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Sdal (38)
Notl (2) Sall (9) Xbal (19)  BamHI (29)
1 GCGGCCGCGTCGACGATATCTAGAATTCGGATCCTGCAGGCTTACATTTGAATGTTGGCTACATATGTATGAGTTTTCAACTTCCAGGAGAAAACGTCTC

101 TTTAAAAGAGAACAACCAAAAGCTAACAGAAAATACAAGTGTGACATTGGCCTTAGTTCGACCAAGAAAGCAATTCATCTTGTTTCTTCCTTTGTGGTAT

201 ACAGATAAAGAAAAATAAAATCACTACAACGAAAGCAAAATCTCTTCAGCGTCTCTAATACATCTTCCAAATCAGTGTGTCTGACCTTTTCTTAAGACTT

301 TAACCATCACAAGGAAACCAGTGGGGAGGGAGTCATGTGCTGCCTAGTAGTTAAAGGGCAGGAGAATTCACTGGTGTGAGAAGGGATTAGTGAGAGCTGG

401 AAGAGAGGACCAGCCCCTCCCAGTGTGAGGAATCTGGCTTGGGATTTACTGTCTGGCAGAAAATCTCTTCGGGCAATTAACAGCTGGCATCAGGGGAAAA

501 GCAGACATCCAACAACACTAGCTCTGAAGGAGATCAGCAGAGAAACCTTCCAGGGATTCATGGTACTGGTGAGCAGCTCTGTGgtgggtaccctgtgacc

Ncol (665)
601 aaagctctaggaacatgaaggagatttgcttgctataaacctgtttcctattctcctttcatttccatggttaactattactatggtagtcaccaactag

701 tggatgcttttggtaaatgacatctatggaaagtctttttggatcagggtgatctttttatgtatgtgtatgtgcatggatatgggtgcacgagagcagg

801 tgcccagattctcaaggagggcttcagttacaaggagttgggagtgatctgatgtggttgcaaggcactgaagtcagtctctctgtaagagcactctatg

901 ctccttaccactgtgcecttctccccageccaagaatagtattcttatgggtagaaattttaaataagaaaactcaaagaccaggagagtgagttctgtca

1001 tctagctattatgcctgcagatatttaaaggtgaataattgttttgactattgtttagaaatgttgtttcacatgaaagattccatttccggagtgggtt

1101 gaadaaagtatgcaaaagaacttttgcaactctgtttttgectttctgtttttcagCTGTATTTTCATCTGAGCACCCCTGTCTTCTCCATGCAAAGAGCA

Ncol (1239)
1201 GCATAGGAGACCTGTGTTCTGAACTCTTGCTTCGAGAACCATGGAAATCAAGGTGCTGTTTGCCCTCATCTGTATTGCTGTTGCTGAGGCAAAACCCACT
&k M E | K V L F A L I C I AV A EAK P T
1301 GAAATCAATGAAGACCTCAATATAGCTGCTGTGGCCTCCAACTTTGCCACCACAGATCTTGAGACTGACCTGTTCACCAACTGGGAGACCATGAATGTGA
210k E I N E D LN I AAAV A SNFATTWD L ETWDULTFTNWETMNV
1401 TTAGCACTGACACAGAGCAGGTGAACACAGATGCTGACAGGGGCAAGCTGCCTGGCAAAAAACTCCCCCCAGATGTCCTGAGGGAGCTGGAGGCCAATGC
54 | S T D T EQ V NTDAD RS GJ KL PGI KK L PPDV LI RETLTEANA
1501 CAGAAGGGCTGGTTGCACAAGAGGCTGCCTCATTTGCCTCTCCCACATTAAGTGCACCCCTAAGATGAAGAAATTTATCCCTGGCAGGTGCCACACTTAT

87k R RAGCTW RGT CUL I CULSH I K CTU®PKMKIK F I PGRICHTY
1601 GAAGGTGAAAAGGAGTCTGCTCAGGGAGGGATTGGAGAGGCAATTGTTGATATCCCAGAGATTCCTGGCTTCAAGGATAAGGAGCCACTGGACCAGTTTA
121 E G E K E S AQGG I G EA I VDI PE Il PGFKDIKEUPLDAQTF

1701 TTGCTCAAGTGGACCTCTGTGCTGATTGCACCACTGGCTGTCTGAAGGGCCTTGCCAATGTCCAGTGCTCTGACCTCCTGAAGAAGTGGCTTCCCCAGAG

54| A Q VD L CADT CTTS GT CULIKS GLANVA QT CSD L LI KJ KWL PAQR
Nhel (1873)

1801 GTGTACCACTTTTGCCAGCAAGATTCAGGGTAGGGTGGACAAAATCAAGGGTCTGGCTGGGGACAGATGATAGCTAGCTGGCCAGACATGATAAGATACA

187 C T T F A S K I Q G RV DK I K G L A G D R e

1901 TTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTG

2001 CAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGT

2101 GGTATGGAATTAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCAT
—
2201 CAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCA
2301 TTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTT
2401 TATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCA
2501 AGAAAGCGAGCTTCTAGCTTATCCTCAGTCCTGCTCCTCTGCCACAAAGTGCACGCAGTTGCCGGCCGGGTCGCGCAGGGCGAACTCCCGCCCCCACGGC
1254 ¢ D Q E E AV FHV CNGAUPD I RILATFTET RS GWP
2601 TGCTCGCCGATCTCGGTCATGGCCGGCCCGGAGGCGTCCCGGAAGTTCGTGGACACGACCTCCGACCACTCGGCGTACAGCTCGTCCAGGCCGCGCACCC
94Q E G | E T M A PG SADU RTFNTSVV ESWEAYTULTEDTLGTR RVW
2701 ACACCCAGGCCAGGGTGTTGTCCGGCACCACCTGGTCCTGGACCGCGCTGATGAACAGGGTCACGTCGTCCCGGACCACACCGGCGAAGTCGTCCTCCAC
66d VW A L T NDPVVQDQVAS I FLTVDWD RVV GATFUDTUD EV
2801 GAAGTCCCGGGAGAACCCGAGCCGGTCGGTCCAGAACTCGACCGCTCCGGCGACGTCGCGCGCGGTGAGCACCGGAACGGCACTGGTCAACTTGGCCATG
33 F DR SFGLRDTWTFEVAGAVD RATILVZPVASTLIKAM--
2901 ATGGCTCCTCCTGTCAGGAGAGGAAAGAGAAGAAGGTTAGTACAATTGCTATAGTGAGTTGTATTATACTATGCAGATATACTATGCCAATGATTAATTG

3001 TCAAACTAGGGCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGC
E— e
3101 TCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTC

3201 CCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGG




3301

3401

3501

3601

3701

TATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTG

AGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAA

GTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCC

GGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTA

CGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCA
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