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EcoRI (23)
NotI (2) Xbal (19) Sdal (38) Xbal (43)
1 GCGGCCGCGTCGACGATATCTAGAATTCGGATCCTGCAGGCCTCTAGAAATCTAGCTGATATAGTGTGGCTCAAAACCTTCAGCACAAATCACACCGTTA

101 GACTATCTGGTGTGGCCCAAACCTTCAGGTGAACAAAGGCACTCTAATCTGGCAGGATATTCCAAAGCATTAGAGATGACCTCTTGCAAAGAAAAAGAAA

201 TGGAAAAGAAAAAGAAAGAAAGGAAAAAAAAAAAAAAAAAGAGAT GACCTCTCAGGCTCTGAGGGGAAACGCCTGAGGTCTTTGAGCAAGGTCAGTCCTC

301 TGTTGCACAGTCTCCCTCACAGGGTCATTGTGACGATCAAATGTGGTCACGTGTATGAGGCACCAGCACATGCCTGGCTCTGGGGAGTGCCGTGTAAGTG

BsaBI (456)
401 TATGCTTGCACTGCTGAATGGCTGGGATGTGTCAGGGATTATCTTCAGCACTTACAGATGCTCATCTCATCCTCACAGCATCACTATGGGATGGGTATTA

501 CTGGCCTCATTTGATGGAGAAAGTGGCTGTGGCTCAGAAAGGGGGGACCACTAGACCAGGGACACTCTGGATGCTGGGGACTCCAGAGACCATGACCACT

601 CACCAACTGCAGAGAAATTAATTGTGGCCTGATGTCCCTGTCCTGGAGAGGGTGGAGGTGGACCTTCACTAACCTCCTACCTTGACCCTCTC AGGG

701 CTCTTTCTGACCTCCACCATGATACTAGGACCCCATTGTATTCTGTACCCTCTTGACTCTATGACCCCCACTGCCCACTGCATCCAGCTGGGTCCCCTCC

801 TATCTCTATTCCCAGCTGGCCAGTGCAGTCTCAGTGCCCACCTGTTTGTCAGTAACTCTGAAGGGGCTGACA ACTGACTTGCAAACAAATAAGCTA

901 ACTTTCCAGAG GTGAATGCTGGCAGAGTCCATGAGACTCCTGAGTCAGAGGCAAAGGC ACTGCTCACAGCTTAGCAGACAGCATGAGGTTCA

1001 TGTTCACATTAGTACACCTTGCCCCCCCCCAAATCTTGTAGGGTGACCAGAGCAGTCTAGGTGGATGCTGTGCACACGGGGTTTGTGCCACTGGTGAGAA

1101 ACCTGAGATTAGGAATCCTCAATCTTATACTGGGACAACTTGCAAACCTGCTCAGCCTTTGTCTCTGATGAAGATATTATCTTCATGATCTTGGATTGAA

Clal (1231)
1201 AACAGACCTACTCTGGAGGAACATATTGTATCGATTGTCCTTGACAGTAAACAAATCTGTTGTAAGAGACATTATCTTTATTATCTAGGACAGTAAGCAA

1301 GCCTGGATCTGAGAGAGATATCATCTTGCAAGGATGCCTGCTTTACAAACATCCTTGAAACAACAATCCAGAAAAAAAAAGGTGTTGCTGTCTTTGCTCA

Ncol (1426)
1401 GAAGACACACAGATACGTGACAGAACCATGGAGAATTGCCTCCCAACGCTGTTCAGCCAGAGCCTTCCACCCTTGTCTGCAGGACAGTCTCAACGTTCCA

1501 CCATTAAATACTTCTTCTATCACATCCTGCTTCTTTATGCCTAACCAAGGTTCTAGGTCCCGATCGACTGTGTCTGGCAGCACTCCACTGCCAAACCCAG

Spel (1625)
1601 AATAAGGCAGCGCTCAGGATCCCGACTAGTACATTGTTTGCTGCACGTTGGA GAAATGCTAGGGAACTTTGGGAGACTCATATTTCTGGGCTAGAG
BgllI (1716)
1701 GATCTGTGGACCACAAGATC ATGATGACAGTAGCAATGTATCTGTGGAGCTGGATTCTGGGTTGGGAGTGCAAGGAAAAGAATGTACTAAATGCC

1801 AAGACATCTATTTCAGGAGCATGAGGAATAAAAGTTCTAGTTTCTGGTCTCAGAGTGGTGCAGGGATCAGGGAGTCTCACAATCTCCTGAGTGCTGGTGT

1901 CTTAGGGCACACTGGGTCTTGGAGTGCAAAGGATCTAGGCACGTGAGGCTTTGTATGAAGAATCGGGGATCGTACCCACCCCCTGTTTCTGTTTCATCCT

Nhel (2098)

2001 GGGCGTGTCTCCTCTGCCTTTGTCCCCTAGATGAAGTCTCCATGAGCTACAGGGCCTGGTGCATCCAGGGTGATCTAGTAATTGCAGAACAGCAAGTGCT

2101 AGCTCTCCCTCCCCTTCCACAGCTCTGGGTGTGGGAGGGGGTTGTCCAGCCTCCAGCAGCATGGGGAGGGCCTTGGTCAGCCTCTGGGTGCCAGCAGGGC

HindIII (2262) Ncol (2295)

