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GCGGCCGCGTCGACGATATCTAGAATTCGGATCCTGCAGGGCCCACTAGTGGAGCCGAGAGTAATTCATACAAAAGGAGGGATCGCCTTCGCAAGGGGAG

AGCCCAGGGACCGTCCCTAAATTCTCACAGACCCAAATCCCTGTAGCCGCCCCACGACAGCGCGAGGAGCATGCGCCCAGGGCTGAGCGCGGGTAGATCA

GAGCACACAAGCTCACAGTCCCCGGCGGTGGGGGGAGGGGCGCGCTGAGCGGGGGCCAGGGAGCTGGCGCGGGGCAAACTGGGAAAGTGGTGTCGTGTGC

TGGCTCCGCCCTCTTCCCGAGGGTGGGGGAGAACGGTATATAAGTGCGGTAGTCGCCTTGGACGTTCTTTTTCGCAACGGGTTTGCCGTCAGAACGCAGg

tgagtggcgggtgtggcttccgcgggccccggagctggagccctgctctgagcgggccgggctgatatgcgagtgtcgtccgcagggtttagctgtgagc

attcccacttcgagtggcgggcggtgcgggggtgagagtgcgaggcctagcggcaaccccgtagcctcgcctcgtgtccggcttgaggcctagcgtggtg

tccgccgccgcgtgccactccggccgcactatgcgttttttgtccttgctgccctcgattgccttccagcagcatgggctaacaaagggagggtgtgggg

ctcactcttaaggagcccatgaagcttacgttggataggaatggaagggcaggaggggcgactggggcccgcccgccttcggagcacatgtccgacgcca

cctggatggggcgaggcctgtggctttccgaagcaatcgggcgtgagtttagcctacctgggccatgtggccctagcactgggcacggtctggcctggcg

gtgccgcgttcccttgcctcccaacaagggtgaggccgtcccgcccggcaccagttgcttgcgcggaaagatggccgctcccggggccctgttgcaagga

gctcaaaatggaggacgcggcagcccggtggagcgggcgggtgagtcacccacacaaaggaagagggccttgcccctcgccggccgctgcttcctgtgac

cccgtggtctatcggccgcatagtcacctcgggcttctcttgagcaccgctcgtcgcggcggggggaggggatctaatggcgttggagtttgttcacatt

tggtgggtggagactagtcaggccagcctggcgctggaagtcattcttggaatttgcccctttgagtttggagcgaggctaattctcaagcctcttagcg

gttcaaaggtattttctaaacccgtttccagGTGTTGTGAAAGCCACCGCTAATTCAAAGCAAccATGGTTCTGGGGCCCTGCATGCTGCTGCTGCTGCT

