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Pstl (7)Bsp1201 (8)
Sdal (7) Spel (14)
1 CCTGCAGGGCCCACTAGTAACAGCTGCAAGGTCGTGGATATTTTATGGGTTTTCTTCCTCACAAAATACACTCCTATAAGCAGAGATTCCCCCCCTCCAC

101 CCCGAAGAGAGGTGACGCAATGTCCTCAAACACTACCACCACCCCCAATAAAAAAGAAAAGGGAAGGGGGAGCGTCTTGCAACCCCTTCGCTTCACACAA

201 GTCCAGCCACTCCCTTTCCTCCCAGCCGCTTCCCATCCCTTCCCCCATCCCCTAAAAAGTTTGATGACCGCAAAGGAAACCGAAAAAAAGTTGTCTTGCC

Aatll (364) Srfl (376) BssHII (387)
301 CCAGTCCTGGCGGGCCATCAGCATCTCTTTTGTTCGCTGCGAACCCACAGTCCCCCGTGACGTCACCCGGAGCCCGGGCCAATCGGCGCGCGGTCGGCTG

Nael (409)
Eagl (405)
401 CGGCGGCCGGCGGGCGGGEEGGEGEEGGEETEGEGEETGGGGCEGEGCEGGGACAGCCCGGCGGGTCTCTCCTCCCCCGCGCCCCGGGCCTCCAGAGGGGCGGGAG

Nael (550)
501 GGGACCGTCCCATATAAGCCCCGGCTCCCGGCGCTCGGACGCCCGCGCCGGCTGTGCTGCACAGGGGGAGGAGAGGGAACCCCAGGCGCGAGCGGGAAGA

Pstl (612)
601 GGGGACCTGCAGCCACAACTTCTCTGGTCCTCTGCATCCCTTCTGTCCCTCCACCCGTCCCCTTCCCCACCCTCTGGCCCCCACCTTCTTGGAGGCGACA

701 ACCCCCGGGAGGCATTAGAAGGGATTTTTCCCGCAGGTTGCGAAGGGAAGCAAACTTGGTGGCAACTTGCCTCCCGGTGCGGGCGTCTCTCCCCCACCGT

Ncol (806) Nhel (844) Acc65! (900
801 CTCACCATGGGGGGTTCTCATCATCATCATCATCATGGTATGGCTAGCATGACTGGTGGACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGG
=1k MetGlyGlySerHisHisHisHisHisHisGlyMetAlaSerMetThrGlyGlyGInGInMetGlyArgAspLeuTyrAspAspAspAspLysV
Bsu36l (905)
901 TACCTAAGGATCAGCTTGGAGTTGATCCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCC
32F alProLysAspGlnLeuGlyValAspProValValLeuGInArgArgAspTrpGluAsnProGlyValThrGinLeuAsnArglLeuAlaAlaHisProPr
Fspl (1060)
1001 TTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGCGCTTTGCCTGGTTTCCGGCA
65F oPheAlaSerTrpArgAsnSerGluGluAlaArgThrAspArgProSerGIinGIinLeuArgSerLeuAsnGlyGluTrpArgPheAlaTrpPheProAla
Bsu36l (1142)

1101 CCAGAAGCGGTGCCGGAAAGCTGGCTGGAGTGCGATCTTCCTGAGGCCGATACTGTCGTCGTCCCCTCAAACTGGCAGATGCACGGTTACGATGCGCCCA
99k ProGluAlaValProGluSerTrpLeuGluCysAspLeuProGluAlaAspThrValValValProSerAsnTrpGInMetHisGlyTyrAspAlaPro
1201 TCTACACCAACGTAACCTATCCCATTACGGTCAATCCGCCGTTTGTTCCCACGGAGAATCCGACGGGTTGTTACTCGCTCACATTTAATGTTGATGAAAG
132F leTyrThrAsnValThrTyrProl leThrValAsnProProPheValProThrGluAsnProThrGlyCysTyrSerLeuThrPheAsnValAspGluSe
1301 CTGGCTACAGGAAGGCCAGACGCGAATTATTTTTGATGGCGTTAACTCGGCGTTTCATCTGTGGTGCAACGGGCGCTGGGTCGGTTACGGCCAGGACAGT
165k rTrpLeuGInGluGlyGInThrArgl lel lePheAspGlyValAsnSerAlaPheHisLeuTrpCysAsnGlyArgTrpValGlyTyrGlyGInAspSer
1401 CGTTTGCCGTCTGAATTTGACCTGAGCGCATTTTTACGCGCCGGAGAAAACCGCCTCGCGGTGATGGTGCTGCGTTGGAGTGACGGCAGTTATCTGGAAG
199k ArgLeuProSerGluPheAsplLeuSerAlaPheLeuArgAlaGlyGluAsnArgLeuAlaValMetValLeuArgTrpSerAspGlySerTyrLeuGIluA