2201 AGGGGCGGAGTCCTGGGGAATGAAGGTTTTATAGGGCTCCTGGGGGAGGCTCCCCAGCCCCAAGCTTACCACCTGCACCCGGAGAGCTGTGTCACCATGG
V|
2301 AAATCAAGGTGCTGTTTGCCCTCATCTGTATTGCTGTTGCTGAGGCAAAACCCACTGAAATCAATGAAGACCTCAATATAGCTGCTGTGGCCTCCAACTT
2ME I K VLFAL ICIAVAEAKPTETINEDLNTIAAVASNTF
Bglll (2410)
2401 TGCCACCACAGATCTTGAGACTGACCTGTTCACCAACTGGGAGACCATGAATGTGATTAGCACTGACACAGAGCAGGTGAACACAGATGCTGACAGGGGC
358 ATTDLETDLTFTNWETMNY ISTDTEQVNTDATDTR RG
2501 AAGCTGCCTGGCAAAAAACTCCCCCCAGATGTCCTGAGGGAGCTGGAGGCCAATGCCAGAAGGGCTGGTTGCACAAGAGGCTGCCTCATTTGCCTCTCCC
69 K L PGKKLPPDVLRELEANARRAGCTRGCL I CLS
2601 ACATTAAGTGCACCCCTAAGATGAAGAAATTTATCCCTGGCAGGTGCCACACTTATGAAGGTGAAAAGGAGTCTGCTCAGGGAGGGATTGGAGAGGCAAT
12 H | K C TPKMEKKTF IPGRCHTYEGEIKESAQGG IGEA I
2701 TGTTGATATCCCAGAGATTCCTGGCTTCAAGGATAAGGAGCCACTGGACCAGTTTATTGCTCAAGTGGACCTCTGTGCTGATTGCACCACTGGCTGTCTG
135 VD IPE IPGFKDKEPLDQF IAQVDLCADCTTGTCL
2801 AAGGGCCTTGCCAATGTCCAGTGCTCTGACCTCCTGAAGAAGTGGCTTCCCCAGAGGTGTACCACTTTTGCCAGCAAGATTCAGGGTAGGGTGGACAAAA
1690 K G L ANV QCSDLLKKWLPOQRCTTFASK IQGRVDEK
Nhel (2929)
2901 TCAAGGGTCTGGCTGGGGACAGATGATAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAA
202k 1 K G L AGDR e
3001 TGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTC

3101 AGGTTCAGGGGGAGGTGTGGGAGG AAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTAATTCTAAAATACAGCATAGCAAAACTTTAACC
-
3201 TCCAAATCAAGCCTCTACTTGAATCC CTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCT
3301 TCTTTCATGGAGTTTAAGATATAGTGTA CCCAAGGTTTGAACTAGCTCTTCATTTCTTTATG AAATGCACTGACCTCCCACATTCCC
Sspl (3408)
3401 AGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATG ATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCC




3501 CAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTATCCTCAGTCCTGCTCCTCTGCCA

1254 ¢« D Q E E A V

3601 CAAAGTGCACGCAGTTGCCGGCCGGGTCGCGCAGGGCGAACTCCCGCCCCCACGGCTGCTCGCCGATCTCGGTCATGGCCGGCCCGGAGGCGTCCCGGAA
1784 F HV CNGAPDRLAFERGWPQEG I ETMAPGSA ADTRF

3701 GTTCGTGGACACGACCTCCGACCACTCGGCGTACAGCTCGTCCAGGCCGCGCACCCACACCCAGGCCAGGGTGTTGTCCGGCACCACCTGGTCCTGGACC
854 N T SVVESWEAYLEDLGRVWVWALTNDPVVQDAQV

SgrAl (3836)

3801 GCGCTGATGAACAGGGTCACGTCGTCCCGGACCACACCGGCGAAGTCGTCCTCCACGAAGTCCCGGGAGAACCCGAGCCGGTCGGTCCAGAACTCGACCG

514A° S | F L TVDDRVVGAFDDEVTFDRSTFGLRDTWTFTEVA

3901 CTCCGGCGACGTCGCGCGCGGTGAGCACCGGAACGGCACTGGTCAACTTGGCCATGATGGCTCCTCCTGTCAGGAGAGGAAAGAGAAGAAGGTTAGTACA

184 GAVDRATLVPVASTLIKAM=-
4001 ATTGCTATAGTGAGTTGTATTATACTATGCAGATATACTATGCCAATGATTAATTGTCAAACTAGGGCTGCAGGTTAATTAAGAACATGTGAGCAAAAGG
-

4101 CCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCG CCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAG

4201 AGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACC

4301 TGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGT

4401 GCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCC

4501 ACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTA

4601 TCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGG GTTTGCAA

4701 GCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATC CTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATT

4801 TTGGTCATGGCTAGTTAATTAACATTTAAATCA
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