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GCGGCCGCTATGCATCTAGAATTCCTGCAGGGCCCACTAGTCTGTAAGCTGGAAGTCTGGCAGTGCTGAGCTGG

CCAACCCCCTCAGGACCTCCTCCTTGTGCCCACTGAATGACTCACCTTGGCATAGACATAATGGTCAGGGGCGG

GCACACAGCCTGATTCCCGCTGCACTCCAGGCCCCCTTCAATGCTTTCCGAGAAGTCCATTGAGCTGGGAGCTT

GTACTGCACCAAGGGCTGACATCCTGGCAGCCAGGGATGAAAGCAGCCCATGGGGCTACCCTTGCCGTATGCCT

CACTGGCGGCAGAGAACAAGGCTCTATTCAGCAAATGCCCTGGAGTAGACACCAGAAGTCCAAGCATGGGCAGA

GGAAGGCAGGCGTTGGGGGCTGGAGGGGAGCAGAGCTGTCTGTTTTCCAGAAGCCCAAGGGTACAGATGGCGCC

TGGGGGGGAACTGAGTGGAGGGGATAGATGGGCCTGAGATCTCAAACATCAACAGCCTCCTCCCCACCAACGAT

GAAGGTGGAGGTTGGTTTCCCAGACCTACATATCCCCCAGAGACCTGGTGTATGAAAATTCAAAGGAGGTAAGT

CTCCTGAGAGAACGGGGGGCTCACAAATGAAGCCAGCTGTCTTACCCTATCAGGACCTACGTGCATTCCTTCTG

TCCTGCCCCCTAAACACACAGCCAGAGGCTCAAATTGATTCTGGAGTCACAAAGGGGGCTTGAAACCCCAGCCC

CCCACTCCTGAACTCCAGGAATGAGAAGATAGTATTGGAGGGGTTCAGAGGAGAGGGCTCTGCACATCTGTTGA

GAATGGGGGTCCCAGGAGAGTGTAATTTAGGCTGATCCCGGAGGAAGGGAATAGGCTCTTCAAGATCCTAGCAT

CTCACAGGCCCACAGAGAAGTTCAGAGTTGGGGCAGCCCTGGCTTACAGGCTCTAAGAACTGGAGGCAGTTTAC

CCAACCCAGCTGTGTGCATGCTGTCCCTCTCTCTGTCTCTGTCTGTCTCTCTCTGTCTCTGTCTCTCTGTGTGT

GTGTGTGTGTGCTCACACACGTGTGTGTTTATCACACAAATGTTCATGTGTGTGTACATACATGTGTTGAGGCC

AGAGGTCAACCTCAGACACTGTTGACTTGGTTGTATGAGATAACATTTCCCCCTGGGACCTGGGATTTGCCAAT

TAGTGTGACCCAGGAAGCCTACTTATTTTCATTCCTCAGCACTGCAGTTACAAGTATGCACTGTCAAACCAGGC

CTTTTTTTTTTTTTTTTTCCAAACCAGGCCTTTTGTATTCGCTCTGTGGCTAGAACTTGGGTCTCCATGCTTGA

CAGGCAAGCGATTTATGGACTAAGCTGTTTCCTCGGCCCTCTCTTGACCCATTTACCAGAAATGGGGTTTCCTT

GATCAATGGTTAAGCCAGGCTGGTGTTCCCAGGAAACCCTTGACTCTGGGTACAGTGACCTTGGTGGGGTGAGA

AGAGTTCTCTCCATAGCTGGGCTGGGGCCCAGCTCCACCCCCTCAGGCTATTCAATGGGGTGCTGCCAGGAAGT

CAGGGGCAGATCCAGTCCAGCCCGTCCCTCAATAAAGGCCCTGACATCCCAGGAGCCAGCAGAAGCAGGGCATC

ATGATGGAAATCAAGGTGCTGTTTGCCCTCATCTGTATTGCTGTTGCTGAGGCAAAACCCACTGAAATCAATGA

AGACCTCAATATAGCTGCTGTGGCCTCCAACTTTGCCACCACAGATCTTGAGACTGACCTGTTCACCAACTGGG

AGACCATGAATGTGATTAGCACTGACACAGAGCAGGTGAACACAGATGCTGACAGGGGCAAGCTGCCTGGCAAA

AAACTCCCCCCAGATGTCCTGAGGGAGCTGGAGGCCAATGCCAGAAGGGCTGGTTGCACAAGAGGCTGCCTCAT
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TTGCCTCTCCCACATTAAGTGCACCCCTAAGATGAAGAAATTTATCCCTGGCAGGTGCCACACTTATGAAGGTG

AAAAGGAGTCTGCTCAGGGAGGGATTGGAGAGGCAATTGTTGATATCCCAGAGATTCCTGGCTTCAAGGATAAG

GAGCCACTGGACCAGTTTATTGCTCAAGTGGACCTCTGTGCTGATTGCACCACTGGCTGTCTGAAGGGCCTTGC

CAATGTCCAGTGCTCTGACCTCCTGAAGAAGTGGCTTCCCCAGAGGTGTACCACTTTTGCCAGCAAGATTCAGG

GTAGGGTGGACAAAATCAAGGGTCTGGCTGGGGACAGATGATAGCTAGCTGGCCAGACATGATAAGATACATTG

ATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCT

TTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCA

GGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTAATTCTAAAATACA

GCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCA
TCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTAT
TTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGT

AAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGC
TCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGA
CAGCAAGAAAGCGAGCTTCTAGCTTATCCTCAGTCCTGCTCCTCTGCCACAAAGTGCACGCAGTTGCCGGCCGG

GTCGCGCAGGGCGAACTCCCGCCCCCACGGCTGCTCGCCGATCTCGGTCATGGCCGGCCCGGAGGCGTCCCGGA

AGTTCGTGGACACGACCTCCGACCACTCGGCGTACAGCTCGTCCAGGCCGCGCACCCACACCCAGGCCAGGGTG

TTGTCCGGCACCACCTGGTCCTGGACCGCGCTGATGAACAGGGTCACGTCGTCCCGGACCACACCGGCGAAGTC

GTCCTCCACGAAGTCCCGGGAGAACCCGAGCCGGTCGGTCCAGAACTCGACCGCTCCGGCGACGTCGCGCGCGG

TGAGCACCGGAACGGCACTGGTCAACTTGGCCATGATGGCTCCTCCTGTCAGGAGAGGAAAGAGAAGAAGGTTA

GTACAATTGCTATAGTGAGTTGTATTATACTATGCAGATATACTATGCCAATGATTAATTGTCAAACTAGGGCT

GCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCG

TTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGAC

AGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTA

CCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGT

TCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATC

CGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGA

TTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGA

ACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAA

ACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAG

AAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATG
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E   K  E   S   A   Q  G  G  I   G  E   A   I   V  D  I   P   E   I   P   G  F   K  D  K 
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GCTAGTTAATTAACATTTAAATCA4145
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