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Pstl (2)
Sdal (1) Spel (13)
1 CCTGCAGGGCCCActagtACATTGTTTGCTGCACGTTGGATTTTGAAATGCTAGGGAACTTTGGGAGACTCATATTTCTGGGCTAGAGGATCTGTGGACCACAAG

106 ATCTTTTTATGATGACAGTAGCAATGTATCTGTGGAGCTGGATTCTGGGTTGGGAGTGCAAGGAAAAGAATGTACTAAATGCCAAGACATCTATTTCAGGAGCAT

211 GAGGAATAAAAGTTCTAGTTTCTGGTCTCAGAGTGGTGCAGGGATCAGGGAGTCTCACAATCTCCTGAGTGCTGGTGTCTTAGGGCACACTGGGTCTTGGAGTGC

316 AAAGGATCTAGGCACGTGAGGCTTTGTATGAAGAATCGGGGATCGTACCCACCCCCTGTTTCTGTTTCATCCTGGGCGTGTCTCCTCTGCCTTTGTCCCCTAGAT

421 GAAGTCTCCATGAGCTACAGGGCCTGGTGCATCCAGGGTGATCTAGTAATTGCAGAACAGCAAGTGCTAGCTCTCCCTCCCCTTCCACAGCTCTGGGTGTGGGAG

526 GGGGTTGTCCAGCCTCCAGCAGCATGGGGAGGGCCTTGGTCAGCCTCTGGGTGCCAGCAGGGCAGGGGCGGAGTCCTGGGGAATGAAGGTTTTATAGGGCTCCTG

Ncol (683)

631 GGGGAGGCTCCCCAGCCCCAAGCTTACCACCTGCACCCGGAGAGCTGTGTCACCATGGGGGGTTCTCATCATCATCATCATCATGGTATGGCTAGCATGACTGGT
»FMetGlyGlySerHisHisHisHisHisHisGlyMetAlaSerMetThrGly