Aatll (1541)
1501 ATCAGGATATGTGGCGGATGAGCGGCATTTTCCGTGACGTCTCGTTGCTGCATAAACCGACTACACAAATCAGCGATTTCCATGTTGCCACTCGCTTTAA
232k spGInAspMetTrpArgMetSerGlyl lePheArgAspValSerLeuLeuHisLysProThrThrGinl leSerAspPheHisValAlaThrArgPheAs
1601 TGATGATTTCAGCCGCGCTGTACTGGAGGCTGAAGTTCAGATGTGCGGCGAGTTGCGTGACTACCTACGGGTAACAGTTTCTTTATGGCAGGGTGAAACG
265k nAspAspPheSerArgAlaValLeuGluAlaGluValGInMetCysGlyGluLeuArgAspTyrLeuArgValThrValSerLeuTrpGInGlyGluThr
Clal (1742)
1701 CAGGTCGCCAGCGGCACCGCGCCTTTCGGCGGTGAAATTATCGATGAGCGTGGTGGTTATGCCGATCGCGTCACACTACGTCTGAACGTCGAAAACCCGA
299k GInValAlaSerGlyThrAlaProPheGlyGlyGlul lel leAspGluArgGlyGlyTyrAlaAspArgValThrLeuArgLeuAsnValGluAsnProL
1801 AACTGTGGAGCGCCGAAATCCCGAATCTCTATCGTGCGGTGGTTGAACTGCACACCGCCGACGGCACGCTGATTGAAGCAGAAGCCTGCGATGTCGGTTT
332k ysLeuTrpSerAlaGlul leProAsnLeuTyrArgAlaValValGluLeuHisThrAlaAspGlyThrLeul leGluAlaGluAlaCysAspValGlyPh
1901 CCGCGAGGTGCGGATTGAAAATGGTCTGCTGCTGCTGAACGGCAAGCCGTTGCTGATTCGAGGCGTTAACCGTCACGAGCATCATCCTCTGCATGGTCAG
365F eArgGluValArgl leGluAsnGlyLeulLeuLeuLeuAsnGlyLysProLeuLeul leArgGlyValAsnArgHisGluHisHisProLeuHisGlyGln
EcoRV (2031)
2001 GTCATGGATGAGCAGACGATGGTGCAGGATATCCTGCTGATGAAGCAGAACAACTTTAACGCCGTGCGCTGTTCGCATTATCCGAACCATCCGCTGTGGT
399k ValMetAspGluGInThrMetValGInAspl leLeuLeuMetLysGInAsnAsnPheAsnAlaValArgCysSerHisTyrProAsnHisProLeuTrpT
Dralll (2108) Sspl (2148)
2101 ACACGCTGTGCGACCGCTACGGCCTGTATGTGGTGGATGAAGCCAATATTGAAACCCACGGCATGGTGCCAATGAATCGTCTGACCGATGATCCGCGCTG
432k yrThrLeuCysAspArgTyrGlyLeuTyrValValAspGluAlaAsnl leGluThrHisGlyMetValProMetAsnArglLeuThrAspAspProArgTr
BsaBl (2244)
2201 GCTACCGGCGATGAGCGAACGCGTAACGCGAATGGTGCAGCGCGATCGTAATCACCCGAGTGTGATCATCTGGTCGCTGGGGAATGAATCAGGCCACGGC
465F pLeuProAlaMetSerGluArgValThrArgMetValGInArgAspArgAsnHisProSerVal I lel leTrpSerLeuGlyAsnGluSerGlyHisGly
2301 GCTAATCACGACGCGCTGTATCGCTGGATCAAATCTGTCGATCCTTCCCGCCCGGTGCAGTATGAAGGCGGCGGAGCCGACACCACGGCCACCGATATTA
499k AlaAsnHisAspAlaLeuTyrArgTrpl leLysSerValAspProSerArgProValGInTyrGluGlyGlyGlyAlaAspThrThrAlaThrAspl lel
BssHII (2416)
2401 TTTGCCCGATGTACGCGCGCGTGGATGAAGACCAGCCCTTCCCGGCTGTGCCGAAATGGTCCATCAAAAAATGGCTTTCGCTACCTGGAGAGACGCGCCC
532F leCysProMetTyrAlaArgValAspGluAspGInProPheProAlaValProLysTrpSerl leLysLysTrpLeuSerLeuProGlyGluThrArgPr
2501 GCTGATCCTTTGCGAATACGCCCACGCGATGGGTAACAGTCTTGGCGGTTTCGCTAAATACTGGCAGGCGTTTCGTCAGTATCCCCGTTTACAGGGCGGC
565F oLeul leLeuCysGluTyrAlaHisAlaMetGlyAsnSerLeuGlyGlyPheAlaLysTyrTrpGInAlaPheArgGInTyrProArglLeuGInGlyGly
2601 TTCGTCTGGGACTGGGTGGATCAGTCGCTGATTAAATATGATGAAAACGGCAACCCGTGGTCGGCTTACGGCGGTGATTTTGGCGATACGCCGAACGATC
599F PheValTrpAspTrpValAspGInSerLeul leLysTyrAspGluAsnGlyAsnProTrpSerAlaTyrGlyGlyAspPheGlyAspThrProAsnAspA
Eco47111 (2753)
2701 GCCAGTTCTGTATGAACGGTCTGGTCTTTGCCGACCGCACGCCGCATCCAGCGCTGACGGAAGCAAAACACCAGCAGCAGTTTTTCCAGTTCCGTTTATC
632F rgGIinPheCysMetAsnGlyLeuValPheAlaAspArgThrProHisProAlaLeuThrGluAlaLysHisGInGInGInPhePheGInPheArgLeuSe