GCTGCTGGGCCTGAGGCTACAGCTCTCCCTGGGCATCATCCCAGTTGAGGAGGAGAACCCGGACTTCTGGAACCGCGAGGCAGCCGAGGCCCTGGGTGCC

GCCAAGAAGCTGCAGCCTGCACAGACAGCCGCCAAGAACCTCATCATCTTCCTGGGCGATGGGATGGGGGTGTCTACGGTGACAGCTGCCAGGATCCTAA

AAGGGCAGAAGAAGGACAAACTGGGGCCTGAGATACCCCTGGCTATGGACCGCTTCCCATATGTGGCTCTGTCCAAGACATACAATGTAGACAAACATGT

GCCAGACAGTGGAGCCACAGCCACGGCCTACCTGTGCGGGGTCAAGGGCAACTTCCAGACCATTGGCTTGAGTGCAGCCGCCCGCTTTAACCAGTGCAAC

ACGACACGCGGCAACGAGGTCATCTCCGTGATGAATCGGGCCAAGAAAGCAGGGAAGTCAGTGGGAGTGGTAACCACCACACGAGTGCAGCACGCCTCGC

CAGCCGGCACCTACGCCCACACGGTGAACCGCAACTGGTACTCGGACGCCGACGTGCCTGCCTCGGCCCGCCAGGAGGGGTGCCAGGACATCGCTACGCA

GCTCATCTCCAACATGGACATTGATGTGATCCTGGGTGGAGGCCGAAAGTACATGTTTCGCATGGGAACCCCAGACCCTGAGTACCCAGATGACTACAGC

CAAGGTGGGACCAGGCTGGACGGGAAGAATCTGGTGCAGGAATGGCTGGCGAAGCGCCAGGGTGCCCGGTATGTGTGGAACCGCACTGAGCTCATGCAGG

CTTCCCTGGACCCGTCTGTGACCCATCTCATGGGTCTCTTTGAGCCTGGAGACATGAAATACGAGATCCACCGAGACTCCACACTGGACCCCTCCCTGAT

GGAGATGACAGAGGCTGCCCTGCGCCTGCTGAGCAGGAACCCCCGCGGCTTCTTCCTCTTCGTGGAGGGTGGTCGCATCGACCACGGTCATCACGAAAGC

AGGGCTTACCGGGCACTGACTGAGACGATCATGTTCGACGACGCCATTGAGAGGGCGGGCCAGCTCACCAGCGAGGAGGACACGCTGAGCCTCGTCACTG

CCGACCACTCCCACGTCTTCTCCTTCGGAGGCTACCCCCTGCGAGGGAGCTCCATCTTCGGGCTGGCCCCTGGCAAGGCCCGGGACAGGAAGGCCTACAC

GGTCCTCCTATACGGAAACGGTCCAGGCTATGTGCTCAAGGACGGCGCCCGGCCGGATGTTACCGAGAGCGAGAGCGGGAGCCCCGAGTATCGGCAGCAG

TCAGCAGTGCCCCTGGACGAAGAGACCCACGCAGGCGAGGACGTGGCGGTGTTCGCGCGCGGCCCGCAGGCGCACCTGGTTCACGGCGTGCAGGAGCAGA

CCTTCATAGCGCACGTCATGGCCTTCGCCGCCTGCCTGGAGCCCTACACCGCCTGCGACCTGGCGCCCCCCGCCGGCACCACCGACGCCGCGCACCCGGG

GCGGTCCCGGTCCAAGCGTCTGGATTGAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAA

ATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTT

CAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTAATTCTAAAATACAGCATAGCAAAACTTTAAC

CTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACC
TTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTT
TAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCC
CCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTATCCTCAGTCCTGCTCCTCTGCC

•••AspG lnG luG luA laV

a lPheH isVa lCysAsnG lyA laP roAspArgLeuA laPheG luArgG lyT rpP roG lnG luG ly I leG luTh rMetA laP roG lySe rA laAspArgPh

eAsnTh rSe rVa lVa lG luSe rT rpG luA laTy rLeuG luAspLeuG lyArgVa lT rpVa lT rpA laLeuTh rAsnAspP roVa lVa lG lnAspG lnVa l

A laSe r I lePheLeuTh rVa lAspAspArgVa lVa lG lyA laPheAspAspG luVa lPheAspArgSe rPheG lyLeuArgAspTh rT rpPheG luVa lA

laG lyA laVa lAspArgA laTh rLeuVa lP roVa lA laSe rTh rLeuLysA laMet

MetVa lLeuG lyP roCysMetLeuLeuLeuLeuLe

uLeuLeuG lyLeuArgLeuG lnLeuSe rLeuG ly I le I leP roVa lG luG luG luAsnP roAspPheT rpAsnArgG luA laA laG luA laLeuG lyA la

A laLysLysLeuG lnP roA laG lnTh rA laA laLysAsnLeu I le I lePheLeuG lyAspG lyMetG lyVa lSe rTh rVa lTh rA laA laArg I leLeuL

ysG lyG lnLysLysAspLysLeuG lyP roG lu I leP roLeuA laMetAspArgPheP roTy rVa lA laLeuSe rLysTh rTy rAsnVa lAspLysH isVa

lP roAspSe rG lyA laTh rA laTh rA laTy rLeuCysG lyVa lLysG lyAsnPheG lnTh r I leG lyLeuSe rA laA laA laArgPheAsnG lnCysAsn

Th rTh rArgG lyAsnG luVa l I leSe rVa lMe tAsnArgA laLysLysA laG lyLysSe rVa lG lyVa lVa lTh rTh rTh rArgVa lG lnH isA laSe rP

roA laG lyTh rTy rA laH isTh rVa lAsnArgAsnT rpTy rSe rAspA laAspVa lP roA laSe rA laArgG lnG luG lyCysG lnAsp I leA laTh rG l

nLeu I leSe rAsnMetAsp I leAspVa l I leLeuG lyG lyG lyArgLysTy rMetPheArgMetG lyTh rP roAspP roG luTy rP roAspAspTy rSe r

G lnG lyG lyTh rArgLeuAspG lyLysAsnLeuVa lG lnG luT rpLeuA laLysArgG lnG lyA laArgTy rVa lT rpAsnArgTh rG luLeuMetG lnA

laSe rLeuAspP roSe rVa lTh rH isLeuMetG lyLeuPheG luP roG lyAspMetLysTy rG lu I leH isArgAspSe rTh rLeuAspP roSe rLeuMe

tG luMetTh rG luA laA laLeuArgLeuLeuSe rArgAsnP roArgG lyPhePheLeuPheVa lG luG lyG lyArg I leAspH isG lyH isH isG luSe r

ArgA laTy rArgA laLeuTh rG luTh r I leMe tPheAspAspA la I leG luArgA laG lyG lnLeuTh rSe rG luG luAspTh rLeuSe rLeuVa lTh rA

laAspH isSe rH isVa lPheSe rPheG lyG lyTy rP roLeuArgG lySe rSe r I lePheG lyLeuA laP roG lyLysA laArgAspArgLysA laTy rTh

rVa lLeuLeuTy rG lyAsnG lyP roG lyTy rVa lLeuLysAspG lyA laArgP roAspVa lTh rG luSe rG luSe rG lySe rP roG luTy rArgG lnG ln

Se rA laVa lP roLeuAspG luG luTh rH isA laG lyG luAspVa lA laVa lPheA laArgG lyP roG lnA laH isLeuVa lH isG lyVa lG lnG luG lnT

h rPhe I leA laH isVa lMe tA laPheA laA laCysLeuG luP roTy rTh rA laCysAspLeuA laP roP roA laG lyTh rTh rAspA laA laH isP roG l

yArgSe rArgSe rLysArgLeuAsp•••  
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ACAAAGTGCACGCAGTTGCCGGCCGGGTCGCGCAGGGCGAACTCCCGCCCCCACGGCTGCTCGCCGATCTCGGTCATGGCCGGCCCGGAGGCGTCCCGGA

AGTTCGTGGACACGACCTCCGACCACTCGGCGTACAGCTCGTCCAGGCCGCGCACCCACACCCAGGCCAGGGTGTTGTCCGGCACCACCTGGTCCTGGAC

CGCGCTGATGAACAGGGTCACGTCGTCCCGGACCACACCGGCGAAGTCGTCCTCCACGAAGTCCCGGGAGAACCCGAGCCGGTCGGTCCAGAACTCGACC

GCTCCGGCGACGTCGCGCGCGGTGAGCACCGGAACGGCACTGGTCAACTTGGCCATGATGGCTCCTCCTGTCAGGAGAGGAAAGAGAAGAAGGTTAGTAC

AATTGCTATAGTGAGTTGTATTATACTATGCAGATATACTATGCCAATGATTAATTGTCAAACTAGGGCTGCAGGTTAATTAAGAACATGTGAGCAAAAG

GCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCA

GAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATAC

CTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTG

TGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGC

CACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGT

ATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCA

AGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGAT

TTTGGTCATGGCTAGTTAATTAACATTTAAATCA

•••AspG lnG luG luA laV

a lPheH isVa lCysAsnG lyA laP roAspArgLeuA laPheG luArgG lyT rpP roG lnG luG ly I leG luTh rMetA laP roG lySe rA laAspArgPh

eAsnTh rSe rVa lVa lG luSe rT rpG luA laTy rLeuG luAspLeuG lyArgVa lT rpVa lT rpA laLeuTh rAsnAspP roVa lVa lG lnAspG lnVa l

A laSe r I lePheLeuTh rVa lAspAspArgVa lVa lG lyA laPheAspAspG luVa lPheAspArgSe rPheG lyLeuArgAspTh rT rpPheG luVa lA

laG lyA laVa lAspArgA laTh rLeuVa lP roVa lA laSe rTh rLeuLysA laMet
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