736 GGACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGGTACCTAAGGATCAGCTTGGAGTTGATCCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCT
18k GlyGInGInMetGlyArgAspLeuTyrAspAspAspAspLysValProLysAspGinLeuGlyValAspProValValLeuGInArgArgAspTrpGluAsnPro
841 GGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTG
53F GlyValThrGInLeuAsnArgLeuAlaAlaHisProProPheAlaSerTrpArgAsnSerGluGluAlaArgThrAspArgProSerGinGinLeuArgSerLeu
946 AATGGCGAATGGCGCTTTGCCTGGTTTCCGGCACCAGAAGCGGTGCCGGAAAGCTGGCTGGAGTGCGATCTTCCTGAGGCCGATACTGTCGTCGTCCCCTCAAAC
88F AsnGlyGluTrpArgPheAlaTrpPheProAlaProGluAlaValProGluSerTrpLeuGluCysAspLeuProGluAlaAspThrValvalvValProSerAsn
1051 TGGCAGATGCACGGTTACGATGCGCCCATCTACACCAACGTAACCTATCCCATTACGGTCAATCCGCCGTTTGTTCCCACGGAGAATCCGACGGGTTGTTACTCG
123F TrpGInMetHisGlyTyrAspAlaProl leTyrThrAsnValThrTyrProl leThrValAsnProProPheValProThrGluAsnProThrGlyCysTyrSer
1156 CTCACATTTAATGTTGATGAAAGCTGGCTACAGGAAGGCCAGACGCGAATTATTTTTGATGGCGTTAACTCGGCGTTTCATCTGTGGTGCAACGGGCGCTGGGTC
158F LeuThrPheAsnValAspGluSerTrpLeuGInGluGlyGInThrArgl lel lePheAspGlyValAsnSerAlaPheHisLeuTrpCysAsnGlyArgTrpVal
1261 GGTTACGGCCAGGACAGTCGTTTGCCGTCTGAATTTGACCTGAGCGCATTTTTACGCGCCGGAGAAAACCGCCTCGCGGTGATGGTGCTGCGTTGGAGTGACGGC
193k GlyTyrGlyGInAspSerArgLeuProSerGluPheAspLeuSerAlaPheLeuArgAlaGlyGluAsnArglLeuAlaValMetValLeuArgTrpSerAspGly
1366 AGTTATCTGGAAGATCAGGATATGTGGCGGATGAGCGGCATTTTCCGTGACGTCTCGTTGCTGCATAAACCGACTACACAAATCAGCGATTTCCATGTTGCCACT
228F SerTyrLeuGluAspGInAspMetTrpArgMetSerGlyl lePheArgAspValSerLeulLeuHisLysProThrThrGInl leSerAspPheHisValAlaThr
1471 CGCTTTAATGATGATTTCAGCCGCGCTGTACTGGAGGCTGAAGTTCAGATGTGCGGCGAGTTGCGTGACTACCTACGGGTAACAGTTTCTTTATGGCAGGGTGAA
263F ArgPheAsnAspAspPheSerArgAlaValLeuGluAlaGluValGinMetCysGlyGluLeuArgAspTyrLeuArgValThrValSerLeuTrpGInGlyGlu
1576 ACGCAGGTCGCCAGCGGCACCGCGCCTTTCGGCGGTGAAATTATCGATGAGCGTGGTGGTTATGCCGATCGCGTCACACTACGTCTGAACGTCGAAAACCCGAAA
298F ThrGInValAlaSerGlyThrAlaProPheGlyGlyGlul lel leAspGluArgGlyGlyTyrAlaAspArgValThrLeuArgLeuAsnValGluAsnProlLys
1681 CTGTGGAGCGCCGAAATCCCGAATCTCTATCGTGCGGTGGTTGAACTGCACACCGCCGACGGCACGCTGATTGAAGCAGAAGCCTGCGATGTCGGTTTCCGCGAG
333F LeuTrpSerAlaGlul leProAsnLeuTyrArgAlaValValGluLeuHisThrAlaAspGlyThrLeul leGluAlaGluAlaCysAspValGlyPheArgGlu
1786 GTGCGGATTGAAAATGGTCTGCTGCTGCTGAACGGCAAGCCGTTGCTGATTCGAGGCGTTAACCGTCACGAGCATCATCCTCTGCATGGTCAGGTCATGGATGAG
368F ValArgl leGluAsnGlyLeulLeuLeuLeuAsnGlyLysProLeulLeul leArgGlyValAsnArgHisGluHisHisProLeuHisGlyGInValMetAspGlu
1891 CAGACGATGGTGCAGGATATCCTGCTGATGAAGCAGAACAACTTTAACGCCGTGCGCTGTTCGCATTATCCGAACCATCCGCTGTGGTACACGCTGTGCGACCGC
403F GINnThrMetValGInAspl leLeuLeuMetLysGInAsnAsnPheAsnAlaValArgCysSerHisTyrProAsnHisProLeuTrpTyrThrLeuCysAspArg
1996 TACGGCCTGTATGTGGTGGATGAAGCCAATATTGAAACCCACGGCATGGTGCCAATGAATCGTCTGACCGATGATCCGCGCTGGCTACCGGCGATGAGCGAACGC
438F TyrGlyLeuTyrValValAspGluAlaAsnl leGluThrHisGlyMetValProMetAsnArgLeuThrAspAspProArgTrpLeuProAlaMetSerGluArg
2101 GTAACGCGAATGGTGCAGCGCGATCGTAATCACCCGAGTGTGATCATCTGGTCGCTGGGGAATGAATCAGGCCACGGCGCTAATCACGACGCGCTGTATCGCTGG
473F ValThrArgMetValGInArgAspArgAsnHisProSerVal | lel leTrpSerLeuGlyAsnGluSerGlyHisGlyAlaAsnHisAspAlaLeuTyrArgTrp
2206 ATCAAATCTGTCGATCCTTCCCGCCCGGTGCAGTATGAAGGCGGCGGAGCCGACACCACGGCCACCGATATTATTTGCCCGATGTACGCGCGCGTGGATGAAGAC
