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GCGGCCGCGTCGACGATATCTAGAATTCGGATCCTGCAGGTGAATACATTGCACAAGTAACATGAGAAAGCAGAAAATGCAGGTCATACACGCACCCCTG

ACCCAGACCAGCAGAGCTGACTGCAGCATCCATATCCAAGAGAAAGACCACTGACGCCCAAGAAGTGAGACAAGCAAGGACTCTATAGAATCAATTAGCA

TAGAAGGGGCTTTCCCAACAGTTTAACTTTCCCTCTCATGCGATTTACCTACTTGAACCAGGGCTCTTTCCTACACTCCTCTTCACATTCCCGACTTACA

CGCAGAGGGAAAGAGAATTCATAAAGGGAATATTTTTCTGCCTTTGAAGATATTCTCACAAGATCGTTCTCCACGCCCAAGGCAAGTAAAACGACACAAT

CTGGCTCAACTCCAGGCTCGAACCCTACACATTCAACGAGGCTATCTCAGACACGCTGTGGCACACGCCACGGGGAGCCAGAGAACGTGTGGTGGGGGTG

GCGAAGGTAATGCCTTTGGGAAGCAGCCATCTGAGGTGGGAAGCCAGAAAACGAGAGGGAAGGCGTCCAGGAAGATTACGGAGGGGAGATCGCGGCCCCC

AGAGCGATCAGAGTTGTCTGTCACAAGGCCGCGAGAACGGGGGTAGGGAGTGGGGGATCGGGGAGAGAAAAAAAGTATGCCTGTGTATTTCGAGCGGAGG

GCAGCAAGAGGCCTCTCCTCAAGGGAAAGGTAAACGTGGAGTAGGCAGTTCCCAGGAAAGGGGGTGAAGAGGCGTTGGGGGAGGGGAAGCGTCCTGACCC

AGGAAAAACATGAAAGGGGGAGTTGGGTCGCCTAGATTAGAGGGGGATCTCTCTCCCTGGGAAAATGGGGTGTTGCAACGGTGTGTGCAAGGCGGCGAGG

GGGGTGAGAAGTGGCAGCATCCTCCTAAGAGCTTGGGGAGGGCCAGGCCCACGACCCAAGGAGAGCGAGCGCGGGGAGACGGAGGAGGTGACCCTTCCCT

CCCCTGGGGCCCGATCGTGAGGTTCGGTCTCTTTTCTGTCGGACCCTTACCTTGTCCCAGGCGCTGCCGGGGCCTGGGCCCGGGCTGCGGCGCACGGCAC

TCCCGGGAGGCGGCAGGACTCGAGTTAGGCCCAACGCGGCGCCACGGCGTTTCCTGGCCGGGAATGGCCCGTACCCGTGAGGTGGGGGTGGGGGGCAGAA

AGGCGGAGCGAGCCAAAGGCGGGGAGGGGGGGCAGGGCCAGGGAAAGAGGGGGGCCGGCACTACTGTGTTGGCGGACTGGCGGGACTGGGGCTGCGTGAG

TCTCTGAGCGCAGGCGGGCGGCGGCCGCCCCTCCCCCGGCAGCGGCGGCGGCGGCGGCGGCGGCGGCGGCGGCAGCTCACTCAGCCCGCTGCCCGAGCGG

AAACGCCACTGACCGCACGGGGATTCCCAGCGCCGGCGCCAGGGGCACCCGGGACACGCCCCCTCCCGCCGCGCCATTGGCCTCTCCGCCCACCGCCCCG

CACCCATTGGCCCACTCGCCGCCAATCAGCGGAAGCCGCCGGGGCCGCCTAGAGAAGAGGCTGTGCTTCGGCGCTCCGGCTCCTCAGAGAGCCTCGGCTA

Ggtaggggagcggaactctggtgggaggggaggtgcggtgcactggggggatgggtggctaggggggccgtctggtggcttgcgggggttgcctttcccg

tgggaagtcgggaacataatgtttgttacgttgggagggaaaggggtggctggatgcaggcgggagggaggcccgccctgcggcaaccggagggggaggg

agaagggagcggaaaatgctcgaaaccggacggagccattgctctcgcagagggaggagcgcttccggctagcctcttgtcgccgattggccgtttctcc

tcccgccgtgtgtgaaaacacaaatggcgtattctggttggagtaaagctcctgtcagttacaccgtcgggagtacgcagccgcttagcgactctcgcgt

