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CCTGCAGGGCCCACTAGTGCGGTTACCAGCGGAAATGCCTCGGGGTCAGAAGTCGCAGGAGAGATAGACAGCTGCTGAACCAATGGGACCAGCGGATGGG

GCGGATGTTATCTACCATTGGTGAACGTTAGAAACGAATAGCAGCCAATGAATCAGCTGGGGGGGCGGAGCAGTGACGTTTATTGCGGAGGGGGCCGCTT

CGAATCGGCGGCGGCCAGCTTGGTGGCCTGGGCCAATGAACGGCCTCCAACGAGCAGGGCCTTCACCAATCGGCGGCCTCCACGACGGGGCTGGGGGAGG

GTATATAAGCCGAGTAGGCGACGGTGAGGTCGACGCCGGCCAAGACAGCACAGACAGATTGACCTATTGGGGTGTTTCGCGAGTGTGAGAGGGAAGCGCC

GCGGCCTGTATTTCTAGACCTGCCCTTCGCCTGGTTCGTGGCGCCTTGTGACCCCGGGCCCCTGCCGCCTGCAAGTCGGAAATTGCGCTGTGCTCCTGTG

CTACGGCCTGTGGCTGGACTGCCTGCTGCTGCCCAACTGGCTGGCACCATGGGGGGTTCTCATCATCATCATCATCATGGTATGGCTAGCATGACTGGTG

GACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGGTACCTAAGGATCAGCTTGGAGTTGATCCCGTCGTTTTACAACGTCGTGACTGGGAAAA

CCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTG

CGCAGCCTGAATGGCGAATGGCGCTTTGCCTGGTTTCCGGCACCAGAAGCGGTGCCGGAAAGCTGGCTGGAGTGCGATCTTCCTGAGGCCGATACTGTCG

TCGTCCCCTCAAACTGGCAGATGCACGGTTACGATGCGCCCATCTACACCAACGTAACCTATCCCATTACGGTCAATCCGCCGTTTGTTCCCACGGAGAA

TCCGACGGGTTGTTACTCGCTCACATTTAATGTTGATGAAAGCTGGCTACAGGAAGGCCAGACGCGAATTATTTTTGATGGCGTTAACTCGGCGTTTCAT

CTGTGGTGCAACGGGCGCTGGGTCGGTTACGGCCAGGACAGTCGTTTGCCGTCTGAATTTGACCTGAGCGCATTTTTACGCGCCGGAGAAAACCGCCTCG

CGGTGATGGTGCTGCGTTGGAGTGACGGCAGTTATCTGGAAGATCAGGATATGTGGCGGATGAGCGGCATTTTCCGTGACGTCTCGTTGCTGCATAAACC

GACTACACAAATCAGCGATTTCCATGTTGCCACTCGCTTTAATGATGATTTCAGCCGCGCTGTACTGGAGGCTGAAGTTCAGATGTGCGGCGAGTTGCGT

GACTACCTACGGGTAACAGTTTCTTTATGGCAGGGTGAAACGCAGGTCGCCAGCGGCACCGCGCCTTTCGGCGGTGAAATTATCGATGAGCGTGGTGGTT

ATGCCGATCGCGTCACACTACGTCTGAACGTCGAAAACCCGAAACTGTGGAGCGCCGAAATCCCGAATCTCTATCGTGCGGTGGTTGAACTGCACACCGC

CGACGGCACGCTGATTGAAGCAGAAGCCTGCGATGTCGGTTTCCGCGAGGTGCGGATTGAAAATGGTCTGCTGCTGCTGAACGGCAAGCCGTTGCTGATT

CGAGGCGTTAACCGTCACGAGCATCATCCTCTGCATGGTCAGGTCATGGATGAGCAGACGATGGTGCAGGATATCCTGCTGATGAAGCAGAACAACTTTA

ACGCCGTGCGCTGTTCGCATTATCCGAACCATCCGCTGTGGTACACGCTGTGCGACCGCTACGGCCTGTATGTGGTGGATGAAGCCAATATTGAAACCCA

