sdal (7)

Pstl (7)
Bsp120! (8)
Spel (14)
BssHII (29)
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Dralll (5032) Sandl (74)
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Mscl (4682) Ncol (388)
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Aatll (1123)
S PDRIVEO3-FerH(h) v02
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BsiW! (3270)
Bst11071 (3262)

BspLU11l (3259)
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BssHII (1998)

Eco47111 (2335)
Sacl (2440)
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Bsp120! (8)
Pstl (7)
Sdal (7) Spel (14) BssHII (29) Notl (47) Sandl (74)
1 CCTGCAGGGCCCACTAGTTCCGCCAGAGCGCGCGAGGGCCTCCAGCGGCCGCCCCTCCCCCACAGCAGGGGCGGGGTCCCGCGCCCACCGGAAGGAGCGG

101 GCTCGGGGCGGGCGGCGCTGATTGGCCGGGGCGGGCCTGACGCCGACGCGGCTATAAGAGACCACAAGCGACCCGCAGGGCCAGACGTTCTTCGCCGAGA

Nael (266)
201 GTCGTCGGGGTTTCCTGCTTCAACAGTGCTTGGACGGAACCCGGCGCTCGTTCCCCACCCCGGCCGGCCGCCCATAGCCAGCCCTCCGTCACCTCTTCAC

Ncol (388)
301 CGCACCCTCGGACTGCCCCAAGGCCCCCGCCGCCGCTCCAGCGCCGCGCAGCCACCGCCGCCGCCGCCGCCTCTCCTTAGTCGCCGCCATGGGGGGTTCT
| -

1 MetGlyGlySer
Bsu36l (487)
Nhel (426) Acc651 (482)
401 CATCATCATCATCATCATGGTATGGCTAGCATGACTGGTGGACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGGTACCTAAGGATCAGCTTG

5F HisHisHisHisHisHisGlyMetAlaSerMetThrGlyGlyGInGInMetGlyArgAspLeuTyrAspAspAspAspLysValProLysAspGlnLeuG
501 GAGTTGATCCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAA

38F lyValAspProValValLeuGInArgArgAspTrpGluAsnProGlyValThrGinLeuAsnArgLeuAlaAlaHisProProPheAlaSerTrpArgAs
Fspl (642)
601 TAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGCGCTTTGCCTGGTTTCCGGCACCAGAAGCGGTGCCGGAA

71F nSerGluGluAlaArgThrAspArgProSerGInGlnLeuArgSerLeuAsnGlyGluTrpArgPheAlaTrpPheProAlaProGluAlaValProGlu
Bsu36l (724)
701 AGCTGGCTGGAGTGCGATCTTCCTGAGGCCGATACTGTCGTCGTCCCCTCAAACTGGCAGATGCACGGTTACGATGCGCCCATCTACACCAACGTAACCT

105k SerTrpLeuGluCysAspLeuProGluAlaAspThrValValValProSerAsnTrpGInMetHisGlyTyrAspAlaProl leTyrThrAsnValThrT
801 ATCCCATTACGGTCAATCCGCCGTTTGTTCCCACGGAGAATCCGACGGGTTGTTACTCGCTCACATTTAATGTTGATGAAAGCTGGCTACAGGAAGGCCA

138k yrProl leThrValAsnProProPheValProThrGluAsnProThrGlyCysTyrSerLeuThrPheAsnValAspGluSerTrpLeuGInGluGlyGl
901 GACGCGAATTATTTTTGATGGCGTTAACTCGGCGTTTCATCTGTGGTGCAACGGGCGCTGGGTCGGTTACGGCCAGGACAGTCGTTTGCCGTCTGAATTT

171¥ nThrArgl lel lePheAspGlyValAsnSerAlaPheHisLeuTrpCysAsnGlyArgTrpValGlyTyrGlyGlnAspSerArgLeuProSerGluPhe
1001 GACCTGAGCGCATTTTTACGCGCCGGAGAAAACCGCCTCGCGGTGATGGTGCTGCGTTGGAGTGACGGCAGTTATCTGGAAGATCAGGATATGTGGCGGA

205k AspLeuSerAlaPhelLeuArgAlaGlyGluAsnArgLeuAlaValMetValLeuArgTrpSerAspGlySerTyrLeuGluAspGInAspMetTrpArgM
Aatll (1123)
1101 TGAGCGGCATTTTCCGTGACGTCTCGTTGCTGCATAAACCGACTACACAAATCAGCGATTTCCATGTTGCCACTCGCTTTAATGATGATTTCAGCCGCGC

238F etSerGlyl lePheArgAspValSerLeuLeuHisLysProThrThrGinl leSerAspPheHisValAlaThrArgPheAsnAspAspPheSerArgAl
1201 TGTACTGGAGGCTGAAGTTCAGATGTGCGGCGAGTTGCGTGACTACCTACGGGTAACAGTTTCTTTATGGCAGGGTGAAACGCAGGTCGCCAGCGGCACC

271F aValLeuGluAlaGluValGInMetCysGlyGluLeuArgAspTyrLeuArgValThrValSerLeuTrpGInGlyGluThrGInValAlaSerGlyThr
Clal (1324)
1301 GCGCCTTTCGGCGGTGAAATTATCGATGAGCGTGGTGGTTATGCCGATCGCGTCACACTACGTCTGAACGTCGAAAACCCGAAACTGTGGAGCGCCGAAA

305k AlaProPheGlyGlyGlul lel leAspGluArgGlyGlyTyrAlaAspArgValThrLeuArgLeuAsnValGluAsnProLysLeuTrpSerAlaGlul
1401 TCCCGAATCTCTATCGTGCGGTGGTTGAACTGCACACCGCCGACGGCACGCTGATTGAAGCAGAAGCCTGCGATGTCGGTTTCCGCGAGGTGCGGATTGA

338k leProAsnLeuTyrArgAlaValValGluLeuHisThrAlaAspGlyThrLeul leGluAlaGluAlaCysAspValGlyPheArgGluValArgl leGl
1501 AAATGGTCTGCTGCTGCTGAACGGCAAGCCGTTGCTGATTCGAGGCGTTAACCGTCACGAGCATCATCCTCTGCATGGTCAGGTCATGGATGAGCAGACG

371k uAsnGlyLeulLeuLeuLeuAsnGlyLysProLeulLeul leArgGlyValAsnArgHisGluHisHisProLeuHisGlyGInValMetAspGluGInThr
EcoRV (1613) Dralll (1690)
1601 ATGGTGCAGGATATCCTGCTGATGAAGCAGAACAACTTTAACGCCGTGCGCTGTTCGCATTATCCGAACCATCCGCTGTGGTACACGCTGTGCGACCGCT

405k MetValGInAspl leLeuLeuMetLysGInAsnAsnPheAsnAlaValArgCysSerHisTyrProAsnHisProLeuTrpTyrThrLeuCysAspArgT
Sspl (1730)
1701 ACGGCCTGTATGTGGTGGATGAAGCCAATATTGAAACCCACGGCATGGTGCCAATGAATCGTCTGACCGATGATCCGCGCTGGCTACCGGCGATGAGCGA

438k yrGlyLeuTyrValValAspGluAlaAsnl leGluThrHisGlyMetValProMetAsnArgLeuThrAspAspProArgTrpLeuProAlaMetSerGl
BsaBl (1826)
1801 ACGCGTAACGCGAATGGTGCAGCGCGATCGTAATCACCCGAGTGTGATCATCTGGTCGCTGGGGAATGAATCAGGCCACGGCGCTAATCACGACGCGCTG

471F uArgValThrArgMetValGlnArgAspArgAsnHisProSerVal I lel leTrpSerLeuGlyAsnGluSerGlyHisGlyAlaAsnHisAspAlalLeu
BssHII (1998)
1901 TATCGCTGGATCAAATCTGTCGATCCTTCCCGCCCGGTGCAGTATGAAGGCGGCGGAGCCGACACCACGGCCACCGATATTATTTGCCCGATGTACGCGC

505k TyrArgTrpl leLysSerValAspProSerArgProValGInTyrGluGlyGlyGlyAlaAspThrThrAlaThrAspl lel leCysProMetTyrAlaA
2001 GCGTGGATGAAGACCAGCCCTTCCCGGCTGTGCCGAAATGGTCCATCAAAAAATGGCTTTCGCTACCTGGAGAGACGCGCCCGCTGATCCTTTGCGAATA

538k rgValAspGluAspGInProPheProAlaValProLysTrpSerl leLysLysTrpLeuSerLeuProGlyGluThrArgProLeul leLeuCysGluTy



2101 CGCCCACGCGATGGGTAACAGTCTTGGCGGTTTCGCTAAATACTGGCAGGCGTTTCGTCAGTATCCCCGTTTACAGGGCGGCTTCGTCTGGGACTGGGTG

571F rAlaHisAlaMetGlyAsnSerLeuGlyGlyPheAlaLysTyrTrpGInAlaPheArgGInTyrProArgLeuGInGlyGlyPheValTrpAspTrpVal
2201 GATCAGTCGCTGATTAAATATGATGAAAACGGCAACCCGTGGTCGGCTTACGGCGGTGATTTTGGCGATACGCCGAACGATCGCCAGTTCTGTATGAACG

605F AspGInSerLeul leLysTyrAspGluAsnGlyAsnProTrpSerAlaTyrGlyGlyAspPheGlyAspThrProAsnAspArgGinPheCysMetAsnG
Eco47111 (2335)
2301 GTCTGGTCTTTGCCGACCGCACGCCGCATCCAGCGCTGACGGAAGCAAAACACCAGCAGCAGTTTTTCCAGTTCCGTTTATCCGGGCAAACCATCGAAGT

638F lyLeuValPheAlaAspArgThrProHisProAlaLeuThrGluAlaLysHisGInGInGInPhePheGInPheArgLeuSerGlyGInThrl leGluVa
Sacl (2440)
2401 GACCAGCGAATACCTGTTCCGTCATAGCGATAACGAGCTCCTGCACTGGATGGTGGCGCTGGATGGTAAGCCGCTGGCAAGCGGTGAAGTGCCTCTGGAT

671F IThrSerGluTyrLeuPheArgHisSerAspAsnGluLeuLeuHisTrpMetValAlaLeuAspGlyLysProLeuAlaSerGlyGluValProLeuAsp
2501 GTCGCTCCACAAGGTAAACAGTTGATTGAACTGCCTGAACTACCGCAGCCGGAGAGCGCCGGGCAACTCTGGCTCACAGTACGCGTAGTGCAACCGAACG

705F ValAlaProGInGlyLysGinLeul leGluLeuProGluLeuProGInProGluSerAlaGlyGlnLeuTrpLeuThrValArgValValGInProAsnA
2601 CGACCGCATGGTCAGAAGCCGGGCACATCAGCGCCTGGCAGCAGTGGCGTCTGGCGGAAAACCTCAGTGTGACGCTCCCCGCCGCGTCCCACGCCATCCC

738F laThrAlaTrpSerGluAlaGlyHisl leSerAlaTrpGInGInTrpArgLeuAlaGluAsnLeuSerValThrLeuProAlaAlaSerHisAlal lePr
2701 GCATCTGACCACCAGCGAAATGGATTTTTGCATCGAGCTGGGTAATAAGCGTTGGCAATTTAACCGCCAGTCAGGCTTTCTTTCACAGATGTGGATTGGC

771F oHisLeuThrThrSerGluMetAspPheCysl leGluLeuGlyAsnLysArgTrpGInPheAsnArgGInSerGlyPhelLeuSerGInMetTrpl leGly
2801 GATAAAAAACAACTGCTGACGCCGCTGCGCGATCAGTTCACCCGTGCACCGCTGGATAACGACATTGGCGTAAGTGAAGCGACCCGCATTGACCCTAACG

805k AspLysLysGInLeuLeuThrProLeuArgAspGInPheThrArgAlaProLeuAspAsnAspl leGlyValSerGluAlaThrArgl leAspProAsnA
2901 CCTGGGTCGAACGCTGGAAGGCGGCGGGCCATTACCAGGCCGAAGCAGCGTTGTTGCAGTGCACGGCAGATACACTTGCTGATGCGGTGCTGATTACGAC

838F laTrpValGluArgTrpLysAlaAlaGlyHisTyrGInAlaGluAlaAlaLeuLeuGInCysThrAlaAspThrLeuAlaAspAlaValLeul leThrTh
3001 CGCTCACGCGTGGCAGCATCAGGGGAAAACCTTATTTATCAGCCGGAAAACCTACCGGATTGATGGTAGTGGTCAAATGGCGATTACCGTTGATGTTGAA

871k rAlaHisAlaTrpGInHisGInGlyLysThrLeuPhel leSerArgLysThrTyrArgl leAspGlySerGlyGInMetAlal leThrValAspValGlu
3101 GTGGCGAGCGATACACCGCATCCGGCGCGGATTGGCCTGAACTGCCAGCTGGCGCAGGTAGCAGAGCGGGTAAACTGGCTCGGATTAGGGCCGCAAGAAA

905k ValAlaSerAspThrProHisProAlaArgl leGlyLeuAsnCysGIinLeuAlaGInValAlaGluArgValAsnTrpLeuGlyLeuGlyProGInGIuA
Bst11071 (3262)
BspLU11l (3259) BsiW| (3270)
3201 ACTATCCCGACCGCCTTACTGCCGCCTGTTTTGACCGCTGGGATCTGCCATTGTCAGACATGTATACCCCGTACGTCTTCCCGAGCGAAAACGGTCTGCG

938F snTyrProAspArgLeuThrAlaAlaCysPheAspArgTrpAspLeuProLeuSerAspMetTyrThrProTyrValPheProSerGluAsnGlyLeuAr
3301 CTGCGGGACGCGCGAATTGAATTATGGCCCACACCAGTGGCGCGGCGACTTCCAGTTCAACATCAGCCGCTACAGTCAACAGCAACTGATGGAAACCAGC

971k gCysGlyThrArgGluