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EcoRI (23)
NotI (2) Xbal (19) Sdal (38) Spel (45)
1 GCGGCCGCGTCGACGATATCTAGAATTCGGATCCTGCAGGGCCCACTAGTTTTGCTTCTAGGAAGCAGAAGACTGAGGAAATGACTTGGGCGGGTGCATC

101 AATGCGGCCAAAAAAGACACGGACACGCTCCCCTGGGACCTGAGCTGGTTCGCAGTCTTCCCAAAGGTGCCAAGCAAGCGTCAGTTCCCCTCAGGCGCTC

201 CAGGTTCAGTGCCTTGTGCCGAGGGTCTCCGGTGCCTTCCTAGACTTCTCGGGACAGTCTGAAGGGGTCAGGAGCGGCGGGACAGCGCGGGAAGAGCAGG

AvrIl (394)

301 CAAGGGGAGACAGCCGGACTGCGCCTCAGTCCTCCGTGCCAAGAACACCGTCGCGGAGGCGCGGCCAGCTTCCCTTGGATCGGACTTTCCGCCCCTAGGG

401 CCAGGCGGCGGAGCTTCAGCCTTGTCCCTTCCCCAGTTTCGGGCGGCCCCCAGAGCTGAGTAAGCCGGGTGGAGGGAGTCTGCAAGGATTTCCTGAGCGC

501 GATGGGCAGGAGGAGGGGCAAGGGCAAGAGGGCGCGGAGCAAAGACCCTGAACCTGCCGGGGCCGCGCTCCCGGGCCCGCGTCGCCAGCACCTCCCCACG

601 CGCGCTCGGCCCCGGGCCACCCGCCCTCGTCGGCCCCCGCCCCTCTCCGTAGCCGCAGGGAAGCGAGCCTGGGAGGAAGAAGAGGGTAGGTGGGGAGGCG

701 GATGAGGGGTGGGGGACCCCTTGACGTCACCAGAAGGAGGTGCCGGGGTAGGAAGTGGGCTGGGGAAAGGTTATAAATCGCCCCCGCCCTCGGCTGCTCT

801 TCATCGAGGTCCGCGGGAGGCTCGGAGCGCGCCAGGCGGACACTCCTCTCGGCTCCTCCCCGGCAGCGGCGGCGGCTCGGAGCGGGCTCCGGGGCTCGGG

901 TGCAGCGGCCAGCGGGCGCCTGGCGGCGAGGATTACCCGGGGAAGTGGTTGTCTCCTGGCTGGAGCCGCGAGACGGGCGCTCAGGGCGCGGGGCCGGLCGG

Ncol (1086)
1001 CGGCGAACAAGAGGACGGACTCTGGCGGCCGGGTCGTTGGCCGCGGGGAGCGCGGGCACCGGGCGAGCAGGCCGCGTCGCGCTCACCATGGAAATCAAGG

- M E | K
1101 TGCTGTTTGCCCTCATCTGTATTGCTGTTGCTGAGGCAAAACCCACTGAAATCAATGAAGACCTCAATATAGCTGCTGTGGCCTCCAACTTTGCCACCAC
SV L F A L I C I AV AEAIKU®PTEI NZEUDULNIAAVASNTFATT

BglII (1201)

1201 AgATCTTGAGACTGACCTGTTCACCAACTGGGAGACCATGAATGTGATTAGCACTGACACAGAGCAGGTGAACACAGATGCTGACAGGGGCAAGCTGCCT
3% D LETDLTFTNWETMNVISTDTEG QVNTUDATDTR RTGTKTLP
1301 GGCAAAAAACTCCCCCCAGATGTCCTGAGGGAGCTGGAGGCCAATGCCAGAAGGGCTGGTTGCACAAGAGGCTGCCTCATTTGCCTCTCCCACATTAAGT
728 G K K L PP DVLR RETLTEANARTR RAGT CTR RS G CTLTI CLSHI K
1401 GCACCCCTAAGATGAAGAAATTTATCCCTGGCAGGTGCCACACTTATGAAGGTGAAAAGGAGTCTGCTCAGGGAGGGATTGGAGAGGCAATTGTTGATAT

105*C T P K M K K F I P G R CHTYEGEJ KTESAQGG GI GEATI VD
1501 CCCAGAGATTCCTGGCTTCAAGGATAAGGAGCCACTGGACCAGTTTATTGCTCAAGTGGACCTCTGTGCTGATTGCACCACTGGCTGTCTGAAGGGCCTT
138 P E | P G F K D KEP LD QF I AQVDLT CADTCTTSGT CTLTIKGHIL
1601 GCCAATGTCCAGTGCTCTGACCTCCTGAAGAAGTGGCTTCCCCAGAGGTGTACCACTTTTGCCAGCAAGATTCAGGGTAGGGTGGACAAAATCAAGGGTC
172 A N V. Q C S D L L K KWLUPQRTZ CTTTFASTZ KTIQGRVDJI KT K G

Nhel (1720)
1701 TGGCTGGGGACAGATGATAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATT
205kL A G D R e
1801 TGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGG

1901 GGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCA

[

2001 AGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATG

Sspl (2199)

2101 GAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATA

2201 TTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGT

2301 AGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTATCCTCAGTCCTGCTCCTCTGCCACAAAGTGCA

1254 ¢« D Q E E A V F H V

2401 CGCAGTTGCCGGCCGGGTCGCGCAGGGCGAACTCCCGCCCCCACGGCTGCTCGCCGATCTCGGTCATGGCCGGCCCGGAGGCGTCCCGGAAGTTCGTGGA
11754 C N G A P D R L A F E R GWP QEGI ETMATPGSATDT RTEFNTS

2501 CACGACCTCCGACCACTCGGCGTACAGCTCGTCCAGGCCGCGCACCCACACCCAGGCCAGGGTGTTGTCCGGCACCACCTGGTCCTGGACCGCGCTGATG
824 V. VE S WE A Y L EDLGRVWVWATLTNTDTPVVQDAOQVAS

SgrAl (2627)

2601 AACAGGGTCACGTCGTCCCGGACCACACCGGCGAAGTCGTCCTCCACGAAGTCCCGGGAGAACCCGAGCCGGTCGGTCCAGAACTCGACCGCTCCGGCGA
484F L T VD DR V V GAF DDEVTFEFTUDERSTFGLTZ RTDTMWTFTEVAGA V

2701 CGTCGCGCGCGGTGAGCACCGGAACGGCACTGGTCAACTTGGCCATGATGGCTCCTCCTGTCAGGAGAGGAAAGAGAAGAAGGTTAGTACAATTGCTATA
154 D R A T L VP VASTTLEKA M=

2801 GTGAGTTGTATTATACTATGCAGATATACTATGCCAATGATTAATTGTCAAACTAGGGCTGCAGGTTAATTAAGAiﬁéTGTGAGCAAAAGGCCAGCAAAA

2901 GGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGA

3001 AACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCT

3101 TTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACC

3201 CCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAAC

3301 AGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTC

3401 TGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGAT

3501 TACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATG

3601 GCTAGTTAATTAACATTTAAATCA
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