Pstl (6)
Sdal (6)

Asel (5286)
BspLU11I (5248)

hFIt-1 prom

Swal (4510)

SV40 pAn pDRIVE-hFIt-1

(5779 bp)

Nhel (4245)
EcoRI (4239)

BspLU11I (3925)

EcoRV (2279)



Pstl (6)
Sdal (6) Spel (13)
1 CCTGCAGGGCCCACTAGTTTTGCTTCTAGGAAGCAGAAGACTGAGGAAATGACTTGGGCGGGTGCATCAATGCGGCCAAAAAAGACACGGACACGCTCCC

101 CTGGGACCTGAGCTGGTTCGCAGTCTTCCCAAAGGTGCCAAGCAAGCGTCAGTTCCCCTCAGGCGCTCCAGGTTCAGTGCCTTGTGCCGAGGGTCTCCGG

201 TGCCTTCCTAGACTTCTCGGGACAGTCTGAAGGGGTCAGGAGCGGCGGGACAGCGCGGGAAGAGCAGGCAAGGGGAGACAGCCGGACTGCGCCTCAGTCC

AvrlIl (362)
301 TCCGTGCCAAGAACACCGTCGCGGAGGCGCGGCCAGCTTCCCTTGGATCGGACTTTCCGCCCCTAGGGCCAGGCGGCGGAGCTTCAGCCTTGTCCCTTCC

401 CCAGTTTCGGGCGGCCCCCAGAGCTGAGTAAGCCGGGTGGAGGGAGTCTGCAAGGATTTCCTGAGCGCGATGGGCAGGAGGAGGGGCAAGGGCAAGAGGG

501 CGCGGAGCAAAGACCCTGAACCTGCCGGGGCCGCGCTCCCGGGCCCGCGTCGCCAGCACCTCCCCACGCGCGCTCGGCCCCGGGCCACCCGLCCTCGTCG

601 GCCCCCGCCCCTCTCCGTAGCCGCAGGGAAGCGAGCCTGGGAGGAAGAAGAGGGTAGGTGGGGAGGCGGATGAGGGGTGGGGGACCCCTTGACGTCACCA

701 GAAGGAGGTGCCGGGGTAGGAAGTGGGCTGGGGAAAGGTTATAAATCGCCCCCGCCCTCGGCTGCTCTTCATCGAGGTCCGCGGGAGGCTCGGAGCGCGC

801 CAGGCGGACACTCCTCTCGGCTCCTCCCCGGCAGCGGCGGCGGCTCGGAGCGGGCTCCGGGGCTCGGGTGCAGCGGCCAGCGGGCGCCTGGCGGCGAGGA

901 TTACCCGGGGAAGTGGTTGTCTCCTGGCTGGAGCCGCGAGACGGGCGCTCAGGGCGCGGGGCCGGCGGCGGCGAACAAGAGGACGGACTCTGGCGGCCGG

Ncol (1054) Nhel (1092)
1001 GTCGTTGGCCGCGGGGAGCGCGGGCACCGGGCGAGCAGGCCGCGTCGCGCTCACCATGGGGGGTTCTCATCATCATCATCATCATGGTATGGCTAGCATG
#»Me tGl yGl ySer Hi sHi sHi sHi sHi sHi sGl yMe tAl aSer Me t
Acc651 (1148)
1101 ACTGGTGGACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGGTACCTAAGGATCAGCTTGGAGTTGATCCCGTCGTTTTACAACGTCGTGACT
16F Thr Gl yGl yGI nGI nMe tGl yArgAspLeuTyrAspAspAspAspLysVal ProLysAspGlnLeuGlyValAspProVal Val LeuGl nArgArgAspT
1201 GGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCA
49k rpGl uAsnProGl yVal Thr Gl nLeuAsnArgLeuAl aAl aHisProProPheAl aSer TrpArgAsnSer Gl uGl uAl aArgThrAspArgP roSer Gl
1301 ACAGTTGCGCAGCCTGAATGGCGAATGGCGCTTTGCCTGGTTTCCGGCACCAGAAGCGGTGCCGGAAAGCTGGCTGGAGTGCGATCTTCCTGAGGCCGAT
