
pDRIVE5s-rNSE
(5571 bp)

SV40 p(A)

ori pMB1

Zeo

EM2K

SEAP

R-U5'

pr. NSE(r)

NotI (2)
SalI (9)

EcoRV (17)
XbaI (19)

EcoRI (23)
SdaI (38)

SpeI (45)

ScaI (566)

SdaI (700)

XhoI (1555)

HindIII (1816)

NcoI (2101)

NdeI (2396)

SacII (3083)

NheI (3667)

MfeI (3816)

SgrAI (4574)

MfeI (4737)



GCGGCCGCGTCGACGATATCTAGAATTCGGATCCTGCAGGGCCCACTAGTAGCTCTGAGCTCCTCCTCTGCTCG

CCCAATCCTTCCAACCCCCTATGGTGGTATGGCTGACACAGAAAATGTCTGCTCCTGTATGGGACATTTGCCCC

TCTTCTCCAAATATAAGACAGGATGAGGCCTAGCTTTTGCTGCTCCAAAGTTTTAAAAGAACACATTGCACGGC

ATTTAGGGACTCTAAAGGGTGGAGGAGGAATGAGGGAATTGCATCATGCCAAGGCTGGTCCTCATCCATCACTG

CTTCCAGGGCCCAGAGTGGCTTCCAGGAaGTATTCTTACAAAGGAAGCCCGATCTGTAGCTAACACTCAGAGCC

CATTTTCCTGCGTTAACCCCTCCCGACCTCATATACAGGAGTAACATGATCAGTGACCTGGGGGAGCTGGCCAA

ACTGCGGGACCTGCCCAAGCTGAGGGCCTTGGTGCTGCTGGACAACCCCTGTGCCGATGAGACTGACTACCGCC

AGGAGGCCCTGGTGCAGATGGCACACCTAGAGCGCCTAGACAAAGAGTACTATGAGGACGAGGACCGGGCAGAA

GCTGAGGAGATCCGACAGAGGCTGAAGGAGGAACAGGAGCAAGAACTCGACCCGGACCAAGACATGGAACCGTA

CCTCCCGCCAACTTAGTGGCTCCTCTAGCCTGCAGGGACAGTAAAGGTGATGGCAGGAAGGCAGCCCCCGGAGG

tCAAAGGCTGGGCACGCGGGAGGAGAGGCCAGAGTCAGAGGCTGCGGGTATCTCAGATATGAAGGAAAGATGAG

AGAGGCTCAGGAAGAGGTAAGAAAAGACACAAGAGACCAGAGAAGGGAGAAGAATTAGAGAGGGAGGCAGAGGA

CCGCTGTCTCTACAGACATAGCTGGTAGAGACTGGGAGGAAGGGATGAACCCTGAGCGCATGAAGGGAAGGAGG

TGGCTGGTGGTATATGGAGGATGTAGCTGGGCCAGGGAAAAGATCCTGCACTaaaaATCTGAAGCTaaaaatAA

CAGGACACGGGGTGGAGAGGCGAAAGGAGGGCAGAGTGAgGCAGAGAGACTGAGagGCCTGGGGATGTGGGCAT

TCCGGTAGGGCACACAGTTCACTTGTCTTCTCTTTTTCCAGGAGGCCAAAGATGCTGACGTCAAGAACTCATAA

TACCCCAGTGGGGACCACCGCATTCATAGCCCTGTTACAAGAAGTGGGAGATGTTCCTTTTTGTCCCAGACTGG

AAATCCgTTACATCCCGAGGCTCAGGTTCTGTGGTGGTCATCTCTGTGTGGCTTGTTCTGTGGGCCTACCTAAA

GTCCTAAGCACAGCTCTCAAGCAGATCCGAGGCGACTAAGATGCTAGTAGGGGTTGTCTGGAGAGAAGAGCCGA

GGAGGTGGGCTGTGATGGATCAGTTCAGCTTTCAAATAAAAAGGCGTTTTTATATTCTGTGTCGAGTTCGTGAA

CCCCTGTGGTGGGCTTCTCCATCTGTCTGGGTTAGTACCTGCCACTATACTGGAATAAGGgGACGCCTGCTTCC

CTCGAGTTGGCTGGACAAGGTTATGAGCATCCGTGTACTTATGGGGTTGCCAGCTTGGTCCTGGATCGCCCGGG

CCCTTCCCCCACCCGTTCGGTTCCCCACCACCACCCGCGCTCGTACGTGCGTCTCCGCCTGCAGCTCTTGACTC

ATCGGGGCCCCCGGGTCACATGCGCTCGCTCGGCTCTATAGGCGCCGCCCCCTGCCCACCCCCCGCCCGCGCTG

GGAGCCGCAGCCGCCGCCACTCCTGCTCTCTCTGCGCCGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGC

CCGCCGCCCTACCTGAGGCCGCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCT

GAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACCGGGCCTTTGTCCGGCGCTCCCTTGGAGC

CTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTTTC
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TGTTCTGCGCCGTTACAGATCCAAGCCACCATGGTTCTGGGGCCCTGCATGCTGCTGCTGCTGCTGCTGCTGGG

