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CCTGCAGGGCCCACTAGTCAGGGCCCCAACCCCCCCAAGCCCCCATTTCACAACACGCTGGCGCTACAGGCGCGTGACTTCCCCTTGCTTTGGGGCGGGG

GGCTGAGACTCCTATGTGCTCCGGATTGGTCAGGCACGGCCTTCGGCCCCGCCTCCTGCCACCGCAGATTGGCCGCTAGCCCTCCCCGAGCGCCCTGCCT

CCGAGGGCCGGCGCACCATAAAAGAAGCCGCCCTAGCCACGTCCCCTCGCAGTTCGGCGGTCCCGCGGGTCTGTCTCTTGCTTCAACAGTGTTTGGACGG

AACAGATCCGGGGACTCTCTTCCAGCCTCCGACCGCCCTCCGATTTCCTCTCCGCTTGCAACCTCCGGGACCATCTTCTCGGCCATCTCCTGCTTCTGGG

ACCTGCCAGCACCGTTTTTGTGGTTAGCTCCTTCTTGCCAACCAACCATGGGGGGTTCTCATCATCATCATCATCATGGTATGGCTAGCATGACTGGTGG

ACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGGTACCTAAGGATCAGCTTGGAGTTGATCCCGTCGTTTTACAACGTCGTGACTGGGAAAAC

CCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGC

GCAGCCTGAATGGCGAATGGCGCTTTGCCTGGTTTCCGGCACCAGAAGCGGTGCCGGAAAGCTGGCTGGAGTGCGATCTTCCTGAGGCCGATACTGTCGT

CGTCCCCTCAAACTGGCAGATGCACGGTTACGATGCGCCCATCTACACCAACGTAACCTATCCCATTACGGTCAATCCGCCGTTTGTTCCCACGGAGAAT

CCGACGGGTTGTTACTCGCTCACATTTAATGTTGATGAAAGCTGGCTACAGGAAGGCCAGACGCGAATTATTTTTGATGGCGTTAACTCGGCGTTTCATC

TGTGGTGCAACGGGCGCTGGGTCGGTTACGGCCAGGACAGTCGTTTGCCGTCTGAATTTGACCTGAGCGCATTTTTACGCGCCGGAGAAAACCGCCTCGC

GGTGATGGTGCTGCGTTGGAGTGACGGCAGTTATCTGGAAGATCAGGATATGTGGCGGATGAGCGGCATTTTCCGTGACGTCTCGTTGCTGCATAAACCG

ACTACACAAATCAGCGATTTCCATGTTGCCACTCGCTTTAATGATGATTTCAGCCGCGCTGTACTGGAGGCTGAAGTTCAGATGTGCGGCGAGTTGCGTG

ACTACCTACGGGTAACAGTTTCTTTATGGCAGGGTGAAACGCAGGTCGCCAGCGGCACCGCGCCTTTCGGCGGTGAAATTATCGATGAGCGTGGTGGTTA

TGCCGATCGCGTCACACTACGTCTGAACGTCGAAAACCCGAAACTGTGGAGCGCCGAAATCCCGAATCTCTATCGTGCGGTGGTTGAACTGCACACCGCC

GACGGCACGCTGATTGAAGCAGAAGCCTGCGATGTCGGTTTCCGCGAGGTGCGGATTGAAAATGGTCTGCTGCTGCTGAACGGCAAGCCGTTGCTGATTC

GAGGCGTTAACCGTCACGAGCATCATCCTCTGCATGGTCAGGTCATGGATGAGCAGACGATGGTGCAGGATATCCTGCTGATGAAGCAGAACAACTTTAA

CGCCGTGCGCTGTTCGCATTATCCGAACCATCCGCTGTGGTACACGCTGTGCGACCGCTACGGCCTGTATGTGGTGGATGAAGCCAATATTGAAACCCAC

GGCATGGTGCCAATGAATCGTCTGACCGATGATCCGCGCTGGCTACCGGCGATGAGCGAACGCGTAACGCGAATGGTGCAGCGCGATCGTAATCACCCGA

GTGTGATCATCTGGTCGCTGGGGAATGAATCAGGCCACGGCGCTAATCACGACGCGCTGTATCGCTGGATCAAATCTGTCGATCCTTCCCGCCCGGTGCA

