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EcoRI (23)
NotI (2) Xbal (19) Sdal (38)
1 GCGGCCGCGTCGACGATATCTAGAATTCGGATCCTGCAGGCTTAGAAATATGGGGGTAGGGGTGGTGGTGGTAATTCTGTTTTCTCCCCATAGGTGAGAT

101 AAGCATTGGGTTAAATGTGCTTTCTCTCTCTCCCTCTCCTTTCTTAAGAATTAAGGGACAGACTATGGGCTGGAGGACTTTGAGGATGTCTGTCTCATAA

HindIII (236)
201 CACTTGGGTTGTATCTGTTCTATGGGGCTTGTTTTAAGCTTGGCAACTTGCAACAGGGTTCACTGACTTTCTCCCCAGGCCCAAGGTACTGTCCTCTTTT

301 CATATCTGTTTTGGGGCCTCTGGGGCTTGAATATCTGAGAAAATATAAACATTTCAATAATGTTCTGTGGTGAGATGAGTATGAGAGATGTGTCATTCAT

401 TTGTATCAATGAATGAATGAGGACAATTAGTGTATAAATCCTTAGTACAACAATCTGAGGGTAGGGGTGGTACTATTCAATTTCTATTTATAAAGATACT

501 TATTTCTATTTATTTATGCTTGTGACAAATGTTTTGTTCGGGACCACAGGAATCACAAAGATGAGTCTTTGAATTTAAGAAGTTAATGGTCCAGGAATAA

601 TTACATAGCTTACAAATGACTATGATATACCATCAAACAAGAGGTTCCATGAGAAAATAATCTGAAAGGTTTAATAAGTTGTCAAAGGTGAGAGGGCTCT

701 TCTCTAGCTAGAGACTAATCAGAAATACATTCAGGGATAATTATTTGAATAGACCTTAAGGGTTGGGTACATTTTGTTCAAGCATTGATGGAGAAGGAGA

801 GTGAATATTTGAAAACATTTTCAACTAACCAACCACCCAATCCAACAAACAAAAAATGAAAAGAATCTCAGAAACAGTGAGATAAGAGAAGGAATTTTCT

901 CACAACCCACACGTATAGCTCAACTGCTCTGAAGAAGTATATATCTAATATTTAACACTAACATCATGCTAATAATGATAATAATTACTGTCATTTTTTA

BspHI (1078)
1001 ATGTCTATAAGTACCAGGCATTTAGAAGATATTATTCCATTTATATATCAAAATAAACTTGAGGGGATAGATCATTTTCATGATATATGAGAAAAATTAA

1101 AAATCAGATTGAATTATTTGCCTGTCATACAGCTAATAATTGACCATAAGACAATTAGATTTAAATTAGTTTTGAATCTTTCTAATACCAAAGTTCAGTT

1201 TACTGTTCCATGTTGCTTCTGAGTGGCTTCACAGACTTATGAAAAAGTAAACGGAATCAGAATTACATCAATGCAAAAGCATTGCTGTGAACTCTGTACT

1301 TAGGACTAAACTTTGAGCAATAACACATATAGATTGAGGATTGTTTGCTGTTAGTATACAAACTCTGGTTCAAAGCTCCTCTTTATTGCTTGTCTTG

HindIII (1481)
1398 GAAAATTTGCTGTTCTTCATGGTTTCTCTTTTCACTGCTATCTATTTTTCTCAACCACTCACATGGCTACAATAACTGTCTGCAAGCTTATGATTCCCAA

1498 ATGTCTATCTCTAGCCTCAATCTTGTTCCAGAAGATAAAAAGTAGTATTCAAATGCACATCAACGTCTCCACTTGGAGGGCTTAAAGACGTTTCAACATA

1598 CAAACCGGGGAGTTTTGCCTGGAATGTTTCCTAAAATGTGTCCTGTAGCACATAGGGTCCTCTTGTTCCTTAAAATCTAATTACTTTTAGCCCAGTGCTC

1698 ATCCCACCTATGGGGAGATGAGAGTGAAAAGGGAGCCTGATTAATAATTACACTAAGTCAATAGGCATAGAGCCAGGACTGTTTGGGTAAACTGGT