CCTGAGGCTACAGCTCTCCCTGGGCATCATCCCAGTTGAGGAGGAGAACCCGGACTTCTGGAACCGCGAGGCAG

CCGAGGCCCTGGGTGCCGCCAAGAAGCTGCAGCCTGCACAGACAGCCGCCAAGAACCTCATCATCTTCCTGGGC

GATGGGATGGGGGTGTCTACGGTGACAGCTGCCAGGATCCTAAAAGGGCAGAAGAAGGACAAACTGGGGCCTGA

GATACCCCTGGCTATGGACCGCTTCCCATATGTGGCTCTGTCCAAGACATACAATGTAGACAAACATGTGCCAG

ACAGTGGAGCCACAGCCACGGCCTACCTGTGCGGGGTCAAGGGCAACTTCCAGACCATTGGCTTGAGTGCAGCC

GCCCGCTTTAACCAGTGCAACACGACACGCGGCAACGAGGTCATCTCCGTGATGAATCGGGCCAAGAAAGCAGG

GAAGTCAGTGGGAGTGGTAACCACCACACGAGTGCAGCACGCCTCGCCAGCCGGCACCTACGCCCACACGGTGA

ACCGCAACTGGTACTCGGACGCCGACGTGCCTGCCTCGGCCCGCCAGGAGGGGTGCCAGGACATCGCTACGCAG

CTCATCTCCAACATGGACATTGATGTGATCCTGGGTGGAGGCCGAAAGTACATGTTTCGCATGGGAACCCCAGA

CCCTGAGTACCCAGATGACTACAGCCAAGGTGGGACCAGGCTGGACGGGAAGAATCTGGTGCAGGAATGGCTGG

CGAAGCGCCAGGGTGCCCGGTATGTGTGGAACCGCACTGAGCTCATGCAGGCTTCCCTGGACCCGTCTGTGACC

CATCTCATGGGTCTCTTTGAGCCTGGAGACATGAAATACGAGATCCACCGAGACTCCACACTGGACCCCTCCCT

GATGGAGATGACAGAGGCTGCCCTGCGCCTGCTGAGCAGGAACCCCCGCGGCTTCTTCCTCTTCGTGGAGGGTG

GTCGCATCGACCACGGTCATCACGAAAGCAGGGCTTACCGGGCACTGACTGAGACGATCATGTTCGACGACGCC

ATTGAGAGGGCGGGCCAGCTCACCAGCGAGGAGGACACGCTGAGCCTCGTCACTGCCGACCACTCCCACGTCTT

CTCCTTCGGAGGCTACCCCCTGCGAGGGAGCTCCATCTTCGGGCTGGCCCCTGGCAAGGCCCGGGACAGGAAGG

CCTACACGGTCCTCCTATACGGAAACGGTCCAGGCTATGTGCTCAAGGACGGCGCCCGGCCGGATGTTACCGAG

AGCGAGAGCGGGAGCCCCGAGTATCGGCAGCAGTCAGCAGTGCCCCTGGACGAAGAGACCCACGCAGGCGAGGA

CGTGGCGGTGTTCGCGCGCGGCCCGCAGGCGCACCTGGTTCACGGCGTGCAGGAGCAGACCTTCATAGCGCACG

TCATGGCCTTCGCCGCCTGCCTGGAGCCCTACACCGCCTGCGACCTGGCGCCCCCCGCCGGCACCACCGACGCC

GCGCACCCGGGGCGGTCCCGGTCCAAGCGTCTGGATTGAAGCTAGCTGGCCAGACATGATAAGATACATTGATG

AGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTA

TTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGG

GGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTAATTCTAAAATACAGCA

TAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCA
GGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTT
CCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAA
ATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCA
AGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAG
CAAGAAAGCGAGCTTCTAGCTTATCCTCAGTCCTGCTCCTCTGCCACAAAGTGCACGCAGTTGCCGGCCGGGTC

GCGCAGGGCGAACTCCCGCCCCCACGGCTGCTCGCCGATCTCGGTCATGGCCGGCCCGGAGGCGTCCCGGAAGT
•••AspGl nGl uGl uAl aVa l PheHi sVa l CysAsnGl yA l aP roAsp

A rgLeuAl aPheGl uArgGl yT rpP roGl nGl uGl y I l eGl uThr Me tAl aP roGl ySer Al aAspArgPheAs

nThr Ser Va l Va l Gl uSer T rpGl uAl aTy rLeuGl uAspLeuGl yA rgVa l T rpVa l T rpAl aLeuThrAsnA

spP roVa l Va l Gl nAspGl nVa l A l aSer I l ePheLeuThr Va l AspAspArgVa l Va l Gl yA l aPheAspAsp

Gl uVa l PheAspArgSer PheGl yLeuArgAspThr T rpPheGl uVa l A l aGl yA l aVa l AspArgAl aThr Le

uVa l P roVa l A l aSer Thr LeuLysAl aMe t

Me tVa l LeuGl y P roCysMe tLeuLeuLeuLeuLeuLeuLeuGl

yLeuArgLeuGl nLeuSer LeuGl y I l e I l eP roVa l Gl uGl uGl uAsnP roAspPheT rpAsnArgGl uAl aA

l aGl uAl aLeuGl yA l aAl aLysLysLeuGl nP roAl aGl nThr Al aAl aLysAsnLeu I l e I l ePheLeuGl y

AspGl yMe tGl yVa l Ser Thr Va l Thr Al aAl aArg I l eLeuLysGl yGl nLysLysAspLysLeuGl y P roGl

u I l eP roLeuAl aMe tAspArgPheP roTyrVa l A l aLeuSer LysThr TyrAsnVa l AspLysHi sVa l P roA

spSer Gl yA l aThr Al aThr Al aTy rLeuCysGl yVa l LysGl yAsnPheGl nThr I l eGl yLeuSer Al aAl a

A l aArgPheAsnGl nCysAsnThr Thr A rgGl yAsnGl uVa l I l eSer Va l Me tAsnArgAl aLysLysAl aGl

yLysSer Va l Gl yVa l Va l Thr Thr Thr A rgVa l Gl nHi sAl aSer P roAl aGl yThr TyrAl aHi sThr Va l A

snArgAsnT rpTyrSerAspAl aAspVa l P roAl aSer Al aArgGl nGl uGl yCysGl nAsp I l eAl aThr Gl n