Sacl (2858)
2801 CGGGCAAACCATCGAAGTGACCAGCGAATACCTGTTCCGTCATAGCGATAACGAGCTCCTGCACTGGATGGTGGCGCTGGATGGTAAGCCGCTGGCAAGC
665k rGlyGInThrl leGluValThrSerGluTyrLeuPheArgHisSerAspAsnGluLeulLeuHisTrpMetValAlaLeuAspGlyLysProLeuAlaSer
2901 GGTGAAGTGCCTCTGGATGTCGCTCCACAAGGTAAACAGTTGATTGAACTGCCTGAACTACCGCAGCCGGAGAGCGCCGGGCAACTCTGGCTCACAGTAC
699k GlyGluValProLeuAspValAlaProGInGlyLysGlnLeul leGluLeuProGluLeuProGInProGluSerAlaGlyGlinLeuTrpLeuThrValA
3001 GCGTAGTGCAACCGAACGCGACCGCATGGTCAGAAGCCGGGCACATCAGCGCCTGGCAGCAGTGGCGTCTGGCGGAAAACCTCAGTGTGACGCTCCCCGC
732FrgValValGInProAsnAlaThrAlaTrpSerGluAlaGlyHisl leSerAlaTrpGInGInTrpArglLeuAlaGluAsnLeuSerValThrLeuProAl
3101 CGCGTCCCACGCCATCCCGCATCTGACCACCAGCGAAATGGATTTTTGCATCGAGCTGGGTAATAAGCGTTGGCAATTTAACCGCCAGTCAGGCTTTCTT
765F aAlaSerHisAlal leProHisLeuThrThrSerGluMetAspPheCysl leGluLeuGlyAsnLysArgTrpGInPheAsnArgGinSerGlyPheleu
3201 TCACAGATGTGGATTGGCGATAAAAAACAACTGCTGACGCCGCTGCGCGATCAGTTCACCCGTGCACCGCTGGATAACGACATTGGCGTAAGTGAAGCGA
799F SerGInMetTrpl leGlyAspLysLysGIinLeuLeuThrProLeuArgAspGIinPheThrArgAlaProLeuAspAsnAspl leGlyValSerGluAlaT
3301 CCCGCATTGACCCTAACGCCTGGGTCGAACGCTGGAAGGCGGCGGGCCATTACCAGGCCGAAGCAGCGTTGTTGCAGTGCACGGCAGATACACTTGCTGA
832F hrArgl leAspProAsnAlaTrpValGluArgTrpLysAlaAlaGlyHisTyrGInAlaGluAlaAlaLeulLeuGInCysThrAlaAspThrLeuAlaAs
3401 TGCGGTGCTGATTACGACCGCTCACGCGTGGCAGCATCAGGGGAAAACCTTATTTATCAGCCGGAAAACCTACCGGATTGATGGTAGTGGTCAAATGGCG
865k pAlaValLeul leThrThrAlaHisAlaTrpGInHisGInGlyLysThrLeuPhel leSerArgLysThrTyrArgl leAspGlySerGlyGlnMetAla
3501 ATTACCGTTGATGTTGAAGTGGCGAGCGATACACCGCATCCGGCGCGGATTGGCCTGAACTGCCAGCTGGCGCAGGTAGCAGAGCGGGTAAACTGGCTCG
899k | leThrValAspValGluValAlaSerAspThrProHisProAlaArgl leGlyLeuAsnCysGinLeuAlaGInValAlaGluArgValAsnTrpLeuG
Bst1107!1 (3680)
BspLU11I (3677) BsiWI (3688)
3601 GATTAGGGCCGCAAGAAAACTATCCCGACCGCCTTACTGCCGCCTGTTTTGACCGCTGGGATCTGCCATTGTCAGACATGTATACCCCGTACGTCTTCCC
932F lyLeuGlyProGInGluAsnTyrProAspArgLeuThrAlaAlaCysPheAspArgTrpAsplLeuProLeuSerAspMetTyrThrProTyrValPhePr
3701 GAGCGAAAACGGTCTGCGCTGCGGGACGCGCGAATTGAATTATGGCCCACACCAGTGGCGCGGCGACTTCCAGTTCAACATCAGCCGCTACAGTCAACAG
965F 0SerGluAsnGlyLeuArgCysGlyThrArgGluLeuAsnTyrGlyProHisGInTrpArgGlyAspPheGInPheAsnl leSerArgTyrSerGInGln
Ndel (3875)
3801 CAACTGATGGAAACCAGCCATCGCCATCTGCTGCACGCGGAAGAAGGCACATGGCTGAATATCGACGGTTTCCATATGGGGATTGGTGGCGACGACTCCT
999k GInLeuMetGluThrSerHisArgHisLeuLeuHisAlaGluGluGlyThrTrpLeuAsnl leAspGlyPheHisMetGlyl leGlyGlyAspAspSerT
Nhel (3997)