CGGCATGGTGCCAATGAATCGTCTGACCGATGATCCGCGCTGGCTACCGGCGATGAGCGAACGCGTAACGCGAATGGTGCAGCGCGATCGTAATCACCCG

AGTGTGATCATCTGGTCGCTGGGGAATGAATCAGGCCACGGCGCTAATCACGACGCGCTGTATCGCTGGATCAAATCTGTCGATCCTTCCCGCCCGGTGC

AGTATGAAGGCGGCGGAGCCGACACCACGGCCACCGATATTATTTGCCCGATGTACGCGCGCGTGGATGAAGACCAGCCCTTCCCGGCTGTGCCGAAATG

GTCCATCAAAAAATGGCTTTCGCTACCTGGAGAGACGCGCCCGCTGATCCTTTGCGAATACGCCCACGCGATGGGTAACAGTCTTGGCGGTTTCGCTAAA

TACTGGCAGGCGTTTCGTCAGTATCCCCGTTTACAGGGCGGCTTCGTCTGGGACTGGGTGGATCAGTCGCTGATTAAATATGATGAAAACGGCAACCCGT

GGTCGGCTTACGGCGGTGATTTTGGCGATACGCCGAACGATCGCCAGTTCTGTATGAACGGTCTGGTCTTTGCCGACCGCACGCCGCATCCAGCGCTGAC

GGAAGCAAAACACCAGCAGCAGTTTTTCCAGTTCCGTTTATCCGGGCAAACCATCGAAGTGACCAGCGAATACCTGTTCCGTCATAGCGATAACGAGCTC

CTGCACTGGATGGTGGCGCTGGATGGTAAGCCGCTGGCAAGCGGTGAAGTGCCTCTGGATGTCGCTCCACAAGGTAAACAGTTGATTGAACTGCCTGAAC

TACCGCAGCCGGAGAGCGCCGGGCAACTCTGGCTCACAGTACGCGTAGTGCAACCGAACGCGACCGCATGGTCAGAAGCCGGGCACATCAGCGCCTGGCA

GCAGTGGCGTCTGGCGGAAAACCTCAGTGTGACGCTCCCCGCCGCGTCCCACGCCATCCCGCATCTGACCACCAGCGAAATGGATTTTTGCATCGAGCTG

GGTAATAAGCGTTGGCAATTTAACCGCCAGTCAGGCTTTCTTTCACAGATGTGGATTGGCGATAAAAAACAACTGCTGACGCCGCTGCGCGATCAGTTCA

CCCGTGCACCGCTGGATAACGACATTGGCGTAAGTGAAGCGACCCGCATTGACCCTAACGCCTGGGTCGAACGCTGGAAGGCGGCGGGCCATTACCAGGC

CGAAGCAGCGTTGTTGCAGTGCACGGCAGATACACTTGCTGATGCGGTGCTGATTACGACCGCTCACGCGTGGCAGCATCAGGGGAAAACCTTATTTATC

AGCCGGAAAACCTACCGGATTGATGGTAGTGGTCAAATGGCGATTACCGTTGATGTTGAAGTGGCGAGCGATACACCGCATCCGGCGCGGATTGGCCTGA

ACTGCCAGCTGGCGCAGGTAGCAGAGCGGGTAAACTGGCTCGGATTAGGGCCGCAAGAAAACTATCCCGACCGCCTTACTGCCGCCTGTTTTGACCGCTG

GGATCTGCCATTGTCAGACATGTATACCCCGTACGTCTTCCCGAGCGAAAACGGTCTGCGCTGCGGGACGCGCGAATTGAATTATGGCCCACACCAGTGG

CGCGGCGACTTCCAGTTCAACATCAGCCGCTACAGTCAACAGCAACTGATGGAAACCAGCCATCGCCATCTGCTGCACGCGGAAGAAGGCACATGGCTGA

MetG l yG l ySe rH i sH i sH i sH i sH i sH i sG l yMetA l aSe rMetTh rG l yG

lyGlnGlnMetGlyArgAspLeuTyrAspAspAspAspLysValProLysAspGlnLeuGlyValAspProValValLeuGlnArgArgAspTrpGluAs

nProG lyVa lThrG lnLeuAsnArgLeuAlaA laH isProProPheAlaSerTrpArgAsnSerG luG luA laArgThrAspArgProSerG lnG lnLeu

