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Bsp120! (8)
Pstl (7)
Sdal (7) Spel (14) Bspl20l (22)

1 CCTGCAGGGCCCACTAGTCAGGGCCCCAACCCCCCCAAGCCCCCATTTCACAACACGCTGGCGCTACAGGCGCGTGACTTCCCCTTGCTTTGGGGCGGGG

BspEl (120)
101 GGCTGAGACTCCTATGTGCTCCGGATTGGTCAGGCACGGCCTTCGGCCCCGCCTCCTGCCACCGCAGATTGGCCGCTAGCCCTCCCCGAGCGLCCCTGLCT

Nael (210) Sacll (267)
201 CCGAGGGCCGGCGCACCATAAAAGAAGCCGCCCTAGCCACGTCCCCTCGCAGTTCGGCGGTCCCGCGGGTCTGTCTCTTGCTTCAACAGTGTTTGGACGG

301 AACAGATCCGGGGACTCTCTTCCAGCCTCCGACCGCCCTCCGATTTCCTCTCCGCTTGCAACCTCCGGGACCATCTTCTCGGCCATCTCCTGCTTCTGGG

Ncol (447)
401 ACCTGCCAGCACCGTTTTTGTGGTTAGCTCCTTCTTGCCAACCAACCATGGGGGGTTCTCATCATCATCATCATCATGGTATGGCTAGCATGACTGGTGG

1¥MetGlyGlySerHisHisHisHisHisHisGlyMetAlaSerMetThrGlyGl
Bsu36l (546)
Acc651 (541)
501 ACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGGTACCTAAGGATCAGCTTGGAGTTGATCCCGTCGTTTTACAACGTCGTGACTGGGAAAAC

18k yGInGInMetGlyArgAspLeuTyrAspAspAspAspLysValProLysAspGlnLeuGlyValAspProValValLeuGInArgArgAspTrpGluAsn
Fspl (701)
601 CCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGC

52k ProGlyValThrGinLeuAsnArglLeuAlaAlaHisProProPheAlaSerTrpArgAsnSerGluGluAlaArgThrAspArgProSerGInGinLeuA
Bsu36l (783)
701 GCAGCCTGAATGGCGAATGGCGCTTTGCCTGGTTTCCGGCACCAGAAGCGGTGCCGGAAAGCTGGCTGGAGTGCGATCTTCCTGAGGCCGATACTGTCGT

85k rgSerLeuAsnGlyGluTrpArgPheAlaTrpPheProAlaProGluAlaValProGluSerTrpLeuGluCysAspLeuProGluAlaAspThrValVa
801 CGTCCCCTCAAACTGGCAGATGCACGGTTACGATGCGCCCATCTACACCAACGTAACCTATCCCATTACGGTCAATCCGCCGTTTGTTCCCACGGAGAAT

118F IValProSerAsnTrpGInMetHisGlyTyrAspAlaProl leTyrThrAsnValThrTyrProl leThrValAsnProProPheValProThrGluAsn
901 CCGACGGGTTGTTACTCGCTCACATTTAATGTTGATGAAAGCTGGCTACAGGAAGGCCAGACGCGAATTATTTTTGATGGCGTTAACTCGGCGTTTCATC

152F ProThrGlyCysTyrSerLeuThrPheAsnValAspGluSerTrpLeuGInGluGlyGInThrArgl lel lePheAspGlyValAsnSerAlaPheHisL
1001 TGTGGTGCAACGGGCGCTGGGTCGGTTACGGCCAGGACAGTCGTTTGCCGTCTGAATTTGACCTGAGCGCATTTTTACGCGCCGGAGAAAACCGCCTCGC

185k euTrpCysAsnGlyArgTrpValGlyTyrGlyGInAspSerArgLeuProSerGluPheAspLeuSerAlaPhelLeuArgAlaGlyGluAsnArgLeuAl
Aatll (1182)
1101 GGTGATGGTGCTGCGTTGGAGTGACGGCAGTTATCTGGAAGATCAGGATATGTGGCGGATGAGCGGCATTTTCCGTGACGTCTCGTTGCTGCATAAACCG

218F aValMetValLeuArgTrpSerAspGlySerTyrLeuGluAspGlnAspMetTrpArgMetSerGlyl lePheArgAspValSerLeulLeuHisLysPro
1201 ACTACACAAATCAGCGATTTCCATGTTGCCACTCGCTTTAATGATGATTTCAGCCGCGCTGTACTGGAGGCTGAAGTTCAGATGTGCGGCGAGTTGCGTG