Leu I l eSerAsnMe tAsp I l eAspVa l I l eLeuGl yGl yGl yA rgLysTyrMe tPheArgMe tGl yThr P roAs

pP roGl uTy rP roAspAspTyrSer Gl nGl yGl yThr A rgLeuAspGl yLysAsnLeuVa l Gl nGl uT rpLeuA

l aLysArgGl nGl yA l aArgTyrVa l T rpAsnArgThr Gl uLeuMe tGl nAl aSer LeuAspP roSer Va l Thr

Hi s LeuMe tGl yLeuPheGl uP roGl yAspMe tLysTy rGl u I l eHi sArgAspSer Thr LeuAspP roSer Le

uMe tGl uMe tThr Gl uAl aAl aLeuArgLeuLeuSer A rgAsnP roArgGl yPhePheLeuPheVa l Gl uGl yG

l yA rg I l eAspHi sGl yHi sHi sGl uSer A rgAl aTyrArgAl aLeuThr Gl uThr I l eMe tPheAspAspAl a

I l eGl uArgAl aGl yGl nLeuThr Ser Gl uGl uAspThr LeuSer LeuVa l Thr Al aAspHi sSer Hi sVa l Ph

eSer PheGl yGl yTyrP roLeuArgGl ySer Ser I l ePheGl yLeuAl aP roGl yLysAl aArgAspArgLysA

l aTy rThr Va l LeuLeuTyrGl yAsnGl y P roGl yTyrVa l LeuLysAspGl yA l aArgP roAspVa l Thr Gl u

Ser Gl uSer Gl ySer P roGl uTyrArgGl nGl nSer Al aVa l P roLeuAspGl uGl uThr Hi sAl aGl yGl uAs

pVa l A l aVa l PheAl aArgGl y P roGl nAl aHi s LeuVa l Hi sGl yVa l Gl nGl uGl nThr Phe I l eAl aHi sV

a l Me tAl aPheAl aAl aCysLeuGl uP roTy rThr Al aCysAspLeuAl aP roP roAl aGl yThr ThrAspAl a

A l aHi s P roGl yA rgSer A rgSer LysArgLeuAsp••• 
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3405
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336
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435
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TCGTGGACACGACCTCCGACCACTCGGCGTACAGCTCGTCCAGGCCGCGCACCCACACCCAGGCCAGGGTGTTG

TCCGGCACCACCTGGTCCTGGACCGCGCTGATGAACAGGGTCACGTCGTCCCGGACCACACCGGCGAAGTCGTC

CTCCACGAAGTCCCGGGAGAACCCGAGCCGGTCGGTCCAGAACTCGACCGCTCCGGCGACGTCGCGCGCGGTGA

GCACCGGAACGGCACTGGTCAACTTGGCCATGATGGCTCCTCCTGTCAGGAGAGGAAAGAGAAGAAGGTTAGTA

CAATTGCTATAGTGAGTTGTATTATACTATGCAGATATACTATGCCAATGATTAATTGTCAAACTAGGGCTGCA

GGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTT

TTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGG

ACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCG

GATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCG

GTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGG

TAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTA

GCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACA

GTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACA

AACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAG

ATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCT

AGTTAATTAACATTTAAATCA

•••AspGl nGl uGl uAl aVa l PheHi sVa l CysAsnGl yA l aP roAsp

A rgLeuAl aPheGl uArgGl yT rpP roGl nGl uGl y I l eGl uThr Me tAl aP roGl ySer Al aAspArgPheAs

nThr Ser Va l Va l Gl uSer T rpGl uAl aTy rLeuGl uAspLeuGl yA rgVa l T rpVa l T rpAl aLeuThrAsnA

spP roVa l Va l Gl nAspGl nVa l A l aSer I l ePheLeuThr Va l AspAspArgVa l Va l Gl yA l aPheAspAsp

Gl uVa l PheAspArgSer PheGl yLeuArgAspThr T rpPheGl uVa l A l aGl yA l aVa l AspArgAl aThr Le

uVa l P roVa l A l aSer Thr LeuLysAl aMe t

SgrAI (4574)

MfeI (4737)

4441

4515

4589

4663

4737

4811

4885

4959

5033
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