82k nGlnLeuArgSer LeuAsnGl yGluTrpArgPheAl aTrpPheProAl aProGluAlaVal ProGluSer TrpLeuGl uCysAspLeuP roGl uAl aAsp
1401 ACTGTCGTCGTCCCCTCAAACTGGCAGATGCACGGTTACGATGCGCCCATCTACACCAACGTAACCTATCCCATTACGGTCAATCCGCCGTTTGTTCCCA
116k ThrValValVal ProSerAsnTrpGlnMetHisGlyTyrAspAlaProl leTyrThrAsnVal Thr TyrProl leThrValAsnProProPheValProT
1501 CGGAGAATCCGACGGGTTGTTACTCGCTCACATTTAATGTTGATGAAAGCTGGCTACAGGAAGGCCAGACGCGAATTATTTTTGATGGCGTTAACTCGGC
149k hr Gl uAsnProThr Gl yCysTyrSer LeuThr PheAsnVal AspGluSer TrpLeuGlI nGluGlyGlnThrArgl l el | ePheAspGlyValAsnSerAl
1601 GTTTCATCTGTGGTGCAACGGGCGCTGGGTCGGTTACGGCCAGGACAGTCGTTTGCCGTCTGAATTTGACCTGAGCGCATTTTTACGCGCCGGAGAAAAC
182k aPheHisLeuTrpCysAsnGlyArgTrpVal Gl yTyrGlyGl nAspSer ArglLeuProSer Gl uPheAspLeuSer Al aPhelLeuArgAl aGl yGl uAsn
1701 CGCCTCGCGGTGATGGTGCTGCGTTGGAGTGACGGCAGTTATCTGGAAGATCAGGATATGTGGCGGATGAGCGGCATTTTCCGTGACGTCTCGTTGCTGC
216FArglLeuAlaValMetVal LeuArgTrpSerAspGlySer TyrLeuGl uAspGl nAspMetTrpArgMetSer Glyl | ePheArgAspVal Ser LeuLeuH
1801 ATAAACCGACTACACAAATCAGCGATTTCCATGTTGCCACTCGCTTTAATGATGATTTCAGCCGCGCTGTACTGGAGGCTGAAGTTCAGATGTGCGGCGA
249F isLysProThr Thr GInl leSerAspPheHisValAlaThr ArgPheAsnAspAspPheSerArgAl aVal LeuGl uAl aGluVal Gl nMe tCysGl yGl
1901 GTTGCGTGACTACCTACGGGTAACAGTTTCTTTATGGCAGGGTGAAACGCAGGTCGCCAGCGGCACCGCGCCTTTCGGCGGTGAAATTATCGATGAGCGT
282F uLeuArgAspTyrLeuArgVal Thr Val Ser LeuTrpGInGlyGluThr Gl nValAl aSer Gl yThr Al aProPheGlyGlyGlul l el | eAspGl uArg
2001 GGTGGTTATGCCGATCGCGTCACACTACGTCTGAACGTCGAAAACCCGAAACTGTGGAGCGCCGAAATCCCGAATCTCTATCGTGCGGTGGTTGAACTGC
316k GlyGlyTyrAl aAspArgVal Thr LeuArgLeuAsnVal Gl uAsnProLysLeuTrpSerAlaGlul | eProAsnLeuTyrArgAl aVal Val Gl uLeuH
2101 ACACCGCCGACGGCACGCTGATTGAAGCAGAAGCCTGCGATGTCGGTTTCCGCGAGGTGCGGATTGAAAATGGTCTGCTGCTGCTGAACGGCAAGCCGTT
349F i sThrAlaAspGlyThrLeul | eGl uAl aGl uAl aCysAspVal Gl yPheArgGluValArgl | eGl uAsnGlyLeulLeulLeulLeuAsnGlyLysProLe
EcoRV (2279)