GTATGAAGGCGGCGGAGCCGACACCACGGCCACCGATATTATTTGCCCGATGTACGCGCGCGTGGATGAAGACCAGCCCTTCCCGGCTGTGCCGAAATGG

MetG l yG l ySe rH i sH i sH i sH i sH i sH i sG l yMetA l aSe rMetTh rG l yG l

yGlnGlnMetGlyArgAspLeuTyrAspAspAspAspLysValProLysAspGlnLeuGlyValAspProValValLeuGlnArgArgAspTrpGluAsn

ProG lyVa lThrG lnLeuAsnArgLeuAlaA laH isProProPheAlaSerTrpArgAsnSerG luG luA laArgThrAspArgProSerG lnG lnLeuA

rgSerLeuAsnGlyG luTrpArgPheAlaTrpPheProAlaProG luAlaVa lProG luSerTrpLeuGluCysAspLeuProGluAlaAspThrVa lVa

lVa lP roSerAsnTrpG lnMetH isG lyTyrAspA laPro I l eTyrThrAsnVa lThrTyrPro I leThrVa lAsnProProPheVa lProThrG luAsn

ProThrG lyCysTyrSerLeuThrPheAsnVa lAspG luSerTrpLeuG lnG luG lyG lnThrArg I l e I lePheAspGlyVa lAsnSerAlaPheHisL

euTrpCysAsnGlyArgTrpValG lyTyrGlyGlnAspSerArgLeuProSerGluPheAspLeuSerAlaPheLeuArgAlaGlyGluAsnArgLeuAl

aValMetValLeuArgTrpSerAspGlySerTyrLeuGluAspGlnAspMetTrpArgMetSerGly I lePheArgAspValSerLeuLeuHisLysPro

Th rTh rG l n I leSerAspPheHisValA laThrArgPheAsnAspAspPheSerArgAlaValLeuGluAlaGluValG lnMetCysGlyGluLeuArgA

spTyrLeuArgVa lTh rVa lSe rLeuTrpG lnG lyG luThrG lnVa lA l aSe rG lyTh rA laP roPheG lyG lyG lu I l e I l eAspG luArgG lyG lyTy

rAlaAspArgValThrLeuArgLeuAsnValG luAsnProLysLeuTrpSerAlaG lu I l eProAsnLeuTyrArgA laVa lVa lG luLeuH isThrA la

AspGlyThrLeu I l eG luA laG luA laCysAspVa lG lyPheArgG luVa lArg I leGluAsnGlyLeuLeuLeuLeuAsnGlyLysProLeuLeuI leA

rgG lyVa lAsnArgH isG luH i sH i sP roLeuH isG lyG lnVa lMetAspG luG lnThrMetVa lG lnAsp I leLeuLeuMetLysGlnAsnAsnPheAs

nAlaVa lArgCysSerH isTyrProAsnHisProLeuTrpTyrThrLeuCysAspArgTyrG lyLeuTyrVa lVa lAspGluAlaAsn I l eG l uTh rH i s

GlyMetValProMetAsnArgLeuThrAspAspProArgTrpLeuProAlaMetSerGluArgValThrArgMetValGlnArgAspArgAsnHisProS

erVa l I l e I l eTrpSerLeuG lyAsnG luSerG lyH isG lyA laAsnH isAspA laLeuTyrArgTrp I leLysSerVa lAspProSerArgProVa lG l

nTyrG luG lyG lyG lyA laAspThrThrA laThrAsp I l e I leCysProMetTyrAlaArgVa lAspGluAspGlnProPheProAlaVa lProLysTrp
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TCCATCAAAAAATGGCTTTCGCTACCTGGAGAGACGCGCCCGCTGATCCTTTGCGAATACGCCCACGCGATGGGTAACAGTCTTGGCGGTTTCGCTAAAT

