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Xbal (15) Sdal (29)
Notl (2) Nsil (14) EcoRI (19) Spel (36)
1 GCGGCCGCTATGCATCTAGAATTCCTGCAGGGCCCACTAGTCTGTAAGCTGGAAGTCTGGCAGTGCTGAGCTGGCCAACCCCCTCAGGACCTCCTCCTTG

101 TGCCCACTGAATGACTCACCTTGGCATAGACATAATGGTCAGGGGCGGGCACACAGCCTGATTCCCGCTGCACTCCAGGCCCCCTTCAATGCTTTCCGAG

Ncol (270)
201 AAGTCCATTGAGCTGGGAGCTTGTACTGCACCAAGGGCTGACATCCTGGCAGCCAGGGATGAAAGCAGCCCATGGGGCTACCCTTGCCGTATGCCTCACT

301 GGCGGCAGAGAACAAGGCTCTATTCAGCAAATGCCCTGGAGTAGACACCAGAAGTCCAAGCATGGGCAGAGGAAGGCAGGCGTTGGGGGCTGGAGGGGAG

BglII (481)
401 CAGAGCTGTCTGTTTTCCAGAAGCCCAAGGGTACAGATGGCGCCTGGGGGGGAACTGAGTGGAGGGGATAGATGGGCCTGAGATCTCAAACATCAACAGC

501 CTCCTCCCCACCAACGATGAAGGTGGAGGTTGGTTTCCCAGACCTACATATCCCCCAGAGACCTGGTGTATGAAAATTCAAAGGAGGTAAGTCTCCTGAG

601 AGAACGGGGGGCTCACAAATGAAGCCAGCTGTCTTACCCTATCAGGACCTACGTGCATTCCTTCTGTCCTGCCCCCTAAACACACAGCCAGAGGCTCAAA

701 TTGATTCTGGAGTCACAAAGGGGGCTTGAAACCCCAGCCCCCCACTCCTGAACTCCAGGAATGAGAAGATAGTATTGGAGGGGTTCAGAGGAGAGGGCTC

801 TGCACATCTGTTGAGAATGGGGGTCCCAGGAGAGTGTAATTTAGGCTGATCCCGGAGGAAGGGAATAGGCTCTTCAAGATCCTAGCATCTCACAGGCCCA

901 CAGAGAAGTTCAGAGTTGGGGCAGCCCTGGCTTACAGGCTCTAAGAACTGGAGGCAGTTTACCCAACCCAGCTGTGTGCATGCTGTCCCTCTCTCTGTCT

BsrGI (1088)
1001 CTGTCTGTCTCTCTCTGTCTCTGTCTCTCTGTGTGTGTGTGTGTGTGCTCACACACGTGTGTGTTTATCACACAAATGTTCATGTGTGTGTACATACATG

1101 TGTTGAGGCCAGAGGTCAACCTCAGACACTGTTGACTTGGTTGTATGAGATAACATTTCCCCCTGGGACCTGGGATTTGCCAATTAGTGTGACCCAGGAA

1201 GCCTACTTATTTTCATTCCTCAGCACTGCAGTTACAAGTATGCACTGTCAAACCAGGCCTTTTTTTTTTTTTTTTTCCAAACCAGGCCTTTTGTATTCGC

1301 TCTGTGGCTAGAACTTGGGTCTCCATGCTTGACAGGCAAGCGATTTATGGACTAAGCTGTTTCCTCGGCCCTCTCTTGACCCATTTACCAGAAATGGGGT

1401 TTCCTTGATCAATGGTTAAGCCAGGCTGGTGTTCCCAGGAAACCCTTGACTCTGGGTACAGTGACCTTGGTGGGGTGAGAAGAGTTCTCTCCATAGCTGG

1501 GCTGGGGCCCAGCTCCACCCCCTCAGGCTATTCAATGGGGTGCTGCCAGGAAGTCAGGGGCAGATCCAGTCCAGCCCGTCCCTCAATAAAGGCCCTGACA

BspHI (1627)
1601 TCCCAGGAGCCAGCAGAAGCAGGGCATCATGATTCTGGGGCCCTGCATGCTGCTGCTGCTGCTGCTGCTGGGCCTGAGGCTACAGCTCTCCCTGGGCATC
#»M | L G P CM L L L LLULULSGLURLAOQL S L G I
1701 ATCCCAGTTGAGGAGGAGAACCCGGACTTCTGGAACCGCGAGGCAGCCGAGGCCCTGGGTGCCGCCAAGAAGCTGCAGCCTGCACAGACAGCCGCCAAGA
25 | P V E E E NP DF WNW REAAEALGAAIKI KTILQPAQTAAK
BamHI (1855)
1801 ACCTCATCATCTTCCTGGGCGATGGGATGGGGGTGTCTACGGTGACAGCTGCCAGGATCCTAAAAGGGCAGAAGAAGGACAAACTGGGGCCTGAGATACC
58 N L I I F L G DGMGV STVTAARILIKS GO QKT KU DI KTLTGTZPTEI P
1901 CCTGGCTATGGACCGCTTCCCATATGTGGCTCTGTCCAAGACATACAATGTAGACAAACATGTGCCAGACAGTGGAGCCACAGCCACGGCCTACCTGTGC
91 L A M D R F P Y VA L S K T Y NVDIKHVPDSGATATAYTLC
2001 GGGGTCAAGGGCAACTTCCAGACCATTGGCTTGAGTGCAGCCGCCCGCTTTAACCAGTGCAACACGACACGCGGCAACGAGGTCATCTCCGTGATGAATC
125 G V K G NF Q Tl GLSAAART FN QQCNTTRGNEUVI SV MN
2101 GGGCCAAGAAAGCAGGGAAGTCAGTGGGAGTGGTAACCACCACACGAGTGCAGCACGCCTCGCCAGCCGGCACCTACGCCCACACGGTGAACCGCAACTG
158 R A K K A G K S V. G V.V T T T R V QHASPAGTYAHTVNIZ RNW
2201 GTACTCGGACGCCGACGTGCCTGCCTCGGCCCGCCAGGAGGGGTGCCAGGACATCGCTACGCAGCTCATCTCCAACATGGACATTGATGTGATCCTGGGT
191 Y S D A D VPASAR QESGCQD I A TQL 1T SNMDIDVWVI L G
2301 GGAGGCCGAAAGTACATGTTTCGCATGGGAACCCCAGACCCTGAGTACCCAGATGACTACAGCCAAGGTGGGACCAGGCTGGACGGGAAGAATCTGGTGC
225 G G R K Y M F R M G TP ODUPEYPDUDY SQGOGT RULUDGI KNTLV