2201 GCTGATTCGAGGCGTTAACCGTCACGAGCATCATCCTCTGCATGGTCAGGTCATGGATGAGCAGACGATGGTGCAGGATATCCTGCTGATGAAGCAGAAC
382k uLeul | eArgGlyVal AsnArgHi sGl uHi sHi sProLeuHi sGl yGl nValMe tAspGl uGl nThr MetVal Gl nAspl | eLeuLeuMe tLysGl nAsn
2301 AACTTTAACGCCGTGCGCTGTTCGCATTATCCGAACCATCCGCTGTGGTACACGCTGTGCGACCGCTACGGCCTGTATGTGGTGGATGAAGCCAATATTG
416FAsnPheAsnAl aValArgCysSerHisTyrProAsnHisProLeuTrpTyrThrLeuCysAspArgTyrGlyLeuTyrValValAspGluAlaAsnl |eG
2401 AAACCCACGGCATGGTGCCAATGAATCGTCTGACCGATGATCCGCGCTGGCTACCGGCGATGAGCGAACGCGTAACGCGAATGGTGCAGCGCGATCGTAA
449F | uThr Hi sGl yMetVal ProMe tAsnArgLeuThrAspAspProArgTrpLeuProAl aMetSer GluArgVal ThrArgMetVal Gl nArgAspArgAs
2501 TCACCCGAGTGTGATCATCTGGTCGCTGGGGAATGAATCAGGCCACGGCGCTAATCACGACGCGCTGTATCGCTGGATCAAATCTGTCGATCCTTCCCGC
482k nHisProSerValllelleTrpSerLeuGlyAsnGluSer Gl yHisGl yAl aAsnHi sAspAlaLeuTyrArgTrpl leLysSerValAspProSerArg
2601 CCGGTGCAGTATGAAGGCGGCGGAGCCGACACCACGGCCACCGATATTATTTGCCCGATGTACGCGCGCGTGGATGAAGACCAGCCCTTCCCGGCTGTGC
516F ProVal GInTyrGluGl yGl yGl yAl aAspThr Thr Al aThrAspl lel | eCysProMetTyrAl aArgValAspGl uAspGl nProPheProAlaValP
2701 CGAAATGGTCCATCAAAAAATGGCTTTCGCTACCTGGAGAGACGCGCCCGCTGATCCTTTGCGAATACGCCCACGCGATGGGTAACAGTCTTGGCGGTTT
549k roLysTrpSer|lelLysLysTrpLeuSerLeuProGlyGluThrArgProLeul |l eLeuCysGluTyrAl aHi sAl aMetGlyAsnSer LeuGlyGlyPh
2801 CGCTAAATACTGGCAGGCGTTTCGTCAGTATCCCCGTTTACAGGGCGGCTTCGTCTGGGACTGGGTGGATCAGTCGCTGATTAAATATGATGAAAACGGC
582F eAlaLysTyrTrpGlnAl aPheArgGInTyrProArgleuGlnGlyGlyPheVal TrpAspTrpValAspGlnSerLeul | eLysTyrAspGluAsnGly
2901 AACCCGTGGTCGGCTTACGGCGGTGATTTTGGCGATACGCCGAACGATCGCCAGTTCTGTATGAACGGTCTGGTCTTTGCCGACCGCACGCCGCATCCAG
616k AsnProTrpSerAl aTyrGlyGl yAspPheGl yAspThr ProAsnAspArgGl nPheCysMe tAsnGlyLeuVal PheAl aAspArgThr ProHi sProA
3001 CGCTGACGGAAGCAAAACACCAGCAGCAGTTTTTCCAGTTCCGTTTATCCGGGCAAACCATCGAAGTGACCAGCGAATACCTGTTCCGTCATAGCGATAA
649F | aLeuThr Gl uAl aLysHi sGI nGl nGl nPhePheGI nPheArgLeuSer Gl yGInThr | | eGluVal Thr Ser GluTyrLeuPheArgHi sSerAspAs
3101 CGAGCTCCTGCACTGGATGGTGGCGCTGGATGGTAAGCCGCTGGCAAGCGGTGAAGTGCCTCTGGATGTCGCTCCACAAGGTAAACAGTTGATTGAACTG
682F nGluLeuLeuHisTrpMetValAlaLeuAspGlyLysProlLeuAlaSerGlyGluValProLeuAspValAlaProGlnGlyLysGlnLeul leGluLeu
3201 CCTGAACTACCGCAGCCGGAGAGCGCCGGGCAACTCTGGCTCACAGTACGCGTAGTGCAACCGAACGCGACCGCATGGTCAGAAGCCGGGCACATCAGCG
716F ProGluLeuProGlnProGluSerAl aGlyGlnLeuTrpLeuThrValArgVal Val GInProAsnAlaThrAlaTrpSer GluAl aGlyHis| leSerA
3301 CCTGGCAGCAGTGGCGTCTGGCGGAAAACCTCAGTGTGACGCTCCCCGCCGCGTCCCACGCCATCCCGCATCTGACCACCAGCGAAATGGATTTTTGCAT
749F | aTrpGInGInTrpArgLeuAl aGl uAsnLeuSer Val Thr LeuP roAl aAl aSer HisAlal | eProHisLeuThr Thr Ser Gl uMe tAspPheCys|
3401 CGAGCTGGGTAATAAGCGTTGGCAATTTAACCGCCAGTCAGGCTTTCTTTCACAGATGTGGATTGGCGATAAAAAACAACTGCTGACGCCGCTGCGCGAT
782F eGluLeuGl yAsnLysArgTrpGl nPheAsnArgGl nSer Gl yPheLeuSer GInMetTrpl | eGl yAspLysLysGlnLeuLeuThrProLeuArgAsp