508F | leLysSerValAspProSerArgProValGInTyrGluGlyGlyGlyAlaAspThrThrAlaThrAspl lel leCysProMetTyrAlaArgValAspGluAsp
2311 CAGCCCTTCCCGGCTGTGCCGAAATGGTCCATCAAAAAATGGCTTTCGCTACCTGGAGAGACGCGCCCGCTGATCCTTTGCGAATACGCCCACGCGATGGGTAAC
543F GInProPheProAlaValProLysTrpSerl leLysLysTrpLeuSerLeuProGlyGluThrArgProlLeul leLeuCysGluTyrAlaHisAlaMetGlyAsn
2416 AGTCTTGGCGGTTTCGCTAAATACTGGCAGGCGTTTCGTCAGTATCCCCGTTTACAGGGCGGCTTCGTCTGGGACTGGGTGGATCAGTCGCTGATTAAATATGAT
578F SerLeuGlyGlyPheAlaLysTyrTrpGInAlaPheArgGIinTyrProArgLeuGInGlyGlyPheValTrpAspTrpValAspGinSerLeul leLysTyrAsp
2521 GAAAACGGCAACCCGTGGTCGGCTTACGGCGGTGATTTTGGCGATACGCCGAACGATCGCCAGTTCTGTATGAACGGTCTGGTCTTTGCCGACCGCACGCCGCAT
613F GluAsSnGlyAsnProTrpSerAlaTyrGlyGlyAspPheGlyAspThrProAsnAspArgGinPheCysMetAsnGlyLeuValPheAlaAspArgThrProHis
2626 CCAGCGCTGACGGAAGCAAAACACCAGCAGCAGTTTTTCCAGTTCCGTTTATCCGGGCAAACCATCGAAGTGACCAGCGAATACCTGTTCCGTCATAGCGATAAC
648F ProAlaLeuThrGluAlaLysHisGInGInGInPhePheGInPheArgLeuSerGlyGInThri leGluValThrSerGluTyrLeuPheArgHisSerAspAsn
2731 GAGCTCCTGCACTGGATGGTGGCGCTGGATGGTAAGCCGCTGGCAAGCGGTGAAGTGCCTCTGGATGTCGCTCCACAAGGTAAACAGTTGATTGAACTGCCTGAA
683F GluLeuLeuHisTrpMetValAlaLeuAspGlyLysProLeuAlaSerGlyGluValProLeuAspValAlaProGInGlyLysGlnLeul leGluLeuProGlu
2836 CTACCGCAGCCGGAGAGCGCCGGGCAACTCTGGCTCACAGTACGCGTAGTGCAACCGAACGCGACCGCATGGTCAGAAGCCGGGCACATCAGCGCCTGGCAGCAG
718F LeuProGInProGluSerAlaGlyGinLeuTrpLeuThrValArgValValGInProAsnAlaThrAlaTrpSerGluAlaGlyHisl leSerAlaTrpGInGIn
2941 TGGCGTCTGGCGGAAAACCTCAGTGTGACGCTCCCCGCCGCGTCCCACGCCATCCCGCATCTGACCACCAGCGAAATGGATTTTTGCATCGAGCTGGGTAATAAG
753F TrpArgLeuAlaGluAsnLeuSerValThrLeuProAlaAlaSerHisAlal leProHisLeuThrThrSerGluMetAspPheCysl leGluLeuGlyAsnLys
3046 CGTTGGCAATTTAACCGCCAGTCAGGCTTTCTTTCACAGATGTGGATTGGCGATAAAAAACAACTGCTGACGCCGCTGCGCGATCAGTTCACCCGTGCACCGCTG
788F ArgTrpGIinPheAsnArgGInSerGlyPhelLeuSerGInMetTrpl leGlyAspLysLysGlnLeuLeuThrProLeuArgAspGIinPheThrArgAlaProlLeu
3151 GATAACGACATTGGCGTAAGTGAAGCGACCCGCATTGACCCTAACGCCTGGGTCGAACGCTGGAAGGCGGCGGGCCATTACCAGGCCGAAGCAGCGTTGTTGCAG
823F AspAsnAspl leGlyValSerGluAlaThrArgl leAspProAsnAlaTrpValGluArgTrpLysAlaAlaGlyHisTyrGInAlaGluAlaAlaLeulLeuGln
3256 TGCACGGCAGATACACTTGCTGATGCGGTGCTGATTACGACCGCTCACGCGTGGCAGCATCAGGGGAAAACCTTATTTATCAGCCGGAAAACCTACCGGATTGAT
858F CysThrAlaAspThrLeuAlaAspAlaValLeul leThrThrAlaHisAlaTrpGlnHisGInGlyLysThrLeuPhel leSerArgLysThrTyrArgl leAsp
3361 GGTAGTGGTCAAATGGCGATTACCGTTGATGTTGAAGTGGCGAGCGATACACCGCATCCGGCGCGGATTGGCCTGAACTGCCAGCTGGCGCAGGTAGCAGAGCGG
893k GlySerGlyGInMetAlal leThrValAspValGluValAlaSerAspThrProHisProAlaArgl leGlyLeuAsnCysGinLeuAlaGInValAlaGluArg
3466 GTAAACTGGCTCGGATTAGGGCCGCAAGAAAACTATCCCGACCGCCTTACTGCCGCCTGTTTTGACCGCTGGGATCTGCCATTGTCAGACATGTATACCCCGTAC
928F ValAsnTrpLeuGlyLeuGlyProGInGluAsnTyrProAspArgLeuThrAlaAlaCysPheAspArgTrpAspLeuProLeuSerAspMetTyrThrProTyr
3571 GTCTTCCCGAGCGAAAACGGTCTGCGCTGCGGGACGCGCGAATTGAATTATGGCCCACACCAGTGGCGCGGCGACTTCCAGTTCAACATCAGCCGCTACAGTCAA
963F ValPheProSerGluAsnGlyLeuArgCysGlyThrArgGluLeuAsnTyrGlyProHisGInTrpArgGlyAspPheGInPheAsnl leSerArgTyrSerGin
3676 CAGCAACTGATGGAAACCAGCCATCGCCATCTGCTGCACGCGGAAGAAGGCACATGGCTGAATATCGACGGTTTCCATATGGGGATTGGTGGCGACGACTCCTGG
998F GInGInLeuMetGluThrSerHisArgHisLeulLeuHisAlaGluGluGlyThrTrpLeuAsnl leAspGlyPheHisMetGlyl leGlyGlyAspAspSerTrp