1794 CACTTTATCTTAAACTAAATATATCCAAAACTGAACATGTACTTAGTTACTAAGTCTTTGACTTTATCTCATTCATACCACTCAGCTTTATCCAGGCCAC

1894 TagAGTTTGAGGAGAATATTTGTTATATTTGCAAAATAAAATAAGTTTGCAAGTTTTTTTTTTCTGCCCCAAAGAGCTCTGTGTCCTTGAACATAAAATA
>

Spel (2085)
1994 CAAATAACCGCTATGCTGTTAATTATTGACAAATGTCCCATTTTCAACCTAAGGAAATACCATAAAGTAACAGATATACCAACAAAAGGTTACTAGTTAA

Ncol (2183)
2094 CAGGCATTGCCTGAAAAGAGTATAAAAGAATTTCAGCATGATTTTCCATATTGTGCTTCCACCACTGCCAATAACAAAATAACTAGCAACCATGGTTCTG
@ M V L
2194 GGGCCCTGCATGCTGCTGCTGCTGCTGCTGCTGGGCCTGAGGCTACAGCTCTCCCTGGGCATCATCCCAGTTGAGGAGGAGAACCCGGACTTCTGGAACC
4 G P CM L L L L LLLGLURLO QLSLGI I PVETETENTPTDTFWN
2294 GCGAGGCAGCCGAGGCCCTGGGTGCCGCCAAGAAGCTGCAGCCTGCACAGACAGCCGCCAAGAACCTCATCATCTTCCTGGGCGATGGGATGGGGGTGTC
37MR E A A E A L G A A K KL QPAQTAAIKNTLTI I FLGDGMGV S
Ndel (2478)

2394 TACGGTGACAGCTGCCAGGATCCTAAAAGGGCAGAAGAAGGACAAACTGGGGCCTGAGATACCCCTGGCTATGGACCGCTTCCCATATGTGGCTCTGTCC
7 T V T A A R I L K G QZKJKUDJZ KULTG®PTETIPLAMTDTE RTEFUPY VATLS
2494 AAGACATACAATGTAGACAAACATGTGCCAGACAGTGGAGCCACAGCCACGGCCTACCTGTGCGGGGTCAAGGGCAACTTCCAGACCATTGGCTTGAGTG
104# K T Y NV DK HV P DSGATATAYTULTZ CGVIKSGNTFIOQT I G L S
2594 CAGCCGCCCGCTTTAACCAGTGCAACACGACACGCGGCAACGAGGTCATCTCCGTGATGAATCGGGCCAAGAAAGCAGGGAAGTCAGTGGGAGTGGTAAC
137 A A A R F NQ C N T TR GNZEVI SVMNZ RAIKIKAGIKS SV GV VT
2694 CACCACACGAGTGCAGCACGCCTCGCCAGCCGGCACCTACGCCCACACGGTGAACCGCAACTGGTACTCGGACGCCGACGTGCCTGCCTCGGCCCGCCAG
17 T T R V Q HA S PAGTVYAHTVNR RNWYSDADVTPASATZ RNDQ
2794 GAGGGGTGCCAGGACATCGCTACGCAGCTCATCTCCAACATGGACATTGATGTGATCCTGGGTGGAGGCCGAAAGTACATGTTTCGCATGGGAACCCCAG
2044 E G C Q DI AT QL I S NMDIDVI LG GGG GRIKTYMTFU RMGTF?®P
2894 ACCCTGAGTACCCAGATGACTACAGCCAAGGTGGGACCAGGCTGGACGGGAAGAATCTGGTGCAGGAATGGCTGGCGAAGCGCCAGGGTGCCCGGTATGT
237#*D P E Y P D DY S Q GG TR RULUDGI KNTLVQEWLAZ KT RI QGAT RY V
2994 GTGGAACCGCACTGAGCTCATGCAGGCTTCCCTGGACCCGTCTGTGACCCATCTCATGGGTCTCTTTGAGCCTGGAGACATGAAATACGAGATCCACCGA
270 W N R T E L M Q A S LDZP SV THLMGLTFTETZPSGHDMIEKTYETI HTR

Sacll (3165)