3501 CAGTTCACCCGTGCACCGCTGGATAACGACATTGGCGTAAGTGAAGCGACCCGCATTGACCCTAACGCCTGGGTCGAACGCTGGAAGGCGGCGGGCCATT
816k GInPheThrArgAl aProLeuAspAsnAspl 1 eGlyVal Ser Gl uAl aThrArgl | eAspProAsnAl aTrpVal GluArgTrpLysAl aAl aGlyHisT
3601 ACCAGGCCGAAGCAGCGTTGTTGCAGTGCACGGCAGATACACTTGCTGATGCGGTGCTGATTACGACCGCTCACGCGTGGCAGCATCAGGGGAAAACCTT
849k y rGl nAl aGl uAl aAl aLeuLeuGl nCysThrAl aAspThr LeuAl aAspAl aVal Leul | eThr Thr Al aHi sAl aTrpGl nHisGI nGl yLysThrLe
3701 ATTTATCAGCCGGAAAACCTACCGGATTGATGGTAGTGGTCAAATGGCGATTACCGTTGATGTTGAAGTGGCGAGCGATACACCGCATCCGGCGCGGATT
882k uPhel | eSerArgLysThr TyrArgl | eAspGlySer Gl yGlnMetAlal | eThr ValAspVal GluValAl aSerAspThrProHisProAl aArglle
3801 GGCCTGAACTGCCAGCTGGCGCAGGTAGCAGAGCGGGTAAACTGGCTCGGATTAGGGCCGCAAGAAAACTATCCCGACCGCCTTACTGCCGCCTGTTTTG
916F Gl yLeuAsnCysGl nLeuAl aGlnValAl aGluArgValAsnTrpLeuGlyLeuGlyProGl nGl uAsnTyrProAspArgLeuThr Al aAl aCysPheA
BspLUIII (3925)