ACTGGCAGGCGTTTCGTCAGTATCCCCGTTTACAGGGCGGCTTCGTCTGGGACTGGGTGGATCAGTCGCTGATTAAATATGATGAAAACGGCAACCCGTG

GTCGGCTTACGGCGGTGATTTTGGCGATACGCCGAACGATCGCCAGTTCTGTATGAACGGTCTGGTCTTTGCCGACCGCACGCCGCATCCAGCGCTGACG

GAAGCAAAACACCAGCAGCAGTTTTTCCAGTTCCGTTTATCCGGGCAAACCATCGAAGTGACCAGCGAATACCTGTTCCGTCATAGCGATAACGAGCTCC

TGCACTGGATGGTGGCGCTGGATGGTAAGCCGCTGGCAAGCGGTGAAGTGCCTCTGGATGTCGCTCCACAAGGTAAACAGTTGATTGAACTGCCTGAACT

ACCGCAGCCGGAGAGCGCCGGGCAACTCTGGCTCACAGTACGCGTAGTGCAACCGAACGCGACCGCATGGTCAGAAGCCGGGCACATCAGCGCCTGGCAG

CAGTGGCGTCTGGCGGAAAACCTCAGTGTGACGCTCCCCGCCGCGTCCCACGCCATCCCGCATCTGACCACCAGCGAAATGGATTTTTGCATCGAGCTGG

GTAATAAGCGTTGGCAATTTAACCGCCAGTCAGGCTTTCTTTCACAGATGTGGATTGGCGATAAAAAACAACTGCTGACGCCGCTGCGCGATCAGTTCAC

CCGTGCACCGCTGGATAACGACATTGGCGTAAGTGAAGCGACCCGCATTGACCCTAACGCCTGGGTCGAACGCTGGAAGGCGGCGGGCCATTACCAGGCC

GAAGCAGCGTTGTTGCAGTGCACGGCAGATACACTTGCTGATGCGGTGCTGATTACGACCGCTCACGCGTGGCAGCATCAGGGGAAAACCTTATTTATCA

GCCGGAAAACCTACCGGATTGATGGTAGTGGTCAAATGGCGATTACCGTTGATGTTGAAGTGGCGAGCGATACACCGCATCCGGCGCGGATTGGCCTGAA

CTGCCAGCTGGCGCAGGTAGCAGAGCGGGTAAACTGGCTCGGATTAGGGCCGCAAGAAAACTATCCCGACCGCCTTACTGCCGCCTGTTTTGACCGCTGG

GATCTGCCATTGTCAGACATGTATACCCCGTACGTCTTCCCGAGCGAAAACGGTCTGCGCTGCGGGACGCGCGAATTGAATTATGGCCCACACCAGTGGC

GCGGCGACTTCCAGTTCAACATCAGCCGCTACAGTCAACAGCAACTGATGGAAACCAGCCATCGCCATCTGCTGCACGCGGAAGAAGGCACATGGCTGAA

TATCGACGGTTTCCATATGGGGATTGGTGGCGACGACTCCTGGAGCCCGTCAGTATCGGCGGAATTACAGCTGAGCGCCGGTCGCTACCATTACCAGTTG

GTCTGGTGTCAAAAATAATAATCTAGTCGAGAATTCGCTAGCTCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAA

AAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAG

TTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTAGATCCAT

TTAAATGTTAATTAACTAGCCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAG

ATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCC

GAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACA

TACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGC

AGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGC

CACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTAT

CTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGG

CCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTAATTAAATTTTTCAAAAGTAGTTGACAATTAATCATCGGCATAGTATATCG

Se r I leLysLysTrpLeuSerLeuProG lyG luThrArgProLeu I leLeuCysG luTyrA laH isA laMetG lyAsnSerLeuG lyG lyPheAlaLysT

yrTrpG lnA laPheArgG lnTyrProArgLeuG lnG lyG lyPheVa lTrpAspTrpVa lAspG lnSerLeu I leLysTyrAspGluAsnGlyAsnProTr

pSerAlaTyrGlyGlyAspPheGlyAspThrProAsnAspArgGlnPheCysMetAsnGlyLeuValPheAlaAspArgThrProHisProAlaLeuThr

