
150

pDRIVE03-FerH(h) v02
(5112 bp)

FerH (h) prom

SV40 p(A)

LacZ

EM7

ori pMB1

Sh ble ∆CpG
rpsO term

SdaI (7)
PstI  (7)

B s p 1 2 0 I  ( 8 )
SpeI  (14)

BssHII (29)
NotI  (47)

SandI (74)
NaeI  (266)

NcoI  (388)
NheI (426)

Acc65I  (482 )
Bsu36I (487)

FspI  (642)
Bsu36I (724)

AatII  (1123)

ClaI  (1324)

EcoRV (1613)

DraIII (1690)
S s p I  ( 1 7 3 0 )

BsaBI  (1826)

BssHII (1998)

Eco47III  (2335)

SacI  (2440)

BspLU11I (3259)

B s t 1 1 0 7 I  ( 3 2 6 2 )
Bs iWI  (3270)

NdeI  (3457)

EcoRI  (3573)
NheI (3579)

MfeI  (3753)
DraI (3802)

SwaI  (3844)
DraI (3841)

BspLU11I (4582)

AseI  (4620 )
SfiI (4671)

MscI  (4682 )

DraIII (5032)

SfiI (5080)



CCTGCAGGGCCCACTAGTTCCGCCAGAGCGCGCGAGGGCCTCCAGCGGCCGCCCCTCCCCCACAGCAGGGGCGGGGTCCCGCGCCCACCGGAAGGAGCGG

GCTCGGGGCGGGCGGCGCTGATTGGCCGGGGCGGGCCTGACGCCGACGCGGCTATAAGAGACCACAAGCGACCCGCAGGGCCAGACGTTCTTCGCCGAGA

GTCGTCGGGGTTTCCTGCTTCAACAGTGCTTGGACGGAACCCGGCGCTCGTTCCCCACCCCGGCCGGCCGCCCATAGCCAGCCCTCCGTCACCTCTTCAC

CGCACCCTCGGACTGCCCCAAGGCCCCCGCCGCCGCTCCAGCGCCGCGCAGCCACCGCCGCCGCCGCCGCCTCTCCTTAGTCGCCGCCATGGGGGGTTCT

CATCATCATCATCATCATGGTATGGCTAGCATGACTGGTGGACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGGTACCTAAGGATCAGCTTG

GAGTTGATCCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAA

TAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGCGCTTTGCCTGGTTTCCGGCACCAGAAGCGGTGCCGGAA

AGCTGGCTGGAGTGCGATCTTCCTGAGGCCGATACTGTCGTCGTCCCCTCAAACTGGCAGATGCACGGTTACGATGCGCCCATCTACACCAACGTAACCT

ATCCCATTACGGTCAATCCGCCGTTTGTTCCCACGGAGAATCCGACGGGTTGTTACTCGCTCACATTTAATGTTGATGAAAGCTGGCTACAGGAAGGCCA

GACGCGAATTATTTTTGATGGCGTTAACTCGGCGTTTCATCTGTGGTGCAACGGGCGCTGGGTCGGTTACGGCCAGGACAGTCGTTTGCCGTCTGAATTT

GACCTGAGCGCATTTTTACGCGCCGGAGAAAACCGCCTCGCGGTGATGGTGCTGCGTTGGAGTGACGGCAGTTATCTGGAAGATCAGGATATGTGGCGGA

TGAGCGGCATTTTCCGTGACGTCTCGTTGCTGCATAAACCGACTACACAAATCAGCGATTTCCATGTTGCCACTCGCTTTAATGATGATTTCAGCCGCGC

TGTACTGGAGGCTGAAGTTCAGATGTGCGGCGAGTTGCGTGACTACCTACGGGTAACAGTTTCTTTATGGCAGGGTGAAACGCAGGTCGCCAGCGGCACC

GCGCCTTTCGGCGGTGAAATTATCGATGAGCGTGGTGGTTATGCCGATCGCGTCACACTACGTCTGAACGTCGAAAACCCGAAACTGTGGAGCGCCGAAA

TCCCGAATCTCTATCGTGCGGTGGTTGAACTGCACACCGCCGACGGCACGCTGATTGAAGCAGAAGCCTGCGATGTCGGTTTCCGCGAGGTGCGGATTGA

AAATGGTCTGCTGCTGCTGAACGGCAAGCCGTTGCTGATTCGAGGCGTTAACCGTCACGAGCATCATCCTCTGCATGGTCAGGTCATGGATGAGCAGACG

ATGGTGCAGGATATCCTGCTGATGAAGCAGAACAACTTTAACGCCGTGCGCTGTTCGCATTATCCGAACCATCCGCTGTGGTACACGCTGTGCGACCGCT

