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Xbal (15) Sdal (29)
Notl (2) Nsil (14) EcoRI (19) Spel (36)
1 GCGGCCGCTATGCATCTAGAATTCCTGCAGGGCCCACTAGTCTGTAAGCTGGAAGTCTGGCAGTGCTGAGCTGG

75 CCAACCCCCTCAGGACCTCCTCCTTGTGCCCACTGAATGACTCACCTTGGCATAGACATAATGGTCAGGGGCGG

149 GCACACAGCCTGATTCCCGCTGCACTCCAGGCCCCCTTCAATGCTTTCCGAGAAGTCCATTGAGCTGGGAGCTT

Ncol (270)
223 GTACTGCACCAAGGGCTGACATCCTGGCAGCCAGGGATGAAAGCAGCCCATGGGGCTACCCTTGCCGTATGCCT

297 CACTGGCGGCAGAGAACAAGGCTCTATTCAGCAAATGCCCTGGAGTAGACACCAGAAGTCCAAGCATGGGCAGA

371 GGAAGGCAGGCGTTGGGGGCTGGAGGGGAGCAGAGCTGTCTGTTTTCCAGAAGCCCAAGGGTACAGATGGCGCC

BgllI (481)
445 TGGGGGGGAACTGAGTGGAGGGGATAGATGGGCCTGAGATCTCAAACATCAACAGCCTCCTCCCCACCAACGAT

519 GAAGGTGGAGGTTGGTTTCCCAGACCTACATATCCCCCAGAGACCTGGTGTATGAAAATTCAAAGGAGGTAAGT

593 CTCCTGAGAGAACGGGGGGCTCACAAATGAAGCCAGCTGTCTTACCCTATCAGGACCTACGTGCATTCCTTCTG

667 TCCTGCCCCCTAAACACACAGCCAGAGGCTCAAATTGATTCTGGAGTCACAAAGGGGGCTTGAAACCCCAGCCC

741 CCCACTCCTGAACTCCAGGAATGAGAAGATAGTATTGGAGGGGTTCAGAGGAGAGGGCTCTGCACATCTGTTGA

815 GAATGGGGGTCCCAGGAGAGTGTAATTTAGGCTGATCCCGGAGGAAGGGAATAGGCTCTTCAAGATCCTAGCAT

889 CTCACAGGCCCACAGAGAAGTTCAGAGTTGGGGCAGCCCTGGCTTACAGGCTCTAAGAACTGGAGGCAGTTTAC

963 CCAACCCAGCTGTGTGCATGCTGTCCCTCTCTCTGTCTCTGTCTGTCTCTCTCTGTCTCTGTCTCTCTGTGTGT

BsrGI (1088)
1037 GTGTGTGTGTGCTCACACACGTGTGTGTTTATCACACAAATGTTCATGTGTGTGTACATACATGTGTTGAGGCC

1111 AGAGGTCAACCTCAGACACTGTTGACTTGGTTGTATGAGATAACATTTCCCCCTGGGACCTGGGATTTGCCAAT

1185 TAGTGTGACCCAGGAAGCCTACTTATTTTCATTCCTCAGCACTGCAGTTACAAGTATGCACTGTCAAACCAGGC

1259 CTTTTTTTTTTTTTTTTTCCAAACCAGGCCTTTTGTATTCGCTCTGTGGCTAGAACTTGGGTCTCCATGCTTGA

1333 CAGGCAAGCGATTTATGGACTAAGCTGTTTCCTCGGCCCTCTCTTGACCCATTTACCAGAAATGGGGTTTCCTT

1407 GATCAATGGTTAAGCCAGGCTGGTGTTCCCAGGAAACCCTTGACTCTGGGTACAGTGACCTTGGTGGGGTGAGA

1481 AGAGTTCTCTCCATAGCTGGGCTGGGGCCCAGCTCCACCCCCTCAGGCTATTCAATGGGGTGCTGCCAGGAAGT

BspHI (1627)
1555 CAGGGGCAGATCCAGTCCAGCCCGTCCCTCAATAAAGGCCCTGACATCCCAGGAGCCAGCAGAAGCAGGGCATC
»
1629 ATGATGGAAATCAAGGTGCTGTTTGCCCTCATCTGTATTGCTGTTGCTGAGGCAAAACCCACTGAAATCAATGA

i* M M E | K VL F AL I CI AV AEAIKU PTTE I NE
Bglll (1745)
1703 AGACCTCAATATAGCTGCTGTGGCCTCCAACTTTGCCACCACAGATCTTGAGACTGACCTGTTCACCAACTGGG