G luA laLysH i sG lnG lnG lnPhePheG lnPheArgLeuSerG lyG lnThr I leG luVa lThrSerG luTyrLeuPheArgHisSerAspAsnGluLeuL

euH isTrpMetVa lA laLeuAspG lyLysProLeuA laSerG lyG luVa lP roLeuAspVa lA laProG lnG lyLysG lnLeu I l eG luLeuProG luLe

uP roG lnP roG luSe rA laG lyG lnLeuTrpLeuThrVa lA rgVa lVa lG lnP roAsnA laTh rA laT rpSe rG luA laG lyH i s I l eSe rA l aT rpG ln

G lnTrpArgLeuA laG luAsnLeuSerVa lThrLeuProA laA laSerH isA la I leProHisLeuThrThrSerG luMetAspPheCys I leG luLeuG

lyAsnLysArgTrpGlnPheAsnArgGlnSerGlyPheLeuSerGlnMetTrp I leGlyAspLysLysGlnLeuLeuThrProLeuArgAspGlnPheTh

rArgAlaProLeuAspAsnAspI l eG l yVa l Se rG l uA l aTh rA rg I l eAspProAsnA laTrpVa lG luArgTrpLysA laA laG lyH i sTyrG lnA la

G luAlaAlaLeuLeuGlnCysThrAlaAspThrLeuAlaAspAlaVa lLeu I l eTh rTh rA l aH i sA l aT rpG lnH i sG lnG l yLysTh rLeuPhe I l eS

erArgLysThrTyrArg I l eAspG lySe rG lyG lnMetA la I l eThrVa lAspVa lG luVa lA laSerAspThrP roH i sP roA laArg I leGlyLeuAs

nCysGlnLeuAlaGlnValA laG luArgValAsnTrpLeuGlyLeuGlyProGlnGluAsnTyrProAspArgLeuThrAlaAlaCysPheAspArgTrp

AspLeuProLeuSerAspMetTyrThrProTyrValPheProSerGluAsnGlyLeuArgCysGlyThrArgGluLeuAsnTyrGlyProHisG lnTrpA

rgGlyAspPheGlnPheAsnI l eSerArgTyrSerG lnG lnG lnLeuMetG luThrSerH isArgH isLeuLeuH isA laG luG luG lyThrTrpLeuAs

n I leAspG lyPheH isMetG ly I l eG lyG lyAspAspSerTrpSerProSerVa lSerA laG luLeuG lnLeuSerA laG lyArgTyrH isTyrG lnLeu
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GCATAGTATAATACGACTCACTATAGGAGGGCCATCATGGCCAAGTTGACCAGTGCTGTCCCAGTGCTCACAGCCAGGGATGTGGCTGGAGCTGTTGAGT

TCTGGACTGACAGGTTGGGGTTCTCCAGAGATTTTGTGGAGGATGACTTTGCAGGTGTGGTCAGAGATGATGTCACCCTGTTCATCTCAGCAGTCCAGGA

CCAGGTGGTGCCTGACAACACCCTGGCTTGGGTGTGGGTGAGAGGACTGGATGAGCTGTATGCTGAGTGGAGTGAGGTGGTCTCCACCAACTTCAGGGAT

GCCAGTGGCCCTGCCATGACAGAGATTGGAGAGCAGCCCTGGGGGAGAGAGTTTGCCCTGAGAGACCCAGCAGGCAACTGTGTGCACTTTGTGGCAGAGG

AGCAGGACTGAGGATAAGAATTGAGTTTCAGAAAAGGGGGCCTGAGTGGCCCCTTTTTTCAACTTAATTAA

MetA laLysLeuThrSe rA laVa lP roVa lLeuThrA laArgAspVa lA laG lyA laVa lG luP

heTrpThrAspArgLeuGlyPheSerArgAspPheValGluAspAspPheAlaGlyValValArgAspAspValThrLeuPheI l eSe rA laVa lG lnAs

pGlnVa lVa lProAspAsnThrLeuAlaTrpValTrpVa lArgGlyLeuAspGluLeuTyrAlaG luTrpSerG luVa lVa lSerThrAsnPheArgAsp

A l aSe rG l yP roA l aMetTh rG l u I l eG lyG luG lnProTrpG lyArgG luPheA laLeuArgAspProA laG lyAsnCysVa lH isPheVa lA laG luG

luGlnAsp•••
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