ACGGCCTGTATGTGGTGGATGAAGCCAATATTGAAACCCACGGCATGGTGCCAATGAATCGTCTGACCGATGATCCGCGCTGGCTACCGGCGATGAGCGA

ACGCGTAACGCGAATGGTGCAGCGCGATCGTAATCACCCGAGTGTGATCATCTGGTCGCTGGGGAATGAATCAGGCCACGGCGCTAATCACGACGCGCTG

TATCGCTGGATCAAATCTGTCGATCCTTCCCGCCCGGTGCAGTATGAAGGCGGCGGAGCCGACACCACGGCCACCGATATTATTTGCCCGATGTACGCGC

GCGTGGATGAAGACCAGCCCTTCCCGGCTGTGCCGAAATGGTCCATCAAAAAATGGCTTTCGCTACCTGGAGAGACGCGCCCGCTGATCCTTTGCGAATA

MetG lyG lySer

H isH isH isH isH isH isG lyMetAlaSerMetThrG lyG lyG lnG lnMetG lyArgAspLeuTyrAspAspAspAspLysVa lProLysAspGlnLeuG

lyVa lAspProVa lVa lLeuGlnArgArgAspTrpGluAsnProGlyVa lThrG lnLeuAsnArgLeuAlaAlaH isProProPheAlaSerTrpArgAs

nSerG luG luA laArgThrAspArgProSerG lnG lnLeuArgSerLeuAsnG lyG luTrpArgPheAlaTrpPheProA laProG luA laVa lProG lu

SerTrpLeuGluCysAspLeuProG luA laAspThrVa lVa lVa lProSerAsnTrpG lnMetH isG lyTyrAspAlaPro I leTyrThrAsnVa lThrT

y r P r o I leThrVa lAsnProProPheVa lProThrG luAsnProThrG lyCysTyrSerLeuThrPheAsnVa lAspGluSerTrpLeuGlnG luG lyG l

nThrArgI l e I lePheAspGlyVa lAsnSerAlaPheHisLeuTrpCysAsnGlyArgTrpValG lyTyrG lyG lnAspSerArgLeuProSerG luPhe

AspLeuSerAlaPheLeuArgAlaGlyGluAsnArgLeuAlaValMetValLeuArgTrpSerAspGlySerTyrLeuGluAspGlnAspMetTrpArgM

e tSe rG l y I lePheArgAspVa lSerLeuLeuHisLysProThrThrG ln I leSerAspPheHisValAlaThrArgPheAsnAspAspPheSerArgAl

aVa lLeuG luA laG luVa lG lnMetCysG lyG luLeuArgAspTyrLeuArgVa lThrVa lSerLeuTrpG lnG lyG luThrG lnVa lA laSerG lyThr

A l aP roPheG l yG l yG l u I l e I leAspGluArgGlyG lyTyrAlaAspArgValThrLeuArgLeuAsnValG luAsnProLysLeuTrpSerAlaG lu I

l eProAsnLeuTyrArgA laVa lVa lG luLeuH isThrA laAspG lyThrLeu I l eG luA laG luA laCysAspVa lG lyPheArgG luVa lArg I l eG l

uAsnGlyLeuLeuLeuLeuAsnGlyLysProLeuLeuI l eArgG lyVa lAsnArgH i sG luH i sH i sP roLeuH i sG lyG lnVa lMetAspG luG lnThr

MetVa lG lnAsp I leLeuLeuMetLysGlnAsnAsnPheAsnAlaValArgCysSerHisTyrProAsnHisProLeuTrpTyrThrLeuCysAspArgT

yrG lyLeuTyrVa lVa lAspG luA laAsn I leGluThrHisGlyMetValProMetAsnArgLeuThrAspAspProArgTrpLeuProAlaMetSerGl

uArgValThrArgMetValGlnArgAspArgAsnHisProSerVal I l e I l eTrpSerLeuG lyAsnG luSerG lyH isG lyA laAsnH isAspA laLeu

TyrArgTrp I l eLysSerVa lAspProSerArgProVa lG lnTyrG luG lyG lyG lyA laAspThrThrA laThrAsp I l e I leCysProMetTyrAlaA

rgVa lAspG luAspG lnProPheProA laVa lP roLysTrpSer I leLysLysTrpLeuSerLeuProG lyG luThrArgProLeu I leLeuCysGluTy
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FspI  (642)