tgccccctgggtggggcgggtaggtaggtggggtgtagagatgctgggtgtgcgggcgcggccggcctcctgcggcgggaggggagggtcagtgaaattg

gctctggcgcgggcgtcctcccaccctccccttccttcgggggagtcggtttacccgccgcctgcttgtcttcgacacctgattggctgtcgaagctgtg

ggaccgggcccttgctactggctcgagtctcacatgagcgaaaccactgcgcggggcgcgggggtggcggggaggcgggcgttggtacggtcctccccga

ggccgagcgccgcagtgtctggccccgcgcccctgcgcaacgtggcaggaagcgcgcgctggaggcgggggcgggctgccggccgagacttctggatggc

ggcggccgcggctccgccccgggttcccaccgcctgaagggcgagacaagcccgacctgctacaggcactcgtgggggtgggggaggagcgggggtcggt

ccggctggtttgtgggtgggaggcgcttgttctccaaaaaccggcgcgagctgcaatcctgagggagctgcggtggaggaggtggagagaaggccgcacc

cttctgggcagggggaggggagtgccgcaatacctttatgggagttctttgctgcctcccgtcttgtaaggaccgccctgggcctggaagaagccctccc

tcctttcctcctcgcgtgatctcgtcatcgcctccatgtcgagtcgcttctcgattatgggcgggattcttttgcctagacaattgtactaaccttcttc
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tctttcctctcctgacagGTGTGAAACAGGAAGAGAACCGGTAGGAGGGCCATCATGGAAATCAAGGTGCTGTTTGCCCTCATCTGTATTGCTGTTGCTG

AGGCAAAACCCACTGAAATCAATGAAGACCTCAATATAGCTGCTGTGGCCTCCAACTTTGCCACCACAGATCTTGAGACTGACCTGTTCACCAACTGGGA

GACCATGAATGTGATTAGCACTGACACAGAGCAGGTGAACACAGATGCTGACAGGGGCAAGCTGCCTGGCAAAAAACTCCCCCCAGATGTCCTGAGGGAG

CTGGAGGCCAATGCCAGAAGGGCTGGTTGCACAAGAGGCTGCCTCATTTGCCTCTCCCACATTAAGTGCACCCCTAAGATGAAGAAATTTATCCCTGGCA

GGTGCCACACTTATGAAGGTGAAAAGGAGTCTGCTCAGGGAGGGATTGGAGAGGCAATTGTTGATATCCCAGAGATTCCTGGCTTCAAGGATAAGGAGCC

ACTGGACCAGTTTATTGCTCAAGTGGACCTCTGTGCTGATTGCACCACTGGCTGTCTGAAGGGCCTTGCCAATGTCCAGTGCTCTGACCTCCTGAAGAAG

TGGCTTCCCCAGAGGTGTACCACTTTTGCCAGCAAGATTCAGGGTAGGGTGGACAAAATCAAGGGTCTGGCTGGGGACAGATGATAGCTAGCTGGCCAGA

CATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTA

ACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAA

ACCTCTACAAATGTGGTATGGAATTAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAA

TAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTT

GAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGA
AAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATA
GAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTATCCTCAGTCCTGCTCCTCTGCCACAAAGTGCACGCAGTTGCCGGCCGGGTCGCGCAGGGCGAACT

CCCGCCCCCACGGCTGCTCGCCGATCTCGGTCATGGCCGGCCCGGAGGCGTCCCGGAAGTTCGTGGACACGACCTCCGACCACTCGGCGTACAGCTCGTC

CAGGCCGCGCACCCACACCCAGGCCAGGGTGTTGTCCGGCACCACCTGGTCCTGGACCGCGCTGATGAACAGGGTCACGTCGTCCCGGACCACACCGGCG

AAGTCGTCCTCCACGAAGTCCCGGGAGAACCCGAGCCGGTCGGTCCAGAACTCGACCGCTCCGGCGACGTCGCGCGCGGTGAGCACCGGAACGGCACTGG

TCAACTTGGCCATGATGGCTCCTCCTGTCAGGAGAGGAAAGAGAAGAAGGTTAGTACAATTGCTATAGTGAGTTGTATTATACTATGCAGATATACTATG

CCAATGATTAATTGTCAAACTAGGGCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGC

GTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTT

CCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATA

GCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGG

TAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCT

ACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTG

GTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCC

TTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCA
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