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EcoRI (23)
NotI (2) Xbal (19) Sdal (38) Spel (45)
1 GCGGCCGCGTCGACGATATCTAGAATTCGGATCCTGCAGGGCCCACTAGTCTGTAAGCTGAAGACCTGGCAGTGCTGAGCTGGTCAGCCCCCAGGACCTC

101 CTTTTGTGCCCACGAGTGAATCACCTTGGCATAGACATAATGGTCAGGGGTGGGCACGCAGCCTGCTTCCCGCTGTGCTCCAGGCCTCCTTCGATGCTTT

201 CCGAGAAGTCTATTGAGCTGGGAGCTTGTACTGCACCCGGGGCTGACATCCTGGCATCCTGGGATAAAAGCAGCCCACGGGGCTGCCCTTGCCATATGCC

301 TCACTGGCGGCAGAGAACAAGGCTCTATTCAGCGAGTACCCTGGAGTAGACACCAGAAGCCCAAGCATGGGCAGAGGAAGGCAGGGGTTGGGGGGAGCAG

401 AGCTGTCTGTGTTCCAGAAGCCCAAGGACACAGATGGCTAAGGCGCCTGGGAGAGGGACCTGAGTGGAAGAGATAGATGGGCCTGAAGTCTCAAGCAGCA

501 ACAGCCTCCTCCCCGCCATTGGTGAGGGTGGGGTTTGGTTTCCCGGACCTACATATCCCTCAGAGGCCTGGTGTGTAGGAATTTAAAGGGGGTAAATCTC

Acc651 (615) SphI (660)
601 CTGAGAGAATGAGGGGTACCCAGGAAGACGGGGTGTTACAGAAAGAAAGACTCCAGCATGCACAGCCAACTCATTCAAAACTACTCTGTCAGGGGCTGCC

701 AGGGGCCAGGCTCGGGGTGGGGGGTGGGGGGCAACGAGAAGCTGGATCAGGGAGAAATGGCCCACTAGGCTGGATAAGAGGCCACAGAGGGGCTCAGGAA

801 TGAAGCCTGCTGTCTTACCCTATTAGGATCTGCGTGCATACCTTCTGCCGTGCACTCTAAACACACAGCCAGAGGCTCAAGTTGACCCTGGAGTCACAGA

901 GAGGGCTCCAACCTTAGCCCTCCACTCCTGAACTCCAGGAATGAGAAGATAGAGTTGGAGAGATTCAGGGGAGAGGACTCTGTTGAGAATGGGGGTCACA

1001 GGAAACTGTAATATAGGTTGATCCCGGAGGAAGGGAATAGGTTCTTCAAGTTCCTAGCATCTCACAGGCCCCCAGAGAAGGACAGAGTTGGGGTGGTCCT

1101 GGCTTACAGGCTCTAAGAACTGGAAGCTGATTACCCCACCGAGCTGTGCACTCTCTGTCTCTGTCTCTGTGTGTGCGCTCGTGCACACTTATCACACAAA

1201 TGTTCATGTGTGTGCACATACATGTGTTGAGACCAGAGGTCAACCTCAGGCACTGTTGCCTTGGTTTTCTGAGAGAGCATTTCTCTCTGGATCTGGAACT

1301 CGCCAATTAGTGAGAGCCAGGAAGTCTGCTGATTTTCACTGCCCAGCACTGGAGTTTACAAGTATGCACTGTCAACCCAGGCCTTTTGTATTCATTCTGC

1401 AGCTAGAACTTGGGTGGGTCTTCATGCTTGACAGGCAAGCAATTTATGGACTAAGCTGTTCCCTCGGCCCTCTCTTGACCCATTTACCAGAAAGGGGGTT

1501 CCTTGATCAATGGCGAAGCCAGGCTGGTGTTCCCAAGAAAGCCTTGACTCTGGGTACAGTGACCTCAGTGGGGTGAGAGGAGTTCTCCCCCTAGCTGGGC

1601 TGGGGCCCAGCTCCACCCCCTCAGGCTATTCAATGGGGGTGCTTCCAGGAAGTCAGGGGCAGATTTAGTCCAACCCGTTCCTCCATAAAGGCCCTGACAT

Ncol (1726) Sphl (1748)
1701 CCCAGGAGCCAGCAGAGGCAGGGCACCATGGTTCTGGGGCCCTGCATGCTGCTGCTGCTGCTGCTGCTGGGCCTGAGGCTACAGCTCTCCCTGGGCATCA
#~M V L G P CMLLILTULTLTILTLTGTLT RTLU QLS STLG I
1801 TCCCAGTTGAGGAGGAGAACCCGGACTTCTGGAACCGCGAGGCAGCCGAGGCCCTGGGTGCCGCCAAGAAGCTGCAGCCTGCACAGACAGCCGCCAAGAA
251 P V E E E NP DF WNW RTEAATEALGAATZ KT KLU QPAQTAAK N
1901 CCTCATCATCTTCCTGGGCGATGGGATGGGGGTGTCTACGGTGACAGCTGCCAGGATCCTAAAAGGGCAGAAGAAGGACAAACTGGGGCCTGAGATACCC
s5¢# L I I F L GDGMGV STVTAARILZEKTGSI QI KT KT DTZEKTLTGTPTE' P
2001 CTGGCTATGGACCGCTTCCCATATGTGGCTCTGTCCAAGACATACAATGTAGACAAACATGTGCCAGACAGTGGAGCCACAGCCACGGCCTACCTGTGCG
92 L AM DR F P Y VAL S KTYNVDI KU HVZPDSGATATA AYLC
2101 GGGTCAAGGGCAACTTCCAGACCATTGGCTTGAGTGCAGCCGCCCGCTTTAACCAGTGCAACACGACACGCGGCAACGAGGTCATCTCCGTGATGAATCG
125G V K 6 N F Q T I 6L S AAARTFNOQCNTTRGNEUVI SVMNR R
2201 GGCCAAGAAAGCAGGGAAGTCAGTGGGAGTGGTAACCACCACACGAGTGCAGCACGCCTCGCCAGCCGGCACCTACGCCCACACGGTGAACCGCAACTGG
158 A K K A G K S VGV V T T TRV QHASZPAGTVYAHTVNT RNW
2301 TACTCGGACGCCGACGTGCCTGCCTCGGCCCGCCAGGAGGGGTGCCAGGACATCGCTACGCAGCTCATCTCCAACATGGACATTGATGTGATCCTGGGTG
192 Y S DA DVPASARUI QQETGT COQDTIATAOQLTI SNMDI DV I L G
2401 GAGGCCGAAAGTACATGTTTCGCATGGGAACCCCAGACCCTGAGTACCCAGATGACTACAGCCAAGGTGGGACCAGGCTGGACGGGAAGAATCTGGTGCA
225G G R K Y M F R M G TPDZPEYZPDDYSQGGTH RTLUDTGTZ KNTLVQ
2501 GGAATGGCTGGCGAAGCGCCAGGGTGCCCGGTATGTGTGGAACCGCACTGAGCTCATGCAGGCTTCCCTGGACCCGTCTGTGACCCATCTCATGGGTCTC
258 E W L A K R Q GA R Y VWNRTETLMOQASTLUDTPSVTHTLMGL
2601 TTTGAGCCTGGAGACATGAAATACGAGATCCACCGAGACTCCACACTGGACCCCTCCCTGATGGAGATGACAGAGGCTGCCCTGCGCCTGCTGAGCAGGA
292 F E P G DMK Y E |l HRDSTLOD®PSILMEMMTTEAATLT RTLTLSTR
SaclI (2708)
2701 ACCCCCGCGGCTTCTTCCTCTTCGTGGAGGGTGGTCGCATCGACCACGGTCATCACGAAAGCAGGGCTTACCGGGCACTGACTGAGACGATCATGTTCGA
325N P R G F F L F VE G G R I DHGHUHEST RAY RALTTETI MFETD
2801 CGACGCCATTGAGAGGGCGGGCCAGCTCACCAGCGAGGAGGACACGCTGAGCCTCGTCACTGCCGACCACTCCCACGTCTTCTCCTTCGGAGGCTACCCC
35 D A I E R A G QL TS EEDTTULSULVTADU HSUHVYVYTFSTFGTGY@P
2901 CTGCGAGGGAGCTCCATCTTCGGGCTGGCCCCTGGCAAGGCCCGGGACAGGAAGGCCTACACGGTCCTCCTATACGGAAACGGTCCAGGCTATGTGCTCA
392 L R G S S I F G L APGIKARUDU RIEKAYTVLLYGNGTPGY VL
3001 AGGACGGCGCCCGGCCGGATGTTACCGAGAGCGAGAGCGGGAGCCCCGAGTATCGGCAGCAGTCAGCAGTGCCCCTGGACGAAGAGACCCACGCAGGCGA
425K D G A R P DV TE S ESGSUPEY RO QQSAVZPLTUDTETETHAGE
3101 GGACGTGGCGGTGTTCGCGCGCGGCCCGCAGGCGCACCTGGTTCACGGCGTGCAGGAGCAGACCTTCATAGCGCACGTCATGGCCTTCGCCGCCTGCCTG
458 D V A V F A R G P QA HL VHGVQET QTT FEFTI AHVMATFAATCIL
Nhel (3292)
3201 GAGCCCTACACCGCCTGCGACCTGGCGCCCCCCGCCGGCACCACCGACGCCGCGCACCCGGGGCGGTCCCGGTCCAAGCGTCTGGATTGAAGCTAGCTGG
492 E P Y T A C DL APUPAGTTUDAAUHTPGR RS RSI KT RTLTD e
3301 CCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTAT

Mrfel (3441)
3401 TTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAA

3501 GTAAAACCTCTACAAATGTGGTATGGAATTAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGG

[




3601 ATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAA
SspI (3771)

3701 GGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGC

3801 AATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTT

3901 TAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTATCCTCAGTCCTGCTCCTCTGCCACAAAGTGCACGCAGTTGCCGGCCGGGTCGCGCAGGGC

1254 ¢« D Q E E AV F HV CNGAUPDR RIL A

4001 GAACTCCCGCCCCCACGGCTGCTCGCCGATCTCGGTCATGGCCGGCCCGGAGGCGTCCCGGAAGTTCGTGGACACGACCTCCGACCACTCGGCGTACAGC

1064 F E R G W P Q E G 1 E T MAUPGSADU RT FNTSVVESWEAYL

SgrA

4101 TCGTCCAGGCCGCGCACCCACACCCAGGCCAGGGTGTTGTCCGGCACCACCTGGTCCTGGACCGCGCTGATGAACAGGGTCACGTCGTCCCGGACCACAC

724 D L G R VW V WA L T NDP VV QDAQVAS 1 F L TVDUDI RV VG

Aatll (4275)
4201 CGGCGAAGTCGTCCTCCACGAAGTCCCGGGAGAACCCGAGCCGGTCGGTCCAGAACTCGACCGCTCCGGCGACGTCGCGCGCGGTGAGCACCGGAACGGC
39¢9 A F D D E VF DR S F GLRDTWTFEVAGAVDU RATILVP VA
Mfel (4362)
4301 ACTGGTCAACTTGGCCATGATGGCTCCTCCTGTCAGGAGAGGAAAGAGAAGAAGGTTAGTACAATTGCTATAGTGAGTTGTATTATACTATGCAGATATA
64 S T L K A M =

4401 CTATGCCAATGATTAATTGTCAAACTAGGGCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTG
-
4501 CTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGG

4601 CGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTC

4701 TCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTA

4801 TCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCG

4901 GTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAG

5001 AGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAA

5101 GATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCA
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