252F ThrThrGinl leSerAspPheHisValAlaThrArgPheAsnAspAspPheSerArgAlaValLeuGluAlaGluValGInMetCysGlyGluLeuArgA
Clal (1383)
1301 ACTACCTACGGGTAACAGTTTCTTTATGGCAGGGTGAAACGCAGGTCGCCAGCGGCACCGCGCCTTTCGGCGGTGAAATTATCGATGAGCGTGGTGGTTA

285k spTyrLeuArgValThrValSerLeuTrpGInGlyGluThrGIinValAlaSerGlyThrAlaProPheGlyGlyGlul lel leAspGluArgGlyGlyTy
1401 TGCCGATCGCGTCACACTACGTCTGAACGTCGAAAACCCGAAACTGTGGAGCGCCGAAATCCCGAATCTCTATCGTGCGGTGGTTGAACTGCACACCGCC

318k rAlaAspArgValThrLeuArglLeuAsnValGluAsnProLysLeuTrpSerAlaGlul leProAsnLeuTyrArgAlaValValGluLeuHisThrAla
1501 GACGGCACGCTGATTGAAGCAGAAGCCTGCGATGTCGGTTTCCGCGAGGTGCGGATTGAAAATGGTCTGCTGCTGCTGAACGGCAAGCCGTTGCTGATTC

352k AspGlyThrLeul leGluAlaGluAlaCysAspValGlyPheArgGluValArgl leGluAsnGlyLeulLeuLeuLeuAsnGlyLysProLeulLeul leA
EcoRV (1672)
1601 GAGGCGTTAACCGTCACGAGCATCATCCTCTGCATGGTCAGGTCATGGATGAGCAGACGATGGTGCAGGATATCCTGCTGATGAAGCAGAACAACTTTAA

385k rgGlyValAsnArgHisGluHisHisProLeuHisGlyGInValMetAspGluGInThrMetValGInAspl leLeuLeuMetLysGInAsnAsnPheAs
Dralll (1749) Sspl (1789)
1701 CGCCGTGCGCTGTTCGCATTATCCGAACCATCCGCTGTGGTACACGCTGTGCGACCGCTACGGCCTGTATGTGGTGGATGAAGCCAATATTGAAACCCAC

418F nAlaValArgCysSerHisTyrProAsnHisProLeuTrpTyrThrLeuCysAspArgTyrGlyLeuTyrValValAspGluAlaAsnl leGluThrHis
BsaBl (1885)
1801 GGCATGGTGCCAATGAATCGTCTGACCGATGATCCGCGCTGGCTACCGGCGATGAGCGAACGCGTAACGCGAATGGTGCAGCGCGATCGTAATCACCCGA

452k GlyMetValProMetAsnArgLeuThrAspAspProArgTrpLeuProAlaMetSerGluArgValThrArgMetValGInArgAspArgAsnHisProS
1901 GTGTGATCATCTGGTCGCTGGGGAATGAATCAGGCCACGGCGCTAATCACGACGCGCTGTATCGCTGGATCAAATCTGTCGATCCTTCCCGCCCGGTGCA

485k erval llel leTrpSerLeuGlyAsnGluSerGlyHisGlyAlaAsnHisAspAlaLeuTyrArgTrpl leLysSerValAspProSerArgProValGl
BssHII (2057)
2001 GTATGAAGGCGGCGGAGCCGACACCACGGCCACCGATATTATTTGCCCGATGTACGCGCGCGTGGATGAAGACCAGCCCTTCCCGGCTGTGCCGAAATGG

518 nTyrGluGlyGlyGlyAlaAspThrThrAlaThrAspl lel leCysProMetTyrAlaArgValAspGluAspGInProPheProAlaValProLysTrp



2101 TCCATCAAAAAATGGCTTTCGCTACCTGGAGAGACGCGCCCGCTGATCCTTTGCGAATACGCCCACGCGATGGGTAACAGTCTTGGCGGTTTCGCTAAAT

552k Serl leLysLysTrpLeuSerLeuProGlyGluThrArgProLeul leLeuCysGluTyrAlaHisAlaMetGlyAsnSerLeuGlyGlyPheAlaLysT
2201 ACTGGCAGGCGTTTCGTCAGTATCCCCGTTTACAGGGCGGCTTCGTCTGGGACTGGGTGGATCAGTCGCTGATTAAATATGATGAAAACGGCAACCCGTG

