAGTTGGCTGGACAAGGTTATGAGCATCCGTGTACTTATGGGGTTGCCAGCTTGGTCCTGGATCGCCCGGG

CCCTTCCCCCACCCGTTCGGTTCCCCACCACCACCCGCGCTCGTACGTGCGTCTCCGCCTGCAGCTCTTGACTC

ATCGGGGCCCCCGGGTCACATGCGCTCGCTCGGCTCTATAGGCGCCGCCCCCTGCCCACCCCCCGCCCGCGLTG

HindIIT (1816)
GGAGCCGCAGCCGCCGCCACTCCTGCTCTCTCTGCGCCGAAGCTTCGAGG




Ncol (2101)
2073 CAAGCCACCATGGTTCTGGGGCCCTGCATGCTGCTGCTGCTGCTGCTGCTGGG
> 1#MetVal LeuGlyProCysMetLeulLeulLeulLeulLeulLeuleuGl
2147 CCTGAGGCTACAGCTCTCCCTGGGCATCATCCCAGTTGAGGAGGAGAACCCGGACTTCTGGAACCGCGAGGCAG
15F yLeuArgLeuGlnLeuSerLeuGlyllelleProValGluGluGluAsnProAspPheTrpAsnArgGluAl aA
2221 CCGAGGCCCTGGGTGCCGCCAAGAAGCTGCAGCCTGCACAGACAGCCGCCAAGAACCTCATCATCTTCCTGGGC
40QF | aGluAl aLeuGl yAl aAlaLysLysLeuGlnProAl aGlnThrAlaAlaLysAsnLeul l el | ePhelLeuGly
2295 GATGGGATGGGGGTGTCTACGGTGACAGCTGCCAGGATCCTAAAAGGGCAGAAGAAGGACAAACTGGGGCCTGA
65k AspGl yMe tGl yVal Ser Thr Val Thr Al aAl aArgl l eLeuLysGlyGlnLysLysAspLysLeuGl yProGl
Ndel (2396)
2369 GATACCCCTGGCTATGGACCGCTTCCCATATGTGGCTCTGTCCAAGACATACAATGTAGACAAACATGTGCCAG
89k ul leProLeuAl aMetAspArgPheProTyrValAlalLeuSerLysThr TyrAsnValAspLysHisVal ProA
2443 ACAGTGGAGCCACAGCCACGGCCTACCTGTGCGGGGTCAAGGGCAACTTCCAGACCATTGGCTTGAGTGCAGCC
114k spSer GlyAlaThrAlaThrAlaTyrLeuCysGlyVal LysGl yAsnPheGInThr | 1 eGlyLeuSerAl aAla
2517 GCCCGCTTTAACCAGTGCAACACGACACGCGGCAACGAGGTCATCTCCGTGATGAATCGGGCCAAGAAAGCAGG
139k Al aArgPheAsnGlnCysAsnThr Thr ArgGl yAsnGluVal | | eSer ValMe tAsnArgAl aLysLysAl aGl
2591 GAAGTCAGTGGGAGTGGTAACCACCACACGAGTGCAGCACGCCTCGCCAGCCGGCACCTACGCCCACACGGTGA
163k yLysSerVal GlyVal Val Thr Thr Thr ArgVal Gl nHisAl aSer ProAl aGl yThr TyrAl aHisThrValA
2665 ACCGCAACTGGTACTCGGACGCCGACGTGCCTGCCTCGGCCCGCCAGGAGGGGTGCCAGGACATCGCTACGCAG
188F snArgAsnTrpTyrSerAspAl aAspVal ProAl aSer Al aArgGl nGl uGl yCysGlnAspl leAlaThrGln
2739 CTCATCTCCAACATGGACATTGATGTGATCCTGGGTGGAGGCCGAAAGTACATGTTTCGCATGGGAACCCCAGA
213FLeul leSerAsnMetAspl I eAspVal | leLeuGlyGlyGlyArgLysTyrMetPheArgMetGlyThr ProAs
2813 CCCTGAGTACCCAGATGACTACAGCCAAGGTGGGACCAGGCTGGACGGGAAGAATCTGGTGCAGGAATGGCTGG
237F pProGluTyrProAspAspTyrSer GInGlyGl yThrArgLeuAspGlyLysAsnLeuVal GInGluTrpLeuA
2887 CGAAGCGCCAGGGTGCCCGGTATGTGTGGAACCGCACTGAGCTCATGCAGGCTTCCCTGGACCCGTCTGTGACC
262F 1 aLysArgGlInGlyAlaArgTyrVal TrpAsnArgThr Gl uLeuMe tGl nAl aSer LeuAspProSer Val Thr
2961 CATCTCATGGGTCTCTTTGAGCCTGGAGACATGAAATACGAGATCCACCGAGACTCCACACTGGACCCCTCCCT
287FHisLeuMetGlyLeuPheGluProGlyAspMetLysTyrGlul |l eHi sArgAspSer Thr LeuAspProSerLe
SacIl (3083)
3035 GATGGAGATGACAGAGGCTGCCCTGCGCCTGCTGAGCAGGAACCCCCGCGGCTTCTTCCTCTTCGTGGAGGGTG
311k uMetGluMetThr Gl uAl aAl aLeuArgLeuLeuSer ArgAsnProArgGl yPhePheLeuPheVal Gl uGl yG
3109 GTCGCATCGACCACGGTCATCACGAAAGCAGGGCTTACCGGGCACTGACTGAGACGATCATGTTCGACGACGCC
336F IyArgl | eAspHisGlyHisHisGluSerArgAl aTyrArgAl aLeuThr GluThr | | eMetPheAspAspAl a
3183 ATTGAGAGGGCGGGCCAGCTCACCAGCGAGGAGGACACGCTGAGCCTCGTCACTGCCGACCACTCCCACGTCTT
361F 1 1 eGluArgAl aGl yGlnLeuThr Ser Gl uGl uAspThr LeuSer LeuVal Thr Al aAspHi sSer Hi sVal Ph
3257 CTCCTTCGGAGGCTACCCCCTGCGAGGGAGCTCCATCTTCGGGCTGGCCCCTGGCAAGGCCCGGGACAGGAAGG
385k eSerPheGlyGlyTyrProLeuArgGlySer Ser | 1 ePheGlyLeuAl aProGlyLysAl aArgAspArgLysA
3331 CCTACACGGTCCTCCTATACGGAAACGGTCCAGGCTATGTGCTCAAGGACGGCGCCCGGCCGGATGTTACCGAG
41QF |aTyrThrVal LeuLeuTyrGlyAsnGlyProGlyTyrValLeuLysAspGlyAlaArgProAspVal ThrGlu
3405 AGCGAGAGCGGGAGCCCCGAGTATCGGCAGCAGTCAGCAGTGCCCCTGGACGAAGAGACCCACGCAGGCGAGGA
435k Ser Gl uSer Gl ySerProGluTyrArgGlnGlnSerAlaVal ProLeuAspGl uGl uThr Hi sAl aGl yGl uAs
3479 CGTGGCGGTGTTCGCGCGCGGCCCGCAGGCGCACCTGGTTCACGGCGTGCAGGAGCAGACCTTCATAGCGCACG
459k pValAlaVal PheAl aArgGlyProGl nAl aHisLeuVal Hi sGlyVal GI nGl uGI nThrPhel | eAl aHisV
3553 TCATGGCCTTCGCCGCCTGCCTGGAGCCCTACACCGCCTGCGACCTGGCGCCCCCCGCCGGCACCACCGACGCC
484k alMetAl aPheAl aAl aCysLeuGluProTyrThr AlaCysAspLeuAl aProProAl aGlyThr ThrAspAl a
Nhel (3667)