3781

EcoRI (3868)
AGCCCGTCAGTATCGGCGGAATTACAGCTGAGCGCCGGTCGCTACCATTACCAGTTGGTCTGGTGTCAAAAATAATAATCTAGTCGAGAATTCGCTAGCTCGACA

1033k SerProSerValSerAlaGluLeuGlnLeuSerAlaGlyArgTyrHisTyrGlnLeuValTrpCysGlnLysee== e

3886

3991

4096

4201

4306

4411

4516

4621

4726

4831

4936

5041

TGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTGAAATTTG

TGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGT

Pacl (4145)
TTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTAGATCCATTTAAATGTTAATTAACTAGCCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAGCG

[

TCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGT

TTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGTAGCCGTAGTTAGGCCACCAC

TTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGA

CGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGT

GAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGA

AACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGC

Pacl (4885)
AACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTAATTAAATTTTTCAAAAGTAGTTGACAATTAATCATCGGCATAGTATAT

[

CGGCATAGTATAATACGACTCACTATAGGAGGGCCATCATGGCCAAGTTGACCAGTGCTGTCCCAGTGCTCACAGCCAGGGATGTGGCTGGAGCTGTTGAGTTCT

- 1k MetAlaLysLeuThrSerAlaValProValLeuThrAlaArgAspValAlaGlyAlaValGluPheT
GGACTGACAGGTTGGGGTTCTCCAGAGATTTTGTGGAGGATGACTTTGCAGGTGTGGTCAGAGATGATGTCACCCTGTTCATCTCAGCAGTCCAGGACCAGGTGG

23k rpThrAspArgLeuGlyPheSerArgAspPheValGluAspAspPheAlaGlyValValArgAspAspValThrLeuPhel leSerAlaValGInAspGinVvalV

5146

TGCCTGACAACACCCTGGCTTGGGTGTGGGTGAGAGGACTGGATGAGCTGTATGCTGAGTGGAGTGAGGTGGTCTCCACCAACTTCAGGGATGCCAGTGGCCCTG

58F alProAspAsnThrLeuAlaTrpValTrpValArgGlyLeuAspGluLeuTyrAlaGluTrpSerGluValValSerThrAsnPheArgAspAlaSerGlyProA

5251

CCATGACAGAGATTGGAGAGCAGCCCTGGGGGAGAGAGTTTGCCCTGAGAGACCCAGCAGGCAACTGTGTGCACTTTGTGGCAGAGGAGCAGGACTGAGGATAAG

93F laMetThrGlul leGlyGluGInProTrpGlyArgGluPheAlaLeuArgAspProAlaGlyAsnCysValHisPheValAlaGluGluGInAspee=e

5356

Pacl (5394)

AATTGTAACAAAAAACCCCGCCCCGGCGGGGTTTTTTGTTAATTAA
»






