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EcoRI (23)
NotI (2) Xbal (19) Sdal (38) Spel (45)
1 GCGGCCGCGTCGACGATATCTAGAATTCGGATCCTGCAGGGCCCaCTAGtGTTCATCGGAGCCCAGGTTTACTCCCTTAAGTGGAAATTTCTTCCCCCAC

101 TCCCTCCTTGGCTTTCTCCAAGGAGGGAACCCAGGCTACTGGAAAGTCCGGCTGGGGCGGGGACTGTGGGTTTCAGGGTAGAACTGCGTGTGGAACGGGA

201 CAGGGAGCGGTTAGAAGGGTGGGGCTATTCCGGGAAGTGGTGGGGGGAGGGAGCCCAAAACTAGCACCTAGTCCACTCATTATCCAGCCCTCTTATTTCT

BsrGI (380)
301 CGGCCCCGCTCTGCTTCAGTGGACCCGGGGAGGGCGGGGAAGTGGAGTGGGAGACCTAGGGGTGGGCTTCCCGACCTTGCTGTACAGGACCTCGACCTAG

401 CTGGCTTTGTTCCCCATCCCCACGTTAGTTGTTGCCCTGAGGCTAAAACTAGAGCCCAGGGGCCCCAAGTTCCAGACTGCCCCTCCCCCCTCCCCCGGAG

501 CCAGGGAGTGGTTGGTGAAAGGGGGAGGCCAGCTGGAGAACAAACGGGTAGTCAGGGGGTTGAGCGATTAGAGCCCTTGTACCCTACCCAGGAATGGTTG

601 GGGAGGAGGAGGAAGAGGTAGGAGGTAGGGGAGGGGGCGGGGTTTTGTCACCTGTCACCTGCTCCGGCTGTGCCTAGGGCGGGCGGGCGGGGAGTGGGGG

Agel (702)
701 GACCGGTATAAAGCGGTAGGCGCCTGTGCCCGCTCCACCTCTCAAGCAGCCAGCGCCTGCCTGAATCTGTTCTGCCCCCTCCCCACCCATTTCACCACCA

Ncol (801)
801 CCATGGAAATCAAGGTGCTGTTTGCCCTCATCTGTATTGCTGTTGCTGAGGCAAAACCCACTGAAATCAATGAAGACCTCAATATAGCTGCTGTGGCCTC
M E | K VLFALI1I CI1 A VAEAIKU®PTTETI NEUDLNIAAWVAS
BglII (916)

901 CAACTTTGCCACCACAGATCTTGAGACTGACCTGTTCACCAACTGGGAGACCATGAATGTGATTAGCACTGACACAGAGCAGGTGAACACAGATGCTGAC
33 N F A T TODULETDULTFTNWETMNVI S TDTETIGQVNTDATD
1001 AGGGGCAAGCTGCCTGGCAAAAAACTCCCCCCAGATGTCCTGAGGGAGCTGGAGGCCAATGCCAGAAGGGCTGGTTGCACAAGAGGCTGCCTCATTTGCC
67 R G K L P G K K L PP DVLIZ RETLTEANARIRAGT CTI RS GTCTL I C
1101 TCTCCCACATTAAGTGCACCCCTAAGATGAAGAAATTTATCCCTGGCAGGTGCCACACTTATGAAGGTGAAAAGGAGTCTGCTCAGGGAGGGATTGGAGA
100kL S H I K C T P KM K K F I P GR CHTYEGEIKTESAQGSG Il G E
1201 GGCAATTGTTGATATCCCAGAGATTCCTGGCTTCAAGGATAAGGAGCCACTGGACCAGTTTATTGCTCAAGTGGACCTCTGTGCTGATTGCACCACTGGC
133 A I v D I P E I P G F KDIKZEW®PLWDI QF I A QVDULT CADT CTTG
1301 TGTCTGAAGGGCCTTGCCAATGTCCAGTGCTCTGACCTCCTGAAGAAGTGGCTTCCCCAGAGGTGTACCACTTTTGCCAGCAAGATTCAGGGTAGGGTGG
167 C L K G L ANV QC S DL L KIKWULUPIQRT CTTT FASIZKTI QGR YV

Nhel (1435)
1401 ACAAAATCAAGGGTCTGGCTGGGGACAGATGATAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGA
200D K | K G L A G D R e
1501 AAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTA

1601 TGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTAATTCTAAAATACAGCATAGCAAAACT

1701 TTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCC
1801 TCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCC
Sspl (1914)
1901 CTTTTTAGTAAAA%ATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAAT
2001 ATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTATCCTCAGTCCTGCTCCT
1254 ¢« D Q E E
2101 CTGCCACAAAGTGCACGCAGTTGCCGGCCGGGTCGCGCAGGGCGAACTCCCGCCCCCACGGCTGCTCGCCGATCTCGGTCATGGCCGGCCCGGAGGCGTC
1204 AV F HV CNGAUPUDU RILATFEW RS GW?P QEGI ETMAUPGSATD
2201 CCGGAAGTTCGTGGACACGACCTCCGACCACTCGGCGTACAGCTCGTCCAGGCCGCGCACCCACACCCAGGCCAGGGTGTTGTCCGGCACCACCTGGTCC
84 R F N T S V V E S WEAY L EDULG G RVWVWATLTNDU PUVV QD
SgrAl (2342)
2301 TGGACCGCGCTGATGAACAGGGTCACGTCGTCCCGGACCACACCGGCGAAGTCGTCCTCCACGAAGTCCCGGGAGAACCCGAGCCGGTCGGTCCAGAACT
534Q VvV A S I F L T VDDIRVVGATFDUDTEVTFUDU RS ST FGGLRDTWTF E
2401 CGACCGCTCCGGCGACGTCGCGCGCGGTGAGCACCGGAACGGCACTGGTCAACTTGGCCATGATGGCTCCTCCTGTCAGGAGAGGAAAGAGAAGAAGGTT
204 VA GA VDURATLVPVASTILIKAM-
2501 AGTACAATTGCTATAGTGAGTTGTATTATACTATGCAGATATACTATGCCAATGATTAATTGTCAAACTAGGGCTGCAGGTTAATTAAGAACATGTGAGC
-

2601 AAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCA

2701 AGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCG

2801 GATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGG

2901 CTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCA

3001 GCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTAT

3101 TTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGT

3201 TTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAA

3301 GGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCA
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