3094 GACTCCACACTGGACCCCTCCCTGATGGAGATGACAGAGGCTGCCCTGCGCCTGCTGAGCAGGAACCCCCGCGGCTTCTTCCTCTTCGTGGAGGGTGGTC
304+ D S T L DP SLMEMTTEAALT RTLTILTST RNTPRGTFTFTLTFVEGSG
3194 GCATCGACCACGGTCATCACGAAAGCAGGGCTTACCGGGCACTGACTGAGACGATCATGTTCGACGACGCCATTGAGAGGGCGGGCCAGCTCACCAGCGA
337 R | D H G H HESRAY RALTETTI MTFODTDATIETRAGA QLTS E
3294 GGAGGACACGCTGAGCCTCGTCACTGCCGACCACTCCCACGTCTTCTCCTTCGGAGGCTACCCCCTGCGAGGGAGCTCCATCTTCGGGCTGGCCCCTGGE
37¢# E D T L S L VTADU HSUHVYVT FSTFGGYUPLUZ RGSSI F GLATUPG
3394 AAGGCCCGGGACAGGAAGGCCTACACGGTCCTCCTATACGGAAACGGTCCAGGCTATGTGCTCAAGGACGGCGCCCGGCCGGATGTTACCGAGAGCGAGA
404 K A R D R K A Y T VL LY GNGPGY VLI KTUDGARTPDVTTESE




3494 GCGGGAGCCCCGAGTATCGGCAGCAGTCAGCAGTGCCCCTGGACGAAGAGACCCACGCAGGCGAGGACGTGGCGGTGTTCGCGCGCGGCCCGCAGGCGCA
437"S G S P E Y R Q Q S AV P L DETETHAGETDVAVFARSGTPAQAH
3594 CCTGGTTCACGGCGTGCAGGAGCAGACCTTCATAGCGCACGTCATGGCCTTCGCCGCCTGCCTGGAGCCCTACACCGCCTGCGACCTGGLGCCCCCCGCC
4700 L V H G V Q E Q T F I AHVMATFAATCLE®PYTATCDTLAUPUPA

Nhel (3749)
3694 GGCACCACCGACGCCGCGCACCCGGGGCGGTCCCGGTCCAAGCGTCTGGATTGAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAA
504 G T T D A A HP GR SRS KU R L D e
3794 ACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACA

Mfel (3898)
3894 ACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTAATTCT
3994 AAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAAT
4094 GTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAA
4194 TGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAG
4294 ATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAG
4394 CTTATCCTCAGTCCTGCTCCTCTGCCACAAAGTGCACGCAGTTGCCGGCCGGGTCGCGCAGGGCGAACTCCCGCCCCCACGGCTGCTCGCCGATCTCGGT
124 ¢ D Q E E A VF HVCNGATPDRTILATFET RGWPAOQETGI ET
4494 CATGGCCGGCCCGGAGGCGTCCCGGAAGTTCGTGGACACGACCTCCGACCACTCGGCGTACAGCTCGTCCAGGCCGCGCACCCACACCCAGGCCAGGGTG
944 M A P G S A DR F NT SV VESWEA AYTLTETDLTGRVWVWATLT
SgrAl (4656)
4594 TTGTCCGGCACCACCTGGTCCTGGACCGCGCTGATGAACAGGGTCACGTCGTCCCGGACCACACCGGCGAAGTCGTCCTCCACGAAGTCCCGGGAGAACC
604N D P VVQDQVASTITFLTVDDRVYVVYVGATFT DTDEVTFTDRSTFG
4694 CGAGCCGGTCGGTCCAGAACTCGACCGCTCCGGCGACGTCGCGCGCGGTGAGCACCGGAACGGCACTGGTCAACTTGGCCATGATGGCTCCTCCTGTCAG
274 L R D TWF E VAGAVDRATLVPVASTTLEKAM-=
Mfel (4819)
4794 GAGAGGAAAGAGAAGAAGGTTAGTACAATTGCTATAGTGAGTTGTATTATACTATGCAGATATACTATGCCAATGATTAATTGTCAAACTAGGGCTGCAG

4894 GTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAG
-

4994 CATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTG

5094 TTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTA

5194 GGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGA

5294 CACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACG

5394 GCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGC

5494 TGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAG

5594 TGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCA
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