ArgSerLeuAsnGlyG luTrpArgPheAlaTrpPheProAlaProG luAlaVa lProG luSerTrpLeuGluCysAspLeuProG luAlaAspThrVa lV

a lVa lP roSerAsnTrpG lnMetH i sG lyTyrAspA laP ro I l eTyrThrAsnVa lThrTyrPro I leThrVa lAsnProProPheVa lProThrG luAs

nProThrG lyCysTyrSerLeuThrPheAsnVa lAspGluSerTrpLeuGlnG luG lyG lnThrArg I l e I lePheAspGlyVa lAsnSerAlaPheHis

LeuTrpCysAsnGlyArgTrpValG lyTyrGlyGlnAspSerArgLeuProSerGluPheAspLeuSerAlaPheLeuArgAlaGlyGluAsnArgLeuA

laValMetValLeuArgTrpSerAspGlySerTyrLeuGluAspGlnAspMetTrpArgMetSerGly I lePheArgAspValSerLeuLeuHisLysPr

oThrThrG ln I leSerAspPheHisValA laThrArgPheAsnAspAspPheSerArgAlaValLeuGluAlaGluValG lnMetCysGlyGluLeuArg

AspTyrLeuArgVa lTh rVa lSe rLeuTrpG lnG lyG luThrG lnVa lA laSe rG lyThrA laP roPheG lyG lyG lu I l e I l eAspG luArgG lyG lyT

yrAlaAspArgValThrLeuArgLeuAsnValG luAsnProLysLeuTrpSerAlaGlu I l eProAsnLeuTyrArgA laVa lVa lG luLeuH isThrA l

aAspGlyThrLeuI l eG luA laG luA laCysAspVa lG lyPheArgG luVa lArg I leGluAsnGlyLeuLeuLeuLeuAsnGlyLysProLeuLeuI l e

ArgG lyVa lAsnArgH isG luH i sH i sP roLeuH isG lyG lnVa lMetAspG luG lnThrMetVa lG lnAsp I leLeuLeuMetLysGlnAsnAsnPheA

snAlaVa lArgCysSerH isTyrProAsnHisProLeuTrpTyrThrLeuCysAspArgTyrG lyLeuTyrVa lVa lAspGluAlaAsn I l eG l uTh rH i

sGlyMetValProMetAsnArgLeuThrAspAspProArgTrpLeuProAlaMetSerGluArgValThrArgMetValGlnArgAspArgAsnHisPro

SerVal I l e I l eTrpSerLeuG lyAsnG luSerG lyH isG lyA laAsnH isAspA laLeuTyrArgTrp I leLysSerVa lAspProSerArgProVa lG

lnTyrG luG lyG lyG lyA laAspThrThrA laThrAsp I l e I leCysProMetTyrA laArgVa lAspGluAspGlnProPheProAlaVa lProLysTr

pSer I leLysLysTrpLeuSerLeuProG lyG luThrArgProLeu I leLeuCysG luTyrA laH isA laMetG lyAsnSerLeuG lyG lyPheAlaLys

TyrTrpG lnA laPheArgG lnTyrProArgLeuGlnG lyG lyPheVa lTrpAspTrpVa lAspG lnSerLeu I leLysTyrAspGluAsnGlyAsnProT

rpSerAlaTyrGlyGlyAspPheGlyAspThrProAsnAspArgGlnPheCysMetAsnGlyLeuValPheAlaAspArgThrProHisProAlaLeuTh

rG luA laLysH i sG lnG lnG lnPhePheG lnPheArgLeuSerG lyG lnThr I leG luVa lThrSerG luTyrLeuPheArgHisSerAspAsnGluLeu