3627 GCGCACCCGGGGCGGTCCCGGTCCAAGCGTCTGGATTGAAGCTAGCTGGCCAGACATGATAAGATACATTGATG
509F Al aHisProGlyArgSerArgSer LysArglLeuAspeee
3701 AGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTA

Mfel (3816)
3775 TTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGG

3849 GGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTAATTCTAAAATACAGCA
3923 TAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCA
3997 GGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTT
4071 CCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAA
4145 ATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCA
4219 AGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAG
4293 CAAGAAAGCGAGCTTCTAGCTTATCCTCAGTCCTGCTCCTCTGCCACAAAGTGCACGCAGTTGCCGGCCGGGTC
1254 eeeAspGInGluGluAl aVal PheHisVal CysAsnGl yAl aProAsp

4367 GCGCAGGGCGAACTCCCGCCCCCACGGCTGCTCGCCGATCTCGGTCATGGCCGGCCCGGAGGCGTCCCGGAAGT
1094 AraLeuAl aPheGl uAraGl vTroProGInGluGl vl | eGluThr MetAl aProGl vSer Al aAspAraPheAs




4441

TCGTGGACACGACCTCCGACCACTCGGCGTACAGCTCGTCCAGGCCGCGCACCCACACCCAGGCCAGGGTGTTG

844 nThrSerValVal GluSer TrpGluAl aTyrLeuGl uAspLeuGlyArgVal TrpVal TrpAlaLeuThrAsnA

4515

SgrAl (4574)
TCCGGCACCACCTGGTCCTGGACCGCGCTGATGAACAGGGTCACGTCGTCCCGGACCACACCGGCGAAGTCGTC

594spProVal Val GI nAspGlnValAlaSer |l ePheLeuThr ValAspAspArgVal Val Gl yAl aPheAspAsp

4589

CTCCACGAAGTCCCGGGAGAACCCGAGCCGGTCGGTCCAGAACTCGACCGCTCCGGCGACGTCGCGCGCGGTGA

354 GluVal PheAspArgSer PheGl yLeuArgAspThr TrpPheGl uValAl aGl yAl aValAspArgAl aThrLe

4663

104 uValProValAlaSer Thr LeuLysAl aMe t-

4737

4811

4885

4959

5033

5107

5181

5255

5329

5403

5477

5551

GCACCGGAACGGCACTGGTCAACTTGGCCATGATGGCTCCTCCTGTCAGGAGAGGAAAGAGAAGAAGGTTAGTA

Mfel (4737)
CAATTGCTATAGTGAGTTGTATTATACTATGCAGATATACTATGCCAATGATTAATTGTCAAACTAGGGCTGCA

GGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTT
-
TTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGG

ACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCG

GATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCG

GTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGG

TAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTA

GCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACA

GTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACA

AACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAG

ATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCT

AGTTAATTAACATTTAAATCA
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