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EcoRI (19)
NotI (2) Xbal (15)  Sdal (29) Ncol (89)
1 GCGGCCGCTATGCATCTAGAATTCCTGCAGGGCCCACTAGGTCGCTTGCATGTATCCGATTTCAGACTGCACTACTGCTATTGGATAACCATGGGGGCTC

101 TCAGCATTCCTGCAGTCCTTTGTCTCTTCCATGTCACGTGGCTCCTGTTACCCAGTTCTTTTTCCGTCCTCTGTTCTCTTAAAACTGTTTCCCTTTCCTGG

202 ACCTGTCTCTCCTCTCCATGTATATGCTTATATAAAAAGCTGCATAGGATAGAAAACACATGGTATTGTCTTTCTGAGTTACTTCACATAATATAGTAAC

EcoRV (334)
302 TTCC AGAGGTGCTTTGGCC AGTCACTCCTGGATATCT GCCAGTGAGAGAGGTGGAAAG AAAAACCAGGAGAGTGAACAAGGGCTTCCATTTCTCATGTG

401 CCCTTCAATTTCCTAACTAGTTGTCCTGTCTCAGACCGTCAGGCAAGCACTTTACCACTGAGCACCGTCCTTAGCCCAAATGAGTGTCAGTAGAGATTTA

501 AAGTTTTGTTTTTGTTTTTAAACAGTGCTGGAGATTGGATC CACGGCCT CTGGCCCGCATTTTACCACTGAGCTACACTCCCAAAGCAGTCGAAATC

598 ACAGTGGCCCAGGATTGAAATGATCACTTAGATGCTTTGCAGTCTTGATAAGACACTAAATCTTTGTCTATCAGTTACTTCATCTTTAATAACAGAACGT

698 ACTTAGGAATTTTATGAGCATTGTTAGTTAGCATGACACATGCTATATGTATTCGTCATTATGAATAATGTAACCACAGCAATTACATTGTACTTTTTAT

798 TATAAAAGGGGGGAGGGGAAGGCCTGGTCCTTTTTTAACTTCTGAGAGGTTTCGATTACTAAGTAAGACCTTATGTAGACTTCCATTTGGGAGCTGAGAAA

Xbal (935) EcoRI (953) SphI (1002)
899 GCAGAGGATTCCAAAAGGGGATGACATTTGCAAAGGTCTAGAAAAGGCGCCTGGGAATTCTACCGGGTAGGGGAGGCGCTTTTCCCAAGGCAGTCTGGAGC

Agel (1073)
1000 ATGCGCTTTAGCAGCCCCGCTGGGCACTTGGCGCTACACAAGTGGCCTCTGGCCTCGCACACATTCCACATCCACCGGTAGGCGCCAACCGGCTCCGTTC

1100 TTTGGTGGCCCCTTCGCGCCACCTTCTACTCCTCCCCTAGTCAGGAAGTTCCCCCCCGCCCCGCAGCTCGCGTCGTGCAGGACGTGACAAATGGAAGTA

1199 GCACGTCTCACTAGTCTCGTGCAGATGGACAGCACCGCTGAGCAATGGAAGCGGGTAGGCCTTTGGGGCAGCGGCCAATAGCAGCTTTGCTCCTTCGCTT

BspEI (1381)
1299 TCTGGGCTCAGAGGCTGGGAAGGGGTGGGTCCGGGGGCGGGCTCAGGGGCGGGCTCAGGGGCAGGGCGGGCGCCCGAAGGTCCTCCGGAGGCCCGGCATT

BspHI (1480) Sphl (1502)
1399 CTGCACGCTTCAAAAGCGCACGTCTGTCGCGCTGTTCTCCTCTTCCTCATCTCCGGGCCTTTCGACCTCACGGTGTTGC&H}CATGATTCTGGGGCCCTG
kM | L G P C
1499 CATGCTGCTGCTGCTGCTGCTGCTGGGCCTGAGGCTACAGCTCTCCCTGGGCATCATCCCAGTTGAGGAGGAGAACCCGGACTTCTGGAACCGCGAGGCAG
6 M L L L L LLLGLU RLO QLS STLGI I PVETETENTPTDTFWNT RTEA
1600 CCGAGGCCCTGGGTGCCGCCAAGAAGCTGCAGCCTGCACAGACAGCCGCCAAGAACCTCATCATCTTCCTGGGCGATGGGATGGGGGTGTCTACGGTGACA
40PA E A L G A A K KL QPAQTAATKNTLTI I FLGDGMGVSTVT
1701 GCTGCCAGGATCCTAAAAGGGCAGAAGAAGGACAAACTGGGGCCTGAGATACCCCTGGCTATGGACCGCTTCCCATATGTGGCTCTGTCCAAGACATACAA
744+ A AR I L KGQKJ KT DTZ KTLTGTPETIUPLAMSDTE RTETZPYVALSTEKTTYN
1802 TGTAGACAAACATGTGCCAGACAGTGGAGCCACAGCCACGGCCTACCTGTGCGGGGTCAAGGGCAACTTCCAGACCATTGGCTTGAGTGCAGCCGCCCGCT
17 VD K H VP DS GA T A TAYLGCGVI KGNTFI QTI GLSAAAR
1903 TTAACCAGTGCAACACGACACGCGGCAACGAGGTCATCTCCGTGATGAATCGGGCCAAGAAAGCAGGGAAGTCAGTGGGAGTGGTAACCACCACACGAGTG
141 F N Q C N T T R GNTEV I S VMNP RAZKTEKAGE KT SVGEGVVTTTR RV
2004 CAGCACGCCTCGCCAGCCGGCACCTACGCCCACACGGTGAACCGCAACTGGTACTCGGACGCCGACGTGCCTGCCTCGGCCCGCCAGGAGGGGTGCCAGGA
175# Q H A S P A GTVYAHTVNR RNWYSDATDVZPASARG QETGT CAGQD
2105 CATCGCTACGCAGCTCATCTCCAACATGGACATTGATGTGATCCTGGGTGGAGGCCGAAAGTACATGTTTCGCATGGGAACCCCAGACCCTGAGTACCCAG
208+ | A T QL I S NMDIODVILGG®GGRZEKTYMTFRMGTTPTUDTPTEYFP
2206 ATGACTACAGCCAAGGTGGGACCAGGCTGGACGGGAAGAATCTGGTGCAGGAATGGCTGGCGAAGCGCCAGGGTGCCCGGTATGTGTGGAACCGCACTGAG
242*D D Y S Q G G TR LDGIKNTLVQEWTLATZ KT R QGATRTYVWNR RTE
2307 CTCATGCAGGCTTCCCTGGACCCGTCTGTGACCCATCTCATGGGTCTCTTTGAGCCTGGAGACATGAAATACGAGATCCACCGAGACTCCACACTGGACCC
27%6* L M Q A S L DP SV THLMGLTFTETPGDMEKTYTETLIUHRTDSTTLTUDZP
Sacll (2462)
2408 CTCCCTGATGGAGATGACAGAGGCTGCCCTGCGCCTGCTGAGCAGGAACCCCCGCGGCTTCTTCCTCTTCGTGGAGGGTGGTCGCATCGACCACGGTCATC
309 S L M EMTEAALT RTLTLTGST RNPR RGTFTFTLTFVETG GG GRTIDUHTGH
2509 ACGAAAGCAGGGCTTACCGGGCACTGACTGAGACGATCATGTTCGACGACGCCATTGAGAGGGCGGGCCAGCTCACCAGCGAGGAGGACACGCTGAGCCTC
343 H E S R A Y RA L TETI MFDDATIERAGAO QLTS SETETDTTLS.L
2610 GTCACTGCCGACCACTCCCACGTCTTCTCCTTCGGAGGCTACCCCCTGCGAGGGAGCTCCATCTTCGGGCTGGCCCCTGGCAAGGCCCGGGACAGGAAGGC
377# V. T A D HS HVFSTFGGYTZPLTZ RGST STIFGLAPGTE KAT RTDTR RKA
2711 CTACACGGTCCTCCTATACGGAAACGGTCCAGGCTATGTGCTCAAGGACGGCGCCCGGCCGGATGTTACCGAGAGCGAGAGCGGGAGCCCCGAGTATCGGC
410 'Y T VL L Y GNGP GY VLIKDTGATRTPTDVTTETSTESTGSTZPEYR
2812 AGCAGTCAGCAGTGCCCCTGGACGAAGAGACCCACGCAGGCGAGGACGTGGCGGTGTTCGCGCGCGGCCCGCAGGCGCACCTGGTTCACGGCGTGCAGGAG
444¥Q Q S A V P L D E E THA GEDVAVFARTGTPI QAUHLVHGVAOQE
2913 CAGACCTTCATAGCGCACGTCATGGCCTTCGCCGCCTGCCTGGAGCCCTACACCGCCTGCGACCTGGCGCCCCCCGCCGGCACCACCGACGCCGCGCACCC
478 Q T F | A H VMA F AACLTETPYTACDTLAZPTPAGTTUDAATHSF®P
Nhel (3046)
3014 GGGGCGGTCCCGGTCCAAGCGTCTGGATTGAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAA
511 G R S R S K R L D e
3115 AAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTT

3216 TCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTAATTCTAAAATACAGCATAGCAAAACTTTAAC

3317 CTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCT
3418 TCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTA
Sspl  (3525)

3519 GTAAAA%ATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCA

3620 GTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTATCCTCAGTCCTGCTCCTCTGCCACAA

1254 ¢« D Q E E A V F

3721 AGTGCACGCAGTTGCCGGCCGGGTCGCGCAGGGCGAACTCCCGCCCCCACGGCTGCTCGCCGATCTCGGTCATGGCCGGCCCGGAGGCGTCCCGGAAGTTC
11774 H VvV C N G A P DR LATFERG GWPOQETGI ETMAPGSATDTRFN

3822 GTGGACACGACCTCCGACCACTCGGCGTACAGCTCGTCCAGGCCGCGCACCCACACCCAGGCCAGGGTGTTGTCCGGCACCACCTGGTCCTGGACCGCGCT
834T S VvV VE S WE A Y L E DL GRVWVWALTNDZPVVQDAQVAS

SgrAl (3953)
3923 GATGAACAGGGTCACGTCGTCCCGGACCACACCGGCGAAGTCGTCCTCCACGAAGTCCCGGGAGAACCCGAGCCGGTCGGTCCAGAACTCGACCGCTCCGG
54 | F L T VDDRVVGAFUDUDTEVFIDRSTFS GLRUDTWTFTEVAGA



4024

164

4125

4226

4327

4428

4529

4630

4731

4832

4933

Aatll (4029)
CGACGTCGCGCGCGGTGAGCACCGGAACGGCACTGGTCAACTTGGCCATGATGGCTCCTCCTGTCAGGAGAGGAAAGAGAAGAAGGTTAGTACAATTGCTA
VDRATLVPVASTTLTEKAM=-
TAGTGAGTTGTATTATACTATGCAGATATACTATGCCAATGATTAATTGTCAAACTAGGGCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAA
-

AGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGA

AACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTT

TCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCC

CCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGG

ATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCT

GAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGC

GCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGT

TAATTAACATTTAAATCA
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