Bsu36I (724)
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CGCCCACGCGATGGGTAACAGTCTTGGCGGTTTCGCTAAATACTGGCAGGCGTTTCGTCAGTATCCCCGTTTACAGGGCGGCTTCGTCTGGGACTGGGTG

GATCAGTCGCTGATTAAATATGATGAAAACGGCAACCCGTGGTCGGCTTACGGCGGTGATTTTGGCGATACGCCGAACGATCGCCAGTTCTGTATGAACG

GTCTGGTCTTTGCCGACCGCACGCCGCATCCAGCGCTGACGGAAGCAAAACACCAGCAGCAGTTTTTCCAGTTCCGTTTATCCGGGCAAACCATCGAAGT

GACCAGCGAATACCTGTTCCGTCATAGCGATAACGAGCTCCTGCACTGGATGGTGGCGCTGGATGGTAAGCCGCTGGCAAGCGGTGAAGTGCCTCTGGAT

GTCGCTCCACAAGGTAAACAGTTGATTGAACTGCCTGAACTACCGCAGCCGGAGAGCGCCGGGCAACTCTGGCTCACAGTACGCGTAGTGCAACCGAACG

CGACCGCATGGTCAGAAGCCGGGCACATCAGCGCCTGGCAGCAGTGGCGTCTGGCGGAAAACCTCAGTGTGACGCTCCCCGCCGCGTCCCACGCCATCCC

GCATCTGACCACCAGCGAAATGGATTTTTGCATCGAGCTGGGTAATAAGCGTTGGCAATTTAACCGCCAGTCAGGCTTTCTTTCACAGATGTGGATTGGC

GATAAAAAACAACTGCTGACGCCGCTGCGCGATCAGTTCACCCGTGCACCGCTGGATAACGACATTGGCGTAAGTGAAGCGACCCGCATTGACCCTAACG

CCTGGGTCGAACGCTGGAAGGCGGCGGGCCATTACCAGGCCGAAGCAGCGTTGTTGCAGTGCACGGCAGATACACTTGCTGATGCGGTGCTGATTACGAC

CGCTCACGCGTGGCAGCATCAGGGGAAAACCTTATTTATCAGCCGGAAAACCTACCGGATTGATGGTAGTGGTCAAATGGCGATTACCGTTGATGTTGAA

GTGGCGAGCGATACACCGCATCCGGCGCGGATTGGCCTGAACTGCCAGCTGGCGCAGGTAGCAGAGCGGGTAAACTGGCTCGGATTAGGGCCGCAAGAAA

ACTATCCCGACCGCCTTACTGCCGCCTGTTTTGACCGCTGGGATCTGCCATTGTCAGACATGTATACCCCGTACGTCTTCCCGAGCGAAAACGGTCTGCG

CTGCGGGACGCGCGAATTGAATTATGGCCCACACCAGTGGCGCGGCGACTTCCAGTTCAACATCAGCCGCTACAGTCAACAGCAACTGATGGAAACCAGC

CATCGCCATCTGCTGCACGCGGAAGAAGGCACATGGCTGAATATCGACGGTTTCCATATGGGGATTGGTGGCGACGACTCCTGGAGCCCGTCAGTATCGG

CGGAATTACAGCTGAGCGCCGGTCGCTACCATTACCAGTTGGTCTGGTGTCAAAAATAATAATCTAGTCGAGAATTCGCTAGCTCGACATGATAAGATAC

ATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTGAAATTTGTGATGC

TATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTT

TTTTAAAGCAAGTAAAACCTCTACAAATGTGGTAGATCCATTTAAATGTTAATTAACTAGCCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTG

AGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCG

GTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGTAGCCGT

AGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCT

TACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTAC

ACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAG

GAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTC

GTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTAATTAAATTT

rA laH isA laMetG lyAsnSerLeuG lyG lyPheAlaLysTyrTrpG lnA laPheArgG lnTyrProArgLeuG lnG lyG lyPheVa lTrpAspTrpVa l