3901 ACCGCTGGGATCTGCCATTGTCAGACATGTATACCCCGTACGTCTTCCCGAGCGAAAACGGTCTGCGCTGCGGGACGCGCGAATTGAATTATGGCCCACA
949k spArgTrpAspLeuProLeuSerAspMetTyrThrProTyrVal PheProSer Gl uAsnGlyLeuArgCysGlyThrArgGluLeuAsnTyrGlyProHi
4001 CCAGTGGCGCGGCGACTTCCAGTTCAACATCAGCCGCTACAGTCAACAGCAACTGATGGAAACCAGCCATCGCCATCTGCTGCACGCGGAAGAAGGCACA
982F sGInTrpArgGl yAspPheGl nPheAsnl | eSer ArgTyrSer GI nGl nGl nLeuMe tGl uThr Ser Hi sArgHi sLeuLeuHi sAl aGl uGl uGl yThr
4101 TGGCTGAATATCGACGGTTTCCATATGGGGATTGGTGGCGACGACTCCTGGAGCCCGTCAGTATCGGCGGAATTACAGCTGAGCGCCGGTCGCTACCATT
1016F TrpLeuAsnl | eAspGl yPheHisMetGlyl | eGl yGl yAspAspSer TrpSerProSer Val Ser Al aGluLeuGlnLeuSer Al aGl yArgTyrHisT
Nhel (4245)

EcoRI (4239)
4201 ACCAGTTGGTCTGGTGTCAAAAATAATAATCTAGTCGAGAATTCGCTAGCTCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATG
1049* y rGlnLeuVal TrpCysGlnLyseee
4301 CAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAA

4401 TAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGT

Swal (4510)
4501 AGATCCATTTAAATGTTAATTAACTAGCCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATC
>

4601 TTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACT

4701 CTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCAC

4801 CGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGA

4901 TAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGA

5001 GAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACG

5101 CCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAG

BspLU11I (5248) Asel (5286)

5201 CAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTAATTAAATTTTTCAAAAGTAGTTGACAATTAATCATCGGCATA
5301 GTATATCGGCATAGTATAATACGACTCACTATAGGAGGGCCATCATGGCCAAGTTGACCAGTGCTGTCCCAGTGCTCACAGCCAGGGATGTGGCTGGAGC
1F¥MetAlaLysLeuThr SerAlaValProValLeuThrAlaArgAspValAl aGl yAl
5401 TGTTGAGTTCTGGACTGACAGGTTGGGGTTCTCCAGAGATTTTGTGGAGGATGACTTTGCAGGTGTGGTCAGAGATGATGTCACCCTGTTCATCTCAGCA

19k aVal Gl uPheTrpThrAspArgLeuGl yPheSer ArgAspPheVal Gl uAspAspPheAl aGl yVal Val ArgAspAspVal Thr LeuPhel | eSerAl a
5501 GTCCAGGACCAGGTGGTGCCTGACAACACCCTGGCTTGGGTGTGGGTGAGAGGACTGGATGAGCTGTATGCTGAGTGGAGTGAGGTGGTCTCCACCAACT

53FVal Gl nAspGlnVal Val ProAspAsnThrLeuAl aTrpVal TrpValArgGlyLeuAspGluLeuTyrAlaGluTrpSerGluVal Val Ser ThrAsnP
5601 TCAGGGATGCCAGTGGCCCTGCCATGACAGAGATTGGAGAGCAGCCCTGGGGGAGAGAGTTTGCCCTGAGAGACCCAGCAGGCAACTGTGTGCACTTTGT

86F heArgAspAl aSer Gl yProAl aMetThr Glul | eGlyGluGl nProTrpGl yArgGl uPheAl aLeuArgAspP roAl aGl yAsnCysVal Hi sPheVa
5701 GGCAGAGGAGCAGGACTGAGGATAAGAATTGAGTTTCAGAAAAGGGGGCCTGAGTGGCCCCTTTTTTCAACTTAATTAA

119k |Al aGl uGl uGl nAspeee
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