25 D L NI A A VA SNTFATTWDULETUDTULTFTNW
1777 AGACCATGAATGTGATTAGCACTGACACAGAGCAGGTGAACACAGATGCTGACAGGGGCAAGCTGCCTGGCAAA

S50 E T M N V I S T DT E QV NTDAUDU RGI KL P G K
1851 AAACTCCCCCCAGATGTCCTGAGGGAGCTGGAGGCCAATGCCAGAAGGGCTGGTTGCACAAGAGGCTGCCTCAT

75 K I P P DV I R F I F A N A R RAGC TR GC 1 1



1925 TTGCCTCTCCCACATTAAGTGCACCCCTAAGATGAAGAAATTTATCCCTGGCAGGTGCCACACTTATGAAGGTG

99 C L S H I K C T P KM K K F I P G R CHTY E G
1999 AAAAGGAGTCTGCTCAGGGAGGGATTGGAGAGGCAATTGTTGATATCCCAGAGATTCCTGGCTTCAAGGATAAG

124 e K E S A Q G G I G E A I Vv DI P E I P G F K DK
2073 GAGCCACTGGACCAGTTTATTGCTCAAGTGGACCTCTGTGCTGATTGCACCACTGGCTGTCTGAAGGGCCTTGC

149 E P L D Q F I A Q VDL CADT ECTTSGT CULIKTGTLA
2147 CAATGTCCAGTGCTCTGACCTCCTGAAGAAGTGGCTTCCCCAGAGGTGTACCACTTTTGCCAGCAAGATTCAGG

173 N v Q C S DL L K KWULPQRZ CTTTFASIK I Q

Nhel (2264)
2221 GTAGGGTGGACAAAATCAAGGGTCTGGCTGGGGACAGATGATAGCTAGCTGGCCAGACATGATAAGATACATTG

198#G R V D K I K G L A G D R e
2295 ATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCT

2369 TTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCA

2443 GGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTAATTCTAAAATACA
2517 GCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCA
2591 TCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTAT
2665 TTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGT
SspI (2743)
2739 AAAA%ATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGC
2813 TCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGA
2887 CAGCAAGAAAGCGAGCTTCTAGCTTATCCTCAGTCCTGCTCCTCTGCCACAAAGTGCACGCAGTTGCCGGCCGG
1254 ¢« D Q E E A V F HV C N G A P
2961 GTCGCGCAGGGCGAACTCCCGCCCCCACGGCTGCTCGCCGATCTCGGTCATGGCCGGCCCGGAGGCGTCCCGGA
174 D R L A F E R G WP QE G I ETMAU PGS SATDTRF
3035 AGTTCGTGGACACGACCTCCGACCACTCGGCGTACAGCTCGTCCAGGCCGCGCACCCACACCCAGGCCAGGGTG
8s4 N T S V VE S WEA AYULTET DTLTGRVWVWATLT
SgrAl (3171)
3109 TTGTCCGGCACCACCTGGTCCTGGACCGCGCTGATGAACAGGGTCACGTCGTCCCGGACCACACCGGCGAAGTC
604N D P V V Q D Q VA S I FLTVDUDTZRVVGATFTD
3183 GTCCTCCACGAAGTCCCGGGAGAACCCGAGCCGGTCGGTCCAGAACTCGACCGCTCCGGCGACGTCGCGCGCGG
3¢4 D E VF DR SF GLRUDTWTFTEVAGAVTDR RAT
3257 TGAGCACCGGAACGGCACTGGTCAACTTGGCCATGATGGCTCCTCCTGTCAGGAGAGGAAAGAGAAGAAGGTTA
114 L V P V A S T L K A M =
3331 GTACAATTGCTATAGTGAGTTGTATTATACTATGCAGATATACTATGCCAATGATTAATTGTCAAACTAGGGCT

3405 GCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCG
-
3479 TTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGAC

3553 AGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTA

3627 CCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGT

3701 TCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATC

3775 CGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGA

3849 TTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGA

3923 ACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAA

3997 ACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAG

4071 AAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATG




4145 GCTAGTTAATTAACATTTAAATCA
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