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Sdal (29)
EcoRI (19)
Notl (2) Xbal (15) Ncol (89)
1 GCGGCCGCTATGCATCTAGAATTCCTGCAGGGCCCACTAGGTCGCTTGCATGTATCCGATTTCAGACTGCACTACTGCTATTGGATAACCATGGGGGCTC

101 TCAGCATTCCTGCAGTCCTTTGTCTCTTCCATGTCACGTGGCTCCTGTTACCCAGTTC CCGTCCTCTGTTCTCTTAAAACTGTTTCCCTTTCCTG

201 GACCTGTCTCTCCTCTCCATGTATATGCTTATATAAAAAGCTGCATAGGATAGAAAACACATGGTATTGTCTTTCTGAGTTACTTCACATAATATAGTAA

EcoRV (334)
301 CTTCCAGAGGTGCTTTGGCCAGTCACTCCTGGATATCTGCCAGTGAGAGAGGTGGAAAGAAAAACCAGGAGAGTGAACAAGGGCTTCCATTTCTCATGTG

401 CCCTTCAATTTCCTAACTAGTTGTCCTGTCTCAGACCGTCAGGCAAGCACTTTACCACTGAGCACCGTCCTTAGCCCAAATGAGTGTCAGTAGAGATTTA

501 AAG G G AAACAGTGCTGGAGATTGGATCCACGGCCTCTGGCCCGCA ACCACTGAGCTACACTCCCAAAGCAGTCGAAATCACA

601 GTGGCCCAGGATTGAAATGATCACTTAGATGCTTTGCAGTCTTGATAAGACACTAAATCTTTGTCTATCAGTTACTTCATCTTTAATAACAGAACGTACT

701 TAGGAA ATGAGCATTGTTAGTTAGCATGACACATGCTATATGTATTCGTCATTATGAATAATGTAACCACAGCAATTACATTGTAC ATTAT

801 AAAAGGGGGGAGGGGAAGGCCTGGTCC AACTTCTGAGAGGTTTCGATTACTAAGTAAGACCTTATGTAGACTTCCATTTGGGAGCTGAGAAAGC

Xbal (935) EcoRI (953) Sphl (1002)
901 AGAGGATTCCAAAAGGGGATGACATTTGCAAAGGTCTAGAAAAGGCGCCTGGGAATTCTACCGGGTAGGGGAGGCGC CCCAAGGCAGTCTGGAGCA