LeuH isTrpMetVa lA laLeuAspG lyLysProLeuA laSerG lyG luVa lP roLeuAspVa lA laProG lnG lyLysG lnLeu I l eG luLeuProG luL

euProG lnP roG luSe rA laG lyG lnLeuTrpLeuThrVa lA rgVa lVa lG lnP roAsnA laThrA laT rpSe rG luA laG lyH i s I l eSe rA l aT rpG l

nG lnTrpArgLeuA laG luAsnLeuSerVa lThrLeuProA laA laSerH isA la I leProHisLeuThrThrSerG luMetAspPheCys I leG luLeu

GlyAsnLysArgTrpGlnPheAsnArgGlnSerGlyPheLeuSerGlnMetTrp I leGlyAspLysLysGlnLeuLeuThrProLeuArgAspGlnPheT

hrArgAlaProLeuAspAsnAspI l eG l yVa l Se rG l uA l aTh rA rg I l eAspProAsnA laTrpVa lG luArgTrpLysA laA laG lyH isTyrG lnA l

aG luAlaAlaLeuLeuGlnCysThrAlaAspThrLeuAlaAspAlaVa lLeu I l eTh rTh rA l aH i sA l aT rpG lnH i sG lnG l yLysTh rLeuPhe I l e

SerArgLysThrTyrArg I l eAspG lySe rG lyG lnMetA la I l eThrVa lAspVa lG luVa lA laSerAspThrP roH i sP roA laArg I leG lyLeuA

snCysGlnLeuAlaGlnVa lA laG luArgValAsnTrpLeuGlyLeuGlyProGlnGluAsnTyrProAspArgLeuThrAlaAlaCysPheAspArgTr

pAspLeuProLeuSerAspMetTyrThrProTyrValPheProSerGluAsnGlyLeuArgCysGlyThrArgGluLeuAsnTyrGlyProHisGlnTrp

ArgGlyAspPheGlnPheAsnI l eSerArgTyrSerG lnG lnG lnLeuMetG luThrSerH isArgH isLeuLeuH isA laG luG luG lyThrTrpLeuA
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ATATCGACGGTTTCCATATGGGGATTGGTGGCGACGACTCCTGGAGCCCGTCAGTATCGGCGGAATTACAGCTGAGCGCCGGTCGCTACCATTACCAGTT

GGTCTGGTGTCAAAAATAATAATCTAGTCGAGAATTCGCTAGCTCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAA

AAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAA

GTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTAGATCCA

TTTAAATGTTAATTAACTAGCCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGA

GATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTC

CGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTAC

ATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCG

CAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCG

CCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTA

TCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCG

GCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTAATTAAATTTTTCAAAAGTAGTTGACAATTAATCATCGGCATAGTATATC

GGCATAGTATAATACGACTCACTATAGGAGGGCCATCATGGCCAAGTTGACCAGTGCTGTCCCAGTGCTCACAGCCAGGGATGTGGCTGGAGCTGTTGA

GTTCTGGACTGACAGGTTGGGGTTCTCCAGAGATTTTGTGGAGGATGACTTTGCAGGTGTGGTCAGAGATGATGTCACCCTGTTCATCTCAGCAGTCCAG

GACCAGGTGGTGCCTGACAACACCCTGGCTTGGGTGTGGGTGAGAGGACTGGATGAGCTGTATGCTGAGTGGAGTGAGGTGGTCTCCACCAACTTCAGGG

ATGCCAGTGGCCCTGCCATGACAGAGATTGGAGAGCAGCCCTGGGGGAGAGAGTTTGCCCTGAGAGACCCAGCAGGCAACTGTGTGCACTTTGTGGCAGA

GGAGCAGGACTGAGGATAAGAATTGTAACAAAAAACCCCGCCCCGGCGGGGTTTTTTGTTAATTAA

sn I l eAspG lyPheH isMetG ly I l eG lyG lyAspAspSerTrpSerProSerVa lSerA laG luLeuG lnLeuSerA laG lyArgTyrH isTyrG lnLe

uValTrpCysGlnLys•••
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