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EcoRI (23)  Sdal (38)
Xbal (19) BamHI (29) BstAPI (76)
1 GCGGCCGCGTCGACGATATCTAGAATTCGGATCCTGCAGGTGAATACATTGCACAAGTAACATGAGAAAGCAGAAAATGCAGGTCATACACGCACCCCTG

101 ACCCAGACCAGCAGAGCTGACTGCAGCATCCATATCCAAGAGAAAGACCACTGACGCCCAAGAAGTGAGACAAGCAAGGACTCTATAGAATCAATTAGCA

201 TAGAAGGGGCTTTCCCAACAGTTTAACTTTCCCTCTCATGCGATTTACCTACTTGAACCAGGGCTCTTTCCTACACTCCTCTTCACATTCCCGACTTACA

EcoRI (315)
301 CGCAGAGGGAAAGAGAATTCATAAAGGGAATATTTTTCTGCCTTTGAAGATATTCTCACAAGATCGTTCTCCACGCCCAAGGCAAGTAAAACGACACAAT

Xcml (485)
401 CTGGCTCAACTCCAGGCTCGAACCCTACACATTCAACGAGGCTATCTCAGACACGCTGTGGCACACGCCACGGGGAGCCAGAGAACGTGTGGTGGGGGTG

501 GCGAAGGTAATGCCTTTGGGAAGCAGCCATCTGAGGTGGGAAGCCAGAAAACGAGAGGGAAGGCGTCCAGGAAGATTACGGAGGGGAGATCGCGGCCCCC

601 AGAGCGATCAGAGTTGTCTGTCACAAGGCCGCGAGAACGGGGGTAGGGAGTGGGGGATCGGGGAGAGAAAAAAAGTATGCCTGTGTATTTCGAGCGGAGG

Stul (711)
701 GCAGCAAGAGGCCTCTCCTCAAGGGAAAGGTAAACGTGGAGTAGGCAGTTCCCAGGAAAGGGGGTGAAGAGGCGTTGGGGGAGGGGAAGCGTCCTGACCC

801 AGGAAAAACATGAAAGGGGGAGTTGGGTCGCCTAGATTAGAGGGGGATCTCTCTCCCTGGGAAAATGGGGTGTTGCAACGGTGTGTGCAAGGCGGCGAGG

BstEII (987)
901 GGGGTGAGAAGTGGCAGCATCCTCCTAAGAGCTTGGGGAGGGCCAGGCCCACGACCCAAGGAGAGCGAGCGCGGGGAGACGGAGGAGGTGACCCTTCCCT

Pvul (1015)
1001 CCCCTGGGGCCCGATCGTGAGGTTCGGTCTCTTTTCTGTCGGACCCTTACCTTGTCCCAGGCGCTGCCGGGGCCTGGGCCCGGGCTGCGGCGCACGGCAC

Xhol (1119)
1101 TCCCGGGAGGCGGCAGGACTCGAGTTAGGCCCAACGCGGCGCCACGGCGTTTCCTGGCCGGGAATGGCCCGTACCCGTGAGGTGGGGGTGGGGGGCAGAA

1201 AGGCGGAGCGAGCCAAAGGCGGGGAGGGGGGGCAGGGCCAGGGAAAGAGGGGGGCCGGCACTACTGTGTTGGCGGACTGGCGGGACTGGGGCTGCGTGAG

1301 TCTCTGAGCGCAGGCGGGCGGCGGCCGCCCCTCCCCCGGCAGCGGLCGGCGGLGGCAGLCGGLCGGCGGCAGCGGCAGCTCACTCAGCCCGCTGCCCGAGCAG

SgrAl (1432)
1401 AAACGCCACTGACCGCACGGGGATTCCCAGCGCCGGCGCCAGGGGCACCCGGGACACGCCCCCTCCCGCCGCGCCATTGGCCTCTCCGCCCACCGLCLCCG

1501 CACCCATTGGCCCACTCGCCGCCAATCAGCGGAAGCCGCCGGGGCCGCCTAGAGAAGAGGCTGTGCTTCGGCGCTCCGGCTCCTCAGAGAGCCTCGGCTA

1601 Ggtaggggagcggaactctggtgggaggggaggtgcggtgcactggggggatgggtggctaggggggccgtctggtggettgegggggttgectttcccg

1701 tgggaagtcgggaacataatgtttgttacgttgggagggaaaggggtggctggatgcaggcgggagggaggcccgeccctgeggcaaccggagggggaggg

Nhel (1868)
Eco47111 (1860)
1801 agaagggagcggaaaatgctcgaaaccggacggagccattgctctcgcagagggaggagecgettccggectagectettgtcgecgattggecgtttctec

1901 tcccgccgtgtgtgaaaacacaaatggcgtattctggttggagtaaagctcctgtcagttacaccgtcgggagtacgcageccgcttagegactctegegt

2001 tgccccctgggtggggcgggtaggtaggtggggtgtagagatgctgggtgtgcgggecgecggecggectectgeggegggaggggagggtcagtgaaattyg

2101 gctctggcgegggegtectecccaccctececcttecttecgggggagteggtttaccecgecgectgettgtecttcgacacctgattggetgtcgaagetgtyg

Xhol (2222)
2201 ggaccgggcccttgctactggctcgagtctcacatgagcgaaaccactgcgcggggcgcgggggtggcggggaggcgggcgttggtacggtcctccccga

2301 ggccgagcgcecgeagtgtctggecccgegeccctgegecaacgtggcaggaagegegegcetggaggegggggcgggctgecggecgagacttctggatggce

Sacll (2409) RsrlII (2498)
2401 ggcggccgeggctecgecccgggttecccaccgectgaagggecgagacaagecccgacctgctacaggcactcgtgggggtgggggaggagecgggggtcggt

2501 ccggctggtttgtgggtgggaggcgcttgttctccaaaaaccggcgcgagctgcaatcctgagggagctgecggtggaggaggtggagagaaggecgeacc

2601 cttctgggcagggggaggggagtgccgcaatacctttatgggagttctttgectgectccecgtcttgtaaggaccgecctgggectggaagaagecctcecc

2701 tcctttcctectecgegtgatctegtcatcgecteccatgtcgagtegettctegattatgggegggattcttttgectagacaattgtactaaccttcttce
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Agel (2837)

tctttcctctcctgacagGTGTGAAACAGGAAGAGAACCGGTAGGAGGGCCATCATGGAAATCAAGGTGCTGTTTGCCCTCATCTGTATTGCTGTTGCTG

1* M E | K V L F A L I C I AV A

BglII (2968)
AGGCAAAACCCACTGAAATCAATGAAGACCTCAATATAGCTGCTGTGGCCTCCAACTTTGCCACCACAGATCTTGAGACTGACCTGTTCACCAACTGGGA
E A K P TE I N ED LN I A AV A SNFATTD L ETWD L FTNWE
GACCATGAATGTGATTAGCACTGACACAGAGCAGGTGAACACAGATGCTGACAGGGGCAAGCTGCCTGGCAAAAAACTCCCCCCAGATGTCCTGAGGGAG
T M NV I S TDTEQVNTIDAD I RSGI KL PGI KK L P PDV L R E
CTGGAGGCCAATGCCAGAAGGGCTGGTTGCACAAGAGGCTGCCTCATTTGCCTCTCCCACATTAAGTGCACCCCTAAGATGAAGAAATTTATCCCTGGCA
L EANAIRWIRAGT CTW RS GT CUL I CUL SH I K CTUPIKMIKIK F I P G
GGTGCCACACTTATGAAGGTGAAAAGGAGTCTGCTCAGGGAGGGATTGGAGAGGCAATTGTTGATATCCCAGAGATTCCTGGCTTCAAGGATAAGGAGCC
R CH T Y EGEK ESAQGSG I GEA I V D I P E I PG F K DK E P
ACTGGACCAGTTTATTGCTCAAGTGGACCTCTGTGCTGATTGCACCACTGGCTGTCTGAAGGGCCTTGCCAATGTCCAGTGCTCTGACCTCCTGAAGAAG
L DQ F I AQVDLCADT CTTS G CULIKSGILANVWVQT CSD L L K K
Nhel (3487)

TGGCTTCCCCAGAGGTGTACCACTTTTGCCAGCAAGATTCAGGGTAGGGTGGACAAAATCAAGGGTCTGGCTGGGGACAGATGATAGCTAGCTGGCCAGA
W L PQ RCTTFASIK I Q G RV DK I K G L A G D R e E—
CATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTA

ACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAA

ACCTCTACAAATGTGGTATGGAATTAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAA

-
TAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTT
Sapl (3914)

GAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGA
AAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATA
GAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTATCCTCAGTCCTGCTCCTCTGCCACAAAGTGCACGCAGTTGCCGGCCGGGTCGCGCAGGGCGAACT
1254 « D Q E E AV FHVCNGATPDTRTLATFE
CCCGCCCCCACGGCTGCTCGCCGATCTCGGTCATGGCCGGCCCGGAGGCGTCCCGGAAGTTCGTGGACACGACCTCCGACCACTCGGCGTACAGCTCGTC

RGWUPQEG I ETMAPGSADT RTEFNTSVVESWEHATYTLETD
SgrAl (4394)
CAGGCCGCGCACCCACACCCAGGCCAGGGTGTTGTCCGGCACCACCTGGTCCTGGACCGCGCTGATGAACAGGGTCACGTCGTCCCGGACCACACCGGCG

LGRVWVWATLTNDTPVVQDQVASIFLTVDDTRVYVGA
AAGTCGTCCTCCACGAAGTCCCGGGAGAACCCGAGCCGGTCGGTCCAGAACTCGACCGCTCCGGCGACGTCGCGCGCGGTGAGCACCGGAACGGCACTGG
FDDEV FDRSTFGLRDTWTFEVAGAVDRATLVZPVAST
TCAACTTGGCCATGATGGCTCCTCCTGTCAGGAGAGGAAAGAGAAGAAGGTTAGTACAATTGCTATAGTGAGTTGTATTATACTATGCAGATATACTATG
L K A M -

CCAATGATTAATTGTCAAACTAGGGCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGC
el

GTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTT

CCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATA

GCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGG

TAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCT

ACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTG

GTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCC

TTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCA




	Map
	Sequence