AspGlnSerLeu I leLysTyrAspGluAsnGlyAsnProTrpSerAlaTyrGlyGlyAspPheGlyAspThrProAsnAspArgGlnPheCysMetAsnG

lyLeuVa lPheA laAspArgThrProH isProA laLeuThrG luA laLysH isG lnG lnG lnPhePheG lnPheArgLeuSerG lyG lnThr I leG luVa

lThrSerG luTyrLeuPheArgHisSerAspAsnGluLeuLeuHisTrpMetVa lA laLeuAspGlyLysProLeuAlaSerG lyG luVa lProLeuAsp

Va lA l aP roG lnG l yLysG lnLeu I l eG luLeuProG luLeuProG lnProG luSerA laG lyG lnLeuTrpLeuThrVa lArgVa lVa lG lnProAsnA

l aTh rA l aT r pSe rG l uA l aG l yH i s I l eSe rA laTrpG lnG lnTrpArgLeuA laG luAsnLeuSerVa lThrLeuProA laA laSerH i sA la I l e P r

oHisLeuThrThrSerGluMetAspPheCysI leG luLeuGlyAsnLysArgTrpGlnPheAsnArgGlnSerG lyPheLeuSerG lnMetTrp I l e G l y

AspLysLysGlnLeuLeuThrProLeuArgAspGlnPheThrArgAlaProLeuAspAsnAspI l eG l yVa l Se rG l uA l aTh rA rg I leAspProAsnA

laTrpVa lG luArgTrpLysA laA laG lyH isTyrG lnA laG luA laA laLeuLeuG lnCysThrA laAspThrLeuA laAspA laVa lLeu I leThrTh

rA l aH i sA l aT rpG l nH i sG l nG l yLysTh rLeuPhe I leSerArgLysThrTyrArg I l eAspG lySe rG lyG lnMetA la I l eThrVa lAspVa lG lu

Va lA laSerAspThrP roH isP roA laArg I leG lyLeuAsnCysG lnLeuAlaG lnVa lA laG luArgVa lAsnTrpLeuG lyLeuG lyProG lnG luA

snTyrProAspArgLeuThrAlaAlaCysPheAspArgTrpAspLeuProLeuSerAspMetTyrThrProTyrValPheProSerGluAsnGlyLeuAr

gCysGlyThrArgGluLeuAsnTyrG lyProHisG lnTrpArgGlyAspPheGlnPheAsnI l eSerArgTyrSerG lnG lnG lnLeuMetG luThrSer

H isArgH isLeuLeuH isA laG luG luG lyThrTrpLeuAsn I leAspG lyPheH isMetG ly I leG lyG lyAspAspSerTrpSerProSerVa lSerA

laG luLeuG lnLeuSerA laG lyArgTyrH isTyrG lnLeuVa lTrpCysG lnLys•••
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TTCAAAAGTAGTTGACAATTAATCATCGGCATAGTATATCGGCATAGTATAATACGACTCACTATAGGAGGGCCATCATGGCCAAGTTGACCAGTGCTG

TCCCAGTGCTCACAGCCAGGGATGTGGCTGGAGCTGTTGAGTTCTGGACTGACAGGTTGGGGTTCTCCAGAGATTTTGTGGAGGATGACTTTGCAGGTGT

GGTCAGAGATGATGTCACCCTGTTCATCTCAGCAGTCCAGGACCAGGTGGTGCCTGACAACACCCTGGCTTGGGTGTGGGTGAGAGGACTGGATGAGCTG

TATGCTGAGTGGAGTGAGGTGGTCTCCACCAACTTCAGGGATGCCAGTGGCCCTGCCATGACAGAGATTGGAGAGCAGCCCTGGGGGAGAGAGTTTGCCC

TGAGAGACCCAGCAGGCAACTGTGTGCACTTTGTGGCAGAGGAGCAGGACTGAGGATAAGAATTGAGTTTCAGAAAAGGGGGCCTGAGTGGCCCCTTTTT

TCAACTTAATTAA

MetA laLysLeuThrSerA laV

alProValLeuThrAlaArgAspValAlaGlyAlaValG luPheTrpThrAspArgLeuGlyPheSerArgAspPheValG luAspAspPheAlaGlyVa

lValArgAspAspValThrLeuPheI leSerA laVa lG lnAspGlnVa lVa lProAspAsnThrLeuAlaTrpVa lTrpVa lArgG lyLeuAspGluLeu

TyrA laG luTrpSerG luVa lVa lSerThrAsnPheArgAspA laSerG lyProA laMetThrG lu I l eG lyG luG lnP roTrpG lyArgG luPheA laL

euArgAspProAlaGlyAsnCysValH isPheValA laGluGluGlnAsp•••
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