Agel (1073)
1001 TGCGCTTTAGCAGCCCCGCTGGGCACTTGGCGCTACACAAGTGGCCTCTGGCCTCGCACACATTCCACATCCACCGGTAGGCGCCAACCGGCTCCGTTCT

1101 TTGGTGGCCCCTTCGCGCCACCTTCTACTCCTCCCCTAGTCAGGAAGTTCCCCCCCGCCCCGCAGCTCGCGTCGTGCAGGACGTGACAAATGGAAGTAGC

1201 ACGTCTCACTAGTCTCGTGCAGATGGACAGCACCGCTGAGCAATGGAAGCGGGTAGGCCTTTGGGGCAGCGGCCAATAGCAGCTTTGCTCCTTCGCTTTC

BspEI (1381)
1301 TGGGCTCAGAGGCTGGGAAGGGGTGGGTCCGGGGGCGGGCTCAGGGGCGGGCTCAGGGGCGGGGCGGGCGCCCGAAGGTCCTCCGGAGGCCCGGCATTCT

BspHI (1480)
1401 GCACGCTTCAAAAGCGCACGTCTGTCGCGCTGTTCTCCTCTTCCTCATCTCCGGGCCTTTCGACCTCACGGTGTTGCCATCATGATGGAAATCAAGGTGC
ik M ME | KV
BglII (1598)
1501 TGTTTGCCCTCATCTGTATTGCTGTTGCTGAGGCAAAACCCACTGAAATCAATGAAGACCTCAATATAGCTGCTGTGGCCTCCAACTTTGCCACCACAGA
7L FAL ICIAVAEAKPTE INEDLNIAAVASNTFATTD
1601 TCTTGAGACTGACCTGTTCACCAACTGGGAGACCATGAATGTGATTAGCACTGACACAGAGCAGGTGAACACAGATGCTGACAGGGGCAAGCTGCCTGGC
40 L ETDLFTNWETMNY ISTDTEQVNTDADRGEKTLTPG
1701 AAAAAACTCCCCCCAGATGTCCTGAGGGAGCTGGAGGCCAATGCCAGAAGGGCTGGTTGCACAAGAGGCTGCCTCATTTGCCTCTCCCACATTAAGTGCA
74 K K LPPDVLRELEANARRAGCTRGCL ICLSHIKSGEC
EcoRV (1895)
1801 CCCCTAAGATGAAGAAATTTATCCCTGGCAGGTGCCACACTTATGAAGGTGAAAAGGAGTCTGCTCAGGGAGGGATTGGAGAGGCAATTGTTGATATCCC
007" T P KM K KF IPGRCHTYEGEZKESAQGG IGEA ITVDIIP
1901 AGAGATTCCTGGCTTCAAGGATAAGGAGCCACTGGACCAGTTTATTGCTCAAGTGGACCTCTGTGCTGATTGCACCACTGGCTGTCTGAAGGGCCTTGCC
140 E | P G F KDKEPLDQF IAQVDLCADCTTGCLIKGTLA
2001 AATGTCCAGTGCTCTGACCTCCTGAAGAAGTGGCTTCCCCAGAGGTGTACCACTTTTGCCAGCAAGATTCAGGGTAGGGTGGACAAAATCAAGGGTCTGG
174 N VQ C SDLLKKWLPOQRCTTFASK I QGRVDEK IKGTL
Nhel (2117)
2101 CTGGGGACAGATGATAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAATGCTTTATTTGT
207 A G D R e
2201 GAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGG

2301 AGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGC
2401 CTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAG
Sspl (2596)
2501 TTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAARTATTC
2601 AGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGT
2701 TGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTATCCTCAGTCCTGCTCCTCTGCCACAAAGTGCACGC
1254 e DQEE AV FHVC
2801 AGTTGCCGGCCGGGTCGCGCAGGGCGAACTCCCGCCCCCACGGCTGCTCGCCGATCTCGGTCATGGCCGGCCCGGAGGCGTCCCGGAAGTTCGTGGACAC
1144 NGAPDRLAFERGWPQEG IETMAPGSADREFNTSV
2901 GACCTCCGACCACTCGGCGTACAGCTCGTCCAGGCCGCGCACCCACACCCAGGCCAGGGTGTTGTCCGGCACCACCTGGTCCTGGACCGCGCTGATGAAC
844 VE SWEAYLEDLGRVWVWALTNDPVVQDQVAS IF
SgrAl (3024)
3001 AGGGTCACGTCGTCCCGGACCACACCGGCGAAGTCGTCCTCCACGAAGTCCCGGGAGAACCCGAGCCGGTCGGTCCAGAACTCGACCGCTCCGGCGACGT
474L TVDDR VV GAFDDEVFDRSFGLRDTWFEVAGAVD
3101 CGCGCGCGGTGAGCACCGGAACGGCACTGGTCAACTTGGCCATGATGGCTCCTCCTGTCAGGAGAGGAAAGAGAAGAAGGTTAGTACAATTGCTATAGTG
44 RATLVPVASTLKAM=
3201 AGTTGTATTATACTATGCAGATATACTATGCCAATGATTAATTGTCAAACTAGGGCTGCAGGTFAA1TAAGAAC<ATGTGAGCAAAAGGCCAGCAAAAGGC

3301 CAGGAACCGTAAAAAGGCCGCGTTGCTGGCG CCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAAC




3401

3501

3601

3701

3801

3901

4001

CCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTC

TCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCC

CGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGG

ATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGC

TGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGG GTTTGCAAGCAGCAGATTAC

GCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATC CTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGA GGTCATGGCT

AGTTAATTAACATTTAAATCA
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