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EcoRI (23)
NotI (2) Xbal (19) Sdal (38)
1 GCGGCCGCGTCGACGATATCTAGAATTCGGATCCTGCAGGATCCGCTGGATGCAACTCAGCTGGGGTCAGCTCA

75 GTCGACTTGGGTTAACTGAGTGCCGGCCTTGTTCTGTCTTTGAATATCAGATAAATGAGTTGACTTAAAATTTG

149 TTCATTTGTACTTTCATGTCACCTGTGCTTTTCCCTGCCTTCTACCCACAGCCCTGCCCAGCTGGCAGGAGGAA

223 GGTCAGCAGAGCTGCTGATAAGAGCCGTATAAAGAGGGTTCCGCTCATGGCAAGGGGCAGTGGTCTACTCTCTC

Ncol (301)
297 CACACCATGGAAATCAAGGTGCTGTTTGCCCTCATCTGTATTGCTGTTGCTGAGGCAAAACCCACTGAAATCAA
—3MetGlul leLysVal LeuPheAlalLeul | eCysl leAlaValAlaGluAlaLysProThrGlul | eAs
BglIl (416)
371 TGAAGACCTCAATATAGCTGCTGTGGCCTCCAACTTTGCCACCACAGATCTTGAGACTGACCTGTTCACCAACT
23k nGluAspLeuAsnl | eAl aAl aValAl aSerAsnPheAl aThr ThrAspLeuGluThrAspLeuPheThrAsnT
445 GGGAGACCATGAATGTGATTAGCACTGACACAGAGCAGGTGAACACAGATGCTGACAGGGGCAAGCTGCCTGGC
48F rpGluThrMetAsnVal | | eSer ThrAspThr Gl uGl nVal AsnThrAspAl aAspArgGlyLysLeuProGly
519 AAAAAACTCCCCCCAGATGTCCTGAGGGAGCTGGAGGCCAATGCCAGAAGGGCTGGTTGCACAAGAGGCTGCCT
73k LysLysLeuProProAspVal LeuArgGluLeuGl uAl aAsnAl aArgArgAl aGlyCysThrArgGlyCysLe
593 CATTTGCCTCTCCCACATTAAGTGCACCCCTAAGATGAAGAAATTTATCCCTGGCAGGTGCCACACTTATGAAG
97Ful leCysLeuSerHislleLysCysThrProLysMetLysLysPhelleProGlyArgCysHisThr TyrGluG
667 GTGAAAAGGAGTCTGCTCAGGGAGGGATTGGAGAGGCAATTGTTGATATCCCAGAGATTCCTGGCTTCAAGGAT
122F | yGluLysGluSerAlaGInGlyGlyl leGlyGluAlal leValAspl leProGlul | eProGlyPhelLysAsp
741 AAGGAGCCACTGGACCAGTTTATTGCTCAAGTGGACCTCTGTGCTGATTGCACCACTGGCTGTCTGAAGGGCCT
147F LysGluProLeuAspGl nPhel | eAl aGl nValAspLeuCysAl aAspCysThr Thr Gl yCysLeulLysGlyLe
815 TGCCAATGTCCAGTGCTCTGACCTCCTGAAGAAGTGGCTTCCCCAGAGGTGTACCACTTTTGCCAGCAAGATTC
171k uAlaAsnVal Gl nCysSerAsplLeulLeuLysLysTrpLeuProGlnArgCysThr Thr PheAl aSerLys| | eG
Nhel (935)

889 AGGGTAGGGTGGACAAAATCAAGGGTCTGGCTGGGGACAGATGATAGCTAGCTGGCCAGACATGATAAGATACA
196F I nGl yArgValAspLys| | eLysGl yLeuAl aGl yAspArgeee
963 TTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATT

1037 GCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGT

1111 TCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTAATTCTAAAAT

1185 ACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAG
1259 GCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTG
1333 TATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTT
Sspl (1414)
1407 AGTAAAAgATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGA
1481 TGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATT
1555 GGACAGCAAGAAAGCGAGCTTCTAGCTTATCCTCAGTCCTGCTCCTCTGCCACAAAGTGCACGCAGTTGCCGGC
1254 eeeAspGI nGluGl uAl aVal PheHisVal CysAsnGl yAl a
1629 CGGGTCGCGCAGGGCGAACTCCCGCCCCCACGGCTGCTCGCCGATCTCGGTCATGGCCGGCCCGGAGGLCGTCCC
1114ProAspArgLeuAl aPheGl uArgGlyTrpProGInGluGlyl |l eGluThrMetAl aProGlySer Al aAspAr
1703 GGAAGTTCGTGGACACGACCTCCGACCACTCGGCGTACAGCTCGTCCAGGCCGCGCACCCACACCCAGGCCAGG
861 gPheAsnThr SerVal Val GluSer TrpGluAl aTyrLeuGl uAspLeuGlyArgVal TrpVal TrpAlaLeuT
SgrAl (1842)
1777 GTGTTGTCCGGCACCACCTGGTCCTGGACCGCGCTGATGAACAGGGTCACGTCGTCCCGGACCACACCGGCGAA
614 hrAsnAspProVal Val Gl nAspGlnValAl aSer | | ePheLeuThr ValAspAspArgVal Val Gl yAl aPhe
1851 GTCGTCCTCCACGAAGTCCCGGGAGAACCCGAGCCGGTCGGTCCAGAACTCGACCGCTCCGGCGACGTCGCGCG
374AspAspGluVal PheAspArgSer PheGlyLeuArgAspThr TrpPheGluValAl aGl yAl aValAspArgAl
1925 CGGTGAGCACCGGAACGGCACTGGTCAACTTGGCCATGATGGCTCCTCCTGTCAGGAGAGGAAAGAGAAGAAGG
124aThrLeuValProValAlaSer Thr LeuLysAl aMe t=*
1999 TTAGTACAATTGCTATAGTGAGTTGTATTATACTATGCAGATATACTATGCCAATGATTAATTGTCAAACTAGG

2073 GCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTG
-
2147 GCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCC
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GACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGC

TTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTC

AGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTT

ATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACA

GGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGA

AGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGG

CAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTC

AAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTC

ATGGCTAGTTAATTAACATTTAAATCA
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