2401 AGGAATGGCTGGCGAAGCGCCAGGGTGCCCGGTATGTGTGGAACCGCACTGAGCTCATGCAGGCTTCCCTGGACCCGTCTGTGACCCATCTCATGGGTCT
258*Q E W L A K R QGARY VWNR RTETLMAOQASTLUDUPSVTHLMGIL
2501 CTTTGAGCCTGGAGACATGAAATACGAGATCCACCGAGACTCCACACTGGACCCCTCCCTGATGGAGATGACAGAGGCTGCCCTGCGCCTGCTGAGCAGG
291 F E P G DM K Y E |l HR DS TULOD®PSLMEMTEA AALI RTLTL SR
2601 AACCCCCGCGGCTTCTTCCTCTTCGTGGAGGGTGGTCGCATCGACCACGGTCATCACGAAAGCAGGGCTTACCGGGCACTGACTGAGACGATCATGTTCG
325 N P R G F F L F VEGGR R I DHGHHES SR RAYI RALTTETI MTF
BbsI (2783)
2701 ACGACGCCATTGAGAGGGCGGGCCAGCTCACCAGCGAGGAGGACACGCTGAGCCTCGTCACTGCCGACCACTCCCACGTCTTCTCCTTCGGAGGCTACCC

35D D A I E R A GQL TS EZEDTLSLVTADU HSUHVTFSTFGGYUP
2801 CCTGCGAGGGAGCTCCATCTTCGGGCTGGCCCCTGGCAAGGCCCGGGACAGGAAGGCCTACACGGTCCTCCTATACGGAAACGGTCCAGGCTATGTGCTC
3918 L R G S S I F G L AP GKARDU RIKAYTVLLYGNSGZPGYVL

2901 AAGGACGGCGCCCGGCCGGATGTTACCGAGAGCGAGAGCGGGAGCCCCGAGTATCGGCAGCAGTCAGCAGTGCCCCTGGACGAAGAGACCCACGCAGGCG
425 K D G AR P DV TESESGS?PEYIRQQSAVZPLDTETETHASG
3001 AGGACGTGGCGGTGTTCGCGCGCGGCCCGCAGGCGCACCTGGTTCACGGCGTGCAGGAGCAGACCTTCATAGCGCACGTCATGGCCTTCGCCGCCTGCCT
458*E D VA V F AR G P QA HL VHGVQEQTT FI AHVMATFAAT CIL
Nhel (3193)
3101 GGAGCCCTACACCGCCTGCGACCTGGCGCCCCCCGCCGGCACCACCGACGCCGCGCACCCGGGGCGGTCCCGGTCCAAGCGTCTGGATTGAAGCTAGCTG
491 E P Y T A CDLAPUPAGTTUDAAUHPG GRS SRS KU RTULD e
3201 GCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTA

3301 TTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCA

3401 AGTAAAACCTCTACAAATGTGGTATGGAATTAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGG

[




3501 GATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCA
SspI (3672)

3601 AGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTG

3701 CAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCT

3801 TTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTATCCTCAGTCCTGCTCCTCTGCCACAAAGTGCACGCAGTTGCCGGCCGGGTCGCGCAGGG

1254 ¢« D Q E E AV F HV CNGAUPDR RIL A

3901 CGAACTCCCGCCCCCACGGCTGCTCGCCGATCTCGGTCATGGCCGGCCCGGAGGCGTCCCGGAAGTTCGTGGACACGACCTCCGACCACTCGGCGTACAG
1064 F E R G WP QE GI ETMAUPGSADU RTEFNTSVVESWEAY.L

SgrAl

4001 CTCGTCCAGGCCGCGCACCCACACCCAGGCCAGGGTGTTGTCCGGCACCACCTGGTCCTGGACCGCGCTGATGAACAGGGTCACGTCGTCCCGGACCACA
73 E D L GRVWVWATLTNUDUZPVVQDAQVAS 1T FLTVDUDTR VYV

4101 CCGGCGAAGTCGTCCTCCACGAAGTCCCGGGAGAACCCGAGCCGGTCGGTCCAGAACTCGACCGCTCCGGCGACGTCGCGCGCGGTGAGCACCGGAACGG

309G A F D D EV F DU RSFGL RDTWTFEVAGAVDIRATTL VP VA

4201 CACTGGTCAACTTGGCCATGATGGCTCCTCCTGTCAGGAGAGGAAAGAGAAGAAGGTTAGTACAATTGCTATAGTGAGTTGTATTATACTATGCAGATAT

64 S T L K A M -
4301 ACTATGCCAATGATTAATTGTCAAACTAGGGCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTT
-

4401 GCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAG

4501 GCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTT

4601 CTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTT

4701 ATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGC

4801 GGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAA

4901 GAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGA

5001 AGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCA
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