585F yrTrpGInAlaPheArgGInTyrProArgLeuGInGlyGlyPheValTrpAspTrpValAspGInSerLeul leLysTyrAspGluAsnGlyAsnProTr
Eco47111 (2394)
2301 GTCGGCTTACGGCGGTGATTTTGGCGATACGCCGAACGATCGCCAGTTCTGTATGAACGGTCTGGTCTTTGCCGACCGCACGCCGCATCCAGCGCTGACG

618k pSerAlaTyrGlyGlyAspPheGlyAspThrProAsnAspArgGIinPheCysMetAsnGlyLeuValPheAlaAspArgThrProHisProAlaLeuThr
Sacl (2499)
2401 GAAGCAAAACACCAGCAGCAGTTTTTCCAGTTCCGTTTATCCGGGCAAACCATCGAAGTGACCAGCGAATACCTGTTCCGTCATAGCGATAACGAGCTCC

652F GluAlaLysHisGInGInGInPhePheGInPheArgLeuSerGlyGInThrl leGluValThrSerGluTyrLeuPheArgHisSerAspAsnGlulLeul
2501 TGCACTGGATGGTGGCGCTGGATGGTAAGCCGCTGGCAAGCGGTGAAGTGCCTCTGGATGTCGCTCCACAAGGTAAACAGTTGATTGAACTGCCTGAACT

685F euHisTrpMetValAlaLeuAspGlyLysProLeuAlaSerGlyGluValProLeuAspValAlaProGInGlyLysGlnLeul leGluLeuProGluLe
2601 ACCGCAGCCGGAGAGCGCCGGGCAACTCTGGCTCACAGTACGCGTAGTGCAACCGAACGCGACCGCATGGTCAGAAGCCGGGCACATCAGCGCCTGGCAG

718F uProGInProGluSerAlaGlyGinLeuTrpLeuThrValArgValValGInProAsnAlaThrAlaTrpSerGluAlaGlyHisl leSerAlaTrpGln
2701 CAGTGGCGTCTGGCGGAAAACCTCAGTGTGACGCTCCCCGCCGCGTCCCACGCCATCCCGCATCTGACCACCAGCGAAATGGATTTTTGCATCGAGCTGG

752F GInTrpArgLeuAlaGluAsnLeuSerValThrLeuProAlaAlaSerHisAlal leProHisLeuThrThrSerGluMetAspPheCysl leGluLeuG
2801 GTAATAAGCGTTGGCAATTTAACCGCCAGTCAGGCTTTCTTTCACAGATGTGGATTGGCGATAAAAAACAACTGCTGACGCCGCTGCGCGATCAGTTCAC

785F lyAsnLysArgTrpGInPheAsnArgGinSerGlyPhelLeuSerGInMetTrpl leGlyAspLysLysGIinLeuLeuThrProLeuArgAspGInPheTh
2901 CCGTGCACCGCTGGATAACGACATTGGCGTAAGTGAAGCGACCCGCATTGACCCTAACGCCTGGGTCGAACGCTGGAAGGCGGCGGGCCATTACCAGGCC

818k rArgAlaProLeuAspAsnAspl leGlyValSerGluAlaThrArgl leAspProAsnAlaTrpValGluArgTrpLysAlaAlaGlyHisTyrGInAla
3001 GAAGCAGCGTTGTTGCAGTGCACGGCAGATACACTTGCTGATGCGGTGCTGATTACGACCGCTCACGCGTGGCAGCATCAGGGGAAAACCTTATTTATCA

852F GluAlaAlaLeuLeuGInCysThrAlaAspThrLeuAlaAspAlaValLeul leThrThrAlaHisAlaTrpGIinHisGInGlyLysThrLeuPhel leS
3101 GCCGGAAAACCTACCGGATTGATGGTAGTGGTCAAATGGCGATTACCGTTGATGTTGAAGTGGCGAGCGATACACCGCATCCGGCGCGGATTGGCCTGAA

885k erArgLysThrTyrArgl leAspGlySerGlyGInMetAlal leThrValAspValGluValAlaSerAspThrProHisProAlaArgl leGlyLeuAs
3201 CTGCCAGCTGGCGCAGGTAGCAGAGCGGGTAAACTGGCTCGGATTAGGGCCGCAAGAAAACTATCCCGACCGCCTTACTGCCGCCTGTTTTGACCGCTGG

918k nCysGIinLeuAlaGInValAlaGluArgValAsnTrpLeuGlyLeuGlyProGInGluAsnTyrProAspArgLeuThrAlaAlaCysPheAspArgTrp
Bst11071 (3321)
BspLU11l (3318) BsiW| (3329)
3301 GATCTGCCATTGTCAGACATGTATACCCCGTACGTCTTCCCGAGCGAAAACGGTCTGCGCTGCGGGACGCGCGAATTGAATTATGGCCCACACCAGTGGC

952F AsplLeuProLeuSerAspMetTyrThrProTyrValPheProSerGluAsnGlyLeuArgCysGlyThrArgGluLeuAsnTyrGlyProHisGInTrpA
3401 GCGGCGACTTCCAGTTCAACATCAGCCGCTACAGTCAACAGCAACTGATGGAAACCAGCCATCGCCATCTGCTGCACGCGGAAGAAGGCACATGGCTGAA

985F rgGlyAspPheGInPheAsnl leSerArgTyrSerGInGInGInLeuMetGluThrSerHisArgHisLeuLeuHisAlaGluGluGlyThrTrpLeuAs
Ndel (3516)
3501 TATCGACGGTTTCCATATGGGGATTGGTGGCGACGACTCCTGGAGCCCGTCAGTATCGGCGGAATTACAGCTGAGCGCCGGTCGCTACCATTACCAGTTG

1018k nl leAspGlyPheHisMetGlyl leGlyGlyAspAspSerTrpSerProSerValSerAlaGluLeuGIinLeuSerAlaGlyArgTyrHisTyrGinLeu
EcoRI (3632)
3601 GTCTGGTGTCAAAAATAATAATCTAGTCGAGAATTCGCTAGCTCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAA

1052k ValTrpCysGlnLyseee
3701 AAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAG

Dral (3900)
Mfel (3812) Dral (3861) Swal (3903)
3801 TTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTAGATCCAT

[

3901 TTAAATGTTAATTAACTAGCCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAG

4001 ATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCC

4101 GAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACA

4201 TACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGC

4301 AGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGC

4401 CACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTAT

4501 CTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGG

BspLUL1l (4641) Asel (4679)
4601 CCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTAATTAAATTTTTCAAAAGTAGTTGACAATTAATCATCGGCATAGTATATCG

[




Sfil (4730) Mscl (4741)
4701 GCATAGTATAATACGACTCACTATAGGAGGGCCATCATGGCCAAGTTGACCAGTGCTGTCCCAGTGCTCACAGCCAGGGATGTGGCTGGAGCTGTTGAGT
- 1FMetAlaLyslLeuThrSerAlaValProValLeuThrAlaArgAspValAlaGlyAlaValGluP
4801 TCTGGACTGACAGGTTGGGGTTCTCCAGAGATTTTGTGGAGGATGACTTTGCAGGTGTGGTCAGAGATGATGTCACCCTGTTCATCTCAGCAGTCCAGGA
22F heTrpThrAspArgLeuGlyPheSerArgAspPheValGluAspAspPheAlaGlyValValArgAspAspValThrLeuPhel leSerAlaValGInAs
4901 CCAGGTGGTGCCTGACAACACCCTGGCTTGGGTGTGGGTGAGAGGACTGGATGAGCTGTATGCTGAGTGGAGTGAGGTGGTCTCCACCAACTTCAGGGAT
55k pGInValValProAspAsnThrLeuAlaTrpValTrpValArgGlyLeuAspGluLeuTyrAlaGluTrpSerGluValValSerThrAsnPheArgAsp
Dralll (5091)
5001 GCCAGTGGCCCTGCCATGACAGAGATTGGAGAGCAGCCCTGGGGGAGAGAGTTTGCCCTGAGAGACCCAGCAGGCAACTGTGTGCACTTTGTGGCAGAGG
89k AlaSerGlyProAlaMetThrGlul leGlyGluGInProTrpGlyArgGluPheAlaLeuArgAspProAlaGlyAsnCysValHisPheValAlaGluG
Sfil (5139)
5101 AGCAGGACTGAGGATAAGAATTGAGTTTCAGAAAAGGGGGCCTGAGTGGCCCCTTTTTTCAACTTAATTAA
122F [uGInAspeee -






