EcoRI (23)
Xbal (19) Sdal (38)

EcoRV (17)
Notl (2)

Spel (45)

Scal (566)

ori pMB1

SgrAl (3642) (r)NSE prom.

%% bDRIVESLucia-rNSE-RUS'
(4639 bp)

Sspl (3214)

HindIII (1816)

EcoRV (2513) Ncol (2101)

BglII (2216)



EcoRI (23)
Xbal (19)
NotI (2) EcoRV (17) Sdal (38) Spel (45)
1 GCGGCCGCGTCGACGATATCTAGAATTCGGATCCTGCAGGGCCCACTAGTAGCTCTGAGCTCCTCCTCTGCTCGCCCAATCCTTCCAACCCCCTATGGTG

101 GTATGGCTGACACAGAAAATGTCTGCTCCTGTATGGGACATTTGCCCCTCTTCTCCAAATATAAGACAGGATGAGGCCTAGCTTTTGCTGCTCCAAAGTT

201 TTAAAAGAACACATTGCACGGCATTTAGGGACTCTAAAGGGTGGAGGAGGAATGAGGGAATTGCATCATGCCAAGGCTGGTCCTCATCCATCACTGCTTC

301 CAGGGCCCAGAGTGGCTTCCAGGAAGTATTCTTACAAAGGAAGCCCGATCTGTAGCTAACACTCAGAGCCCATTTTCCTGCGTTAACCCCTCCCGACCTC

401 ATATACAGGAGTAACATGATCAGTGACCTGGGGGAGCTGGCCAAACTGCGGGACCTGCCCAAGCTGAGGGCCTTGGTGCTGCTGGACAACCCCTGTGCCG

Scal (566)
501 ATGAGACTGACTACCGCCAGGAGGCCCTGGTGCAGATGGCACACCTAGAGCGCCTAGACAAAGAGTACTATGAGGACGAGGACCGGGCAGAAGCTGAGGA

Sdal (700)
601 GATCCGACAGAGGCTGAAGGAGGAACAGGAGCAAGAACTCGACCCGGACCAAGACATGGAACCGTACCTCCCGCCAACTTAGTGGCTCCTCTAGCCTGCA

701 GGGACAGTAAAGGTGATGGCAGGAAGGCAGCCCCCGGAGGTCAAAGGCTGGGCACGCGGGAGGAGAGGCCAGAGTCAGAGGCTGCGGGTATCTCAGATAT

801 GAAGGAAAGATGAGAGAGGCTCAGGAAGAGGTAAGAAAAGACACAAGAGACCAGAGAAGGGAGAAGAATTAGAGAGGGAGGCAGAGGACCGCTGTCTCTA

901 CAGACATAGCTGGTAGAGACTGGGAGGAAGGGATGAACCCTGAGCGCATGAAGGGAAGGAGGTGGCTGGTGGTATATGGAGGATGTAGCTGGGCCAGGGA

1001 AAAGATCCTGCACTAAAAATCTGAAGCTAAAAATAACAGGACACGGGGTGGAGAGGCGAAAGGAGGGCAGAGTGAGGCAGAGAGACTGAGAGGCCTGGGG

1101 ATGTGGGCATTCCGGTAGGGCACACAGTTCACTTGTCTTCTCTTTTTCCAGGAGGCCAAAGATGCTGACGTCAAGAACTCATAATACCCCAGTGGGGACC

1201 ACCGCATTCATAGCCCTGTTACAAGAAGTGGGAGATGTTCCTTTTTGTCCCAGACTGGAAATCCGTTACATCCCGAGGCTCAGGTTCTGTGGTGGTCATC

1301 TCTGTGTGGCTTGTTCTGTGGGCCTACCTAAAGTCCTAAGCACAGCTCTCAAGCAGATCCGAGGCGACTAAGATGCTAGTAGGGGTTGTCTGGAGAGAAG

1401 AGCCGAGGAGGTGGGCTGTGATGGATCAGTTCAGCTTTCAAATAAAAAGGCGTTTTTATATTCTGTGTCGAGTTCGTGAACCCCTGTGGTGGGCTTCTCC

Xhol (1555)
1501 ATCTGTCTGGGTTAGTACCTGCCACTATACTGGAATAAGGGGACGCCTGCTTCCCTCGAGTTGGCTGGACAAGGTTATGAGCATCCGTGTACTTATGGGG

1601 TTGCCAGCTTGGTCCTGGATCGCCCGGGCCCTTCCCCCACCCGTTCGGTTCCCCACCACCACCCGCGCTCGTACGTGCGTCTCCGCCTGCAGCTCTTGAC

1701 TCATCGGGGCCCCCGGGTCACATGCGCTCGCTCGGCTCTATAGGCGCCGCCCCCTGCCCACCCCCCGCCCGCGCTGGGAGCCGCAGCCGCCGCCACTCCT

HindIII (1816)
1801 GCTCTCTCTGCGCCGAAGCTTCGAGG

1901

2001 CAAGCCA
-

-

Ncol (2101)
2101 CCATGGAAATCAAGGTGCTGTTTGCCCTCATCTGTATTGCTGTTGCTGAGGCAAAACCCACTGAAATCAATGAAGACCTCAATATAGCTGCTGTGGCCTC
1*M E | K VL F AL I CI AV AEAZ KT PTTETINTETUDTLTNIAAVAS
BglIl (2216)

2201 CAACTTTGCCACCACAGATCTTGAGACTGACCTGTTCACCAACTGGGAGACCATGAATGTGATTAGCACTGACACAGAGCAGGTGAACACAGATGCTGAC
