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GCGGCCGCGTCGACGATATCTAGAATTCGGATCCTGCAGGGCCCACTAGTACATTGTTTGCTGCACGTTGGATTTTGAAATGCTAGGGAACTTTGGGAGA

CTCATATTTCTGGGCTAGAGGATCTGTGGACCACAAGATCTTTTTATGATGACAGTAGCAATGTATCTGTGGAGCTGGATTCTGGGTTGGGAGTGCAAGG

AAAAGAATGTACTAAATGCCAAGACATCTATTTCAGGAGCATGAGGAATAAAAGTTCTAGTTTCTGGTCTCAGAGTGGTGCAGGGATCAGGGAGTCTCAC

AATCTCCTGAGTGCTGGTGTCTTAGGGCACACTGGGTCTTGGAGTGCAAAGGATCTAGGCACGTGAGGCTTTGTATGAAGAATCGGGGATCGTACCCACC

CCCTGTTTCTGTTTCATCCTGGGCGTGTCTCCTCTGCCTTTGTCCCCTAGATGAAGTCTCCATGAGCTACAGGGCCTGGTGCATCCAGGGTGATCTAGTA

ATTGCAGAACAGCAAGTGCTAGCTCTCCCTCCCCTTCCACAGCTCTGGGTGTGGGAGGGGGTTGTCCAGCCTCCAGCAGCATGGGGAGGGCCTTGGTCAG

CCTCTGGGTGCCAGCAGGGCAGGGGCGGAGTCCTGGGGAATGAAGGTTTTATAGGGCTCCTGGGGGAGGCTCCCCAGCCCCAAGCTTACCACCTGCACCC

GGAGAGCTGTGTCACCATGGTTCTGGGGCCCTGCATGCTGCTGCTGCTGCTGCTGCTGGGCCTGAGGCTACAGCTCTCCCTGGGCATCATCCCAGTTGAG

GAGGAGAACCCGGACTTCTGGAACCGCGAGGCAGCCGAGGCCCTGGGTGCCGCCAAGAAGCTGCAGCCTGCACAGACAGCCGCCAAGAACCTCATCATCT

TCCTGGGCGATGGGATGGGGGTGTCTACGGTGACAGCTGCCAGGATCCTAAAAGGGCAGAAGAAGGACAAACTGGGGCCTGAGATACCCCTGGCTATGGA

CCGCTTCCCATATGTGGCTCTGTCCAAGACATACAATGTAGACAAACATGTGCCAGACAGTGGAGCCACAGCCACGGCCTACCTGTGCGGGGTCAAGGGC

AACTTCCAGACCATTGGCTTGAGTGCAGCCGCCCGCTTTAACCAGTGCAACACGACACGCGGCAACGAGGTCATCTCCGTGATGAATCGGGCCAAGAAAG

CAGGGAAGTCAGTGGGAGTGGTAACCACCACACGAGTGCAGCACGCCTCGCCAGCCGGCACCTACGCCCACACGGTGAACCGCAACTGGTACTCGGACGC

CGACGTGCCTGCCTCGGCCCGCCAGGAGGGGTGCCAGGACATCGCTACGCAGCTCATCTCCAACATGGACATTGATGTGATCCTGGGTGGAGGCCGAAAG

TACATGTTTCGCATGGGAACCCCAGACCCTGAGTACCCAGATGACTACAGCCAAGGTGGGACCAGGCTGGACGGGAAGAATCTGGTGCAGGAATGGCTGG

CGAAGCGCCAGGGTGCCCGGTATGTGTGGAACCGCACTGAGCTCATGCAGGCTTCCCTGGACCCGTCTGTGACCCATCTCATGGGTCTCTTTGAGCCTGG

AGACATGAAATACGAGATCCACCGAGACTCCACACTGGACCCCTCCCTGATGGAGATGACAGAGGCTGCCCTGCGCCTGCTGAGCAGGAACCCCCGCGGC

TTCTTCCTCTTCGTGGAGGGTGGTCGCATCGACCACGGTCATCACGAAAGCAGGGCTTACCGGGCACTGACTGAGACGATCATGTTCGACGACGCCATTG

AGAGGGCGGGCCAGCTCACCAGCGAGGAGGACACGCTGAGCCTCGTCACTGCCGACCACTCCCACGTCTTCTCCTTCGGAGGCTACCCCCTGCGAGGGAG

CTCCATCTTCGGGCTGGCCCCTGGCAAGGCCCGGGACAGGAAGGCCTACACGGTCCTCCTATACGGAAACGGTCCAGGCTATGTGCTCAAGGACGGCGCC

CGGCCGGATGTTACCGAGAGCGAGAGCGGGAGCCCCGAGTATCGGCAGCAGTCAGCAGTGCCCCTGGACGAAGAGACCCACGCAGGCGAGGACGTGGCGG

TGTTCGCGCGCGGCCCGCAGGCGCACCTGGTTCACGGCGTGCAGGAGCAGACCTTCATAGCGCACGTCATGGCCTTCGCCGCCTGCCTGGAGCCCTACAC

CGCCTGCGACCTGGCGCCCCCCGCCGGCACCACCGACGCCGCGCACCCGGGGCGGTCCCGGTCCAAGCGTCTGGATTGAAGCTAGCTGGCCAGACATGAT

AAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATT

ATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCT

ACAAATGTGGTATGGAATTAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGC

ATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTA
GCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAA
ATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATT
GGACAGCAAGAAAGCGAGCTTCTAGCTTATCCTCAGTCCTGCTCCTCTGCCACAAAGTGCACGCAGTTGCCGGCCGGGTCGCGCAGGGCGAACTCCCGCC