EcoRI (3991)
3901 GGAGCCCGTCAGTATCGGCGGAATTACAGCTGAGCGCCGGTCGCTACCATTACCAGTTGGTCTGGTGTCAAAAATAATAATCTAGTCGAGAATTCGCTAG

1032k rpSerProSerValSerAlaGluLeuGinLeuSerAlaGlyArgTyrHisTyrGinLeuValTrpCysGlnLyseee
4001 CTCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTAT

Mfel (4171)
4101 TTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAG
Dral (4259)
Dral (4220) Swal (4262)

4201 GGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTAGATCCATTTAAATGTTAATTAACTAGCCATGACCAAAATCCCTTAACG

[

4301 TGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAA

4401 AAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTG

4501 TTCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAG

4601 TGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGC

4701 TTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAA

4801 GCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCG

BspLU11l (50(
4901 TCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCAC

Asel (5038) Sfil (5089) Mscl (5100)
5001 ATGTTCTTAATTAAATTTTTCAAAAGTAGTTGACAATTAATCATCGGCATAGTATATCGGCATAGTATAATACGACTCACTATAGGAGGGCCATCATGGC
_— - 1k MetAl
5101 CAAGTTGACCAGTGCTGTCCCAGTGCTCACAGCCAGGGATGTGGCTGGAGCTGTTGAGTTCTGGACTGACAGGTTGGGGTTCTCCAGAGATTTTGTGGAG
2F alLysLeuThrSerAlaValProValLeuThrAlaArgAspValAlaGlyAlaValGluPheTrpThrAspArgLeuGlyPheSerArgAspPheValGlu
5201 GATGACTTTGCAGGTGTGGTCAGAGATGATGTCACCCTGTTCATCTCAGCAGTCCAGGACCAGGTGGTGCCTGACAACACCCTGGCTTGGGTGTGGGTGA
36k AspAspPheAlaGlyValValArgAspAspValThrLeuPhel leSerAlaValGlnAspGInValValProAspAsnThrLeuAlaTrpValTrpValA
5301 GAGGACTGGATGAGCTGTATGCTGAGTGGAGTGAGGTGGTCTCCACCAACTTCAGGGATGCCAGTGGCCCTGCCATGACAGAGATTGGAGAGCAGCCCTG
69k rgGlyLeuAspGluLeuTyrAlaGluTrpSerGluValValSerThrAsnPheArgAspAlaSerGlyProAlaMetThrGlul 1eGlyGluGInProTr

Dralll (5450) Sfil (5498)
5401 GGGGAGAGAGTTTGCCCTGAGAGACCCAGCAGGCAACTGTGTGCACTTTGTGGCAGAGGAGCAGGACTGA
102F pGlyArgGluPheAlaLeuArgAspProAlaGlyAsnCysValHisPheValAlaGluGluGInAspeee
5501
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