33 N F A T TDULETDLTFTNWETMNVI STDTE- QVNTTDATD
2301 AGGGGCAAGCTGCCTGGCAAAAAACTCCCCCCAGATGTCCTGAGGGAGCTGGAGGCCAATGCCAGAAGGGCTGGTTGCACAAGAGGCTGCCTCATTTGCC
67 R G K L P G K K L PPDVLR RTETLTEANARTRAGT CTR RSGT CTLII C
2401 TCTCCCACATTAAGTGCACCCCTAAGATGAAGAAATTTATCCCTGGCAGGTGCCACACTTATGAAGGTGAAAAGGAGTCTGCTCAGGGAGGGATTGGAGA
100 L S H I K C T P KM K K F I P GRCUHTYGEG GETZ KTESAQGSG G I GE

EcoRV (2513)
2501 GGCAATTGTTGATATCCCAGAGATTCCTGGCTTCAAGGATAAGGAGCCACTGGACCAGTTTATTGCTCAAGTGGACCTCTGTGCTGATTGCACCACTGGC

133 A | v D I P E I P GF KDIKZEU®PLDI QFI AQVDLTCADTE CTTG
2601 TGTCTGAAGGGCCTTGCCAATGTCCAGTGCTCTGACCTCCTGAAGAAGTGGCTTCCCCAGAGGTGTACCACTTTTGCCAGCAAGATTCAGGGTAGGGTGG
167 C L K G L ANV QC SDWLIL K KWLU®PQRT CTTT FASIZ K I QGR YV

Nhel (2735)
2701 ACAAAATCAAGGGTCTGGCTGGGGACAGATGATAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGA
200¥D K | K G L A G D R e
2801 AAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTA

2901 TGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTAATTCTAAAATACAGCATAGCAAAACT
| -
3001 TTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCC
3101 TCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCC
Sspl (3214)

3201 CTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAAT
3301 ATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTATCCTCAGTCCTGCTCCT

1254 « D Q E E
3401 CTGCCACAAAGTGCACGCAGTTGCCGGCCGGGTCGCGCAGGGCGAACTCCCGCCCCCACGGCTGCTCGCCGATCTCGGTCATGGCCGGCCCGGAGGCGTC
1204 A V F HV C NGA P DURTULATFTET RGW®PI QETGIETMATPGSATD




3501 CCGGAAGTTCGTGGACACGACCTCCGACCACTCGGCGTACAGCTCGTCCAGGCCGCGCACCCACACCCAGGCCAGGGTGTTGTCCGGCACCACCTGGTCC
874 R F N T S VvV V E S WEAYLEDLGRVWVWATILTNUDUZPVV QD
SgrAl (3642)
3601 TGGACCGCGCTGATGAACAGGGTCACGTCGTCCCGGACCACACCGGCGAAGTCGTCCTCCACGAAGTCCCGGGAGAACCCGAGCCGGTCGGTCCAGAACT
534Q VA S |1 F L T VDDRVYVVGATFDUDTEVFDI RS ST FGLRUDTWF E
3701 CGACCGCTCCGGCGACGTCGCGCGCGGTGAGCACCGGAACGGCACTGGTCAACTTGGCCATGATGGCTCCTCCTGTCAGGAGAGGAAAGAGAAGAAGGTT
204 VA GA VDRATLVPVASTLIKAM=-
3801 AGTACAATTGCTATAGTGAGTTGTATTATACTATGCAGATATACTATGCCAATGATTAATTGTCAAACTAGGGCTGCAGGTTAATTAAGAACATGTGAGC
-

3901 AAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCA

4001 AGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCG

4101 GATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGG

4201 CTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCA

4301 GCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTAT

4401 TTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGT

4501 TTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAA

4601 GGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCA
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