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GCGGCCGCGTCGACGATATCTAGAATTCGGATCCTGCAGGGCCCACTAGTACATTGTTTGCTGCACGTTGGATTTTGAAATGCTAGGGAACTTTGGGAGA

CTCATATTTCTGGGCTAGAGGATCTGTGGACCACAAGATCTTTTTATGATGACAGTAGCAATGTATCTGTGGAGCTGGATTCTGGGTTGGGAGTGCAAGG

AAAAGAATGTACTAAATGCCAAGACATCTATTTCAGGAGCATGAGGAATAAAAGTTCTAGTTTCTGGTCTCAGAGTGGTGCAGGGATCAGGGAGTCTCAC

AATCTCCTGAGTGCTGGTGTCTTAGGGCACACTGGGTCTTGGAGTGCAAAGGATCTAGGCACGTGAGGCTTTGTATGAAGAATCGGGGATCGTACCCACC

CCCTGTTTCTGTTTCATCCTGGGCGTGTCTCCTCTGCCTTTGTCCCCTAGATGAAGTCTCCATGAGCTACAGGGCCTGGTGCATCCAGGGTGATCTAGTA

ATTGCAGAACAGCAAGTGCTAGCTCTCCCTCCCCTTCCACAGCTCTGGGTGTGGGAGGGGGTTGTCCAGCCTCCAGCAGCATGGGGAGGGCCTTGGTCAG

CCTCTGGGTGCCAGCAGGGCAGGGGCGGAGTCCTGGGGAATGAAGGTTTTATAGGGCTCCTGGGGGAGGCTCCCCAGCCCCAAGCTTACCACCTGCACCC

GGAGAGCTGTGTCACCATGGAAATCAAGGTGCTGTTTGCCCTCATCTGTATTGCTGTTGCTGAGGCAAAACCCACTGAAATCAATGAAGACCTCAATATA

GCTGCTGTGGCCTCCAACTTTGCCACCACAGATCTTGAGACTGACCTGTTCACCAACTGGGAGACCATGAATGTGATTAGCACTGACACAGAGCAGGTGA

ACACAGATGCTGACAGGGGCAAGCTGCCTGGCAAAAAACTCCCCCCAGATGTCCTGAGGGAGCTGGAGGCCAATGCCAGAAGGGCTGGTTGCACAAGAGG

CTGCCTCATTTGCCTCTCCCACATTAAGTGCACCCCTAAGATGAAGAAATTTATCCCTGGCAGGTGCCACACTTATGAAGGTGAAAAGGAGTCTGCTCAG

GGAGGGATTGGAGAGGCAATTGTTGATATCCCAGAGATTCCTGGCTTCAAGGATAAGGAGCCACTGGACCAGTTTATTGCTCAAGTGGACCTCTGTGCTG

ATTGCACCACTGGCTGTCTGAAGGGCCTTGCCAATGTCCAGTGCTCTGACCTCCTGAAGAAGTGGCTTCCCCAGAGGTGTACCACTTTTGCCAGCAAGAT

TCAGGGTAGGGTGGACAAAATCAAGGGTCTGGCTGGGGACAGATGATAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAA

CTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAA

TTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTAATTCTAAAATAC

AGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATT
AGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTG
ACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCA
AGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTATCC
TCAGTCCTGCTCCTCTGCCACAAAGTGCACGCAGTTGCCGGCCGGGTCGCGCAGGGCGAACTCCCGCCCCCACGGCTGCTCGCCGATCTCGGTCATGGCC

GGCCCGGAGGCGTCCCGGAAGTTCGTGGACACGACCTCCGACCACTCGGCGTACAGCTCGTCCAGGCCGCGCACCCACACCCAGGCCAGGGTGTTGTCCG

GCACCACCTGGTCCTGGACCGCGCTGATGAACAGGGTCACGTCGTCCCGGACCACACCGGCGAAGTCGTCCTCCACGAAGTCCCGGGAGAACCCGAGCCG

GTCGGTCCAGAACTCGACCGCTCCGGCGACGTCGCGCGCGGTGAGCACCGGAACGGCACTGGTCAACTTGGCCATGATGGCTCCTCCTGTCAGGAGAGGA

AAGAGAAGAAGGTTAGTACAATTGCTATAGTGAGTTGTATTATACTATGCAGATATACTATGCCAATGATTAATTGTCAAACTAGGGCTGCAGGTTAATT

AAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACA

AAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGAC

CCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTT

CGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACT

TATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACAC

TAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGC

GGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACG

AAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCA

 •   D   Q   E   E   A   V   F   H   V   C   N   G   A   P   D   R   L   A   F   E   R   G   W   P   Q   E   G   I   E   T   M   A   

P   G   S   A   D   R   F   N   T   S   V   V   E   S   W   E   A   Y   L   E   D   L   G   R   V   W   V   W   A   L   T   N   D   P

  V   V   Q   D   Q   V   A   S   I   F   L   T   V   D   D   R   V   V   G   A   F   D   D   E   V   F   D   R   S   F   G   L   R  

 D   T   W   F   E   V   A   G   A   V   D   R   A   T   L   V   P   V   A   S   T   L   K   A   M  

 M   E   I   K   V   L   F   A   L   I   C   I   A   V   A   E   A   K   P   T   E   I   N   E   D   L   N   I  

 A   A   V   A   S   N   F   A   T   T   D   L   E   T   D   L   F   T   N   W   E   T   M   N   V   I   S   T   D   T   E   Q   V   

N   T   D   A   D   R   G   K   L   P   G   K   K   L   P   P   D   V   L   R   E   L   E   A   N   A   R   R   A   G   C   T   R   G

  C   L   I   C   L   S   H   I   K   C   T   P   K   M   K   K   F   I   P   G   R   C   H   T   Y   E   G   E   K   E   S   A   Q  

 G   G   I   G   E   A   I   V   D   I   P   E   I   P   G   F   K   D   K   E   P   L   D   Q   F   I   A   Q   V   D   L   C   A   

D   C   T   T   G   C   L   K   G   L   A   N   V   Q   C   S   D   L   L   K   K   W   L   P   Q   R   C   T   T   F   A   S   K   I

  Q   G   R   V   D   K   I   K   G   L   A   G   D   R   •  
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