CCCACGGCTGCTCGCCGATCTCGGTCATGGCCGGCCCGGAGGCGTCCCGGAAGTTCGTGGACACGACCTCCGACCACTCGGCGTACAGCTCGTCCAGGCC

GCGCACCCACACCCAGGCCAGGGTGTTGTCCGGCACCACCTGGTCCTGGACCGCGCTGATGAACAGGGTCACGTCGTCCCGGACCACACCGGCGAAGTCG

TCCTCCACGAAGTCCCGGGAGAACCCGAGCCGGTCGGTCCAGAACTCGACCGCTCCGGCGACGTCGCGCGCGGTGAGCACCGGAACGGCACTGGTCAACT

TGGCCATGATGGCTCCTCCTGTCAGGAGAGGAAAGAGAAGAAGGTTAGTACAATTGCTATAGTGAGTTGTATTATACTATGCAGATATACTATGCCAATG

 •  D  Q  E   E   A   V  F   H  V  C  N  G  A   P   D  R   L   A   F   E   R   G

  W  P   Q  E   G  I   E   T   M  A   P   G  S   A   D  R   F   N  T   S   V  V  E   S   W  E   A   Y   L   E   D  L   G 

 R   V  W  V  W  A   L   T   N  D  P   V  V  Q  D  Q  V  A   S   I   F   L   T   V  D  D  R   V  V  G  A   F   D  

D  E   V  F   D  R   S   F   G  L   R   D  T   W  F   E   V  A   G  A   V  D  R   A   T   L   V  P   V  A   S   T   L   K

  A   M 

 M  V  L   G  P   C   M  L   L   L   L   L   L   L   G  L   R   L   Q  L   S   L   G  I   I   P   V  E  

 E   E   N  P   D  F   W  N  R   E   A   A   E   A   L   G  A   A   K  K  L   Q  P   A   Q  T   A   A   K  N  L   I   I   

F   L   G  D  G  M  G  V  S   T   V  T   A   A   R   I   L   K  G  Q  K  K  D  K  L   G  P   E   I   P   L   A   M  D

  R   F   P   Y   V  A   L   S   K  T   Y   N  V  D  K  H  V  P   D  S   G  A   T   A   T   A   Y   L   C   G  V  K  G 

 N  F   Q  T   I   G  L   S   A   A   A   R   F   N  Q  C  N  T   T   R   G  N  E   V  I   S   V  M  N  R   A   K  K  

A   G  K  S   V  G  V  V  T   T   T   R   V  Q  H  A   S   P   A   G  T   Y   A   H  T   V  N  R   N  W  Y   S   D  A

  D  V  P   A   S   A   R   Q  E   G  C  Q  D  I   A   T   Q  L   I   S   N  M  D  I   D  V  I   L   G  G  G  R   K 

 Y   M  F   R   M  G  T   P   D  P   E   Y   P   D  D  Y   S   Q  G  G  T   R   L   D  G  K  N  L   V  Q  E   W  L   

A   K  R   Q  G  A   R   Y   V  W  N  R   T   E   L   M  Q  A   S   L   D  P   S   V  T   H  L   M  G  L   F   E   P   G

  D  M  K  Y   E   I   H  R   D  S   T   L   D  P   S   L   M  E   M  T   E   A   A   L   R   L   L   S   R   N  P   R   G 

 F   F   L   F   V  E   G  G  R   I   D  H  G  H  H  E   S   R   A   Y   R   A   L   T   E   T   I   M  F   D  D  A   I   

E   R   A   G  Q  L   T   S   E   E   D  T   L   S   L   V  T   A   D  H  S   H  V  F   S   F   G  G  Y   P   L   R   G  S

  S   I   F   G  L   A   P   G  K  A   R   D  R   K  A   Y   T   V  L   L   Y   G  N  G  P   G  Y   V  L   K  D  G  A  

 R   P   D  V  T   E   S   E   S   G  S   P   E   Y   R   Q  Q  S   A   V  P   L   D  E   E   T   H  A   G  E   D  V  A   

V  F   A   R   G  P   Q  A   H  L   V  H  G  V  Q  E   Q  T   F   I   A   H  V  M  A   F   A   A   C  L   E   P   Y   T

  A   C  D  L   A   P   P   A   G  T   T   D  A   A   H  P   G  R   S   R   S   K  R   L   D  •  
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1

101

201

301

401

501

601

701

801
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1101

1201

1301

1401

1501

1601

1701

1801

1901

2001

2101
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2301
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3101

3201
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125

102

69

35

2

1

29

62

95

129

162

195

229

262

295

329

362

395

429

462

495



ATTAATTGTCAAACTAGGGCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTT

CCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCT

GGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCAC

GCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTA

TCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAG

TTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCT

CTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGAT

CTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCA

3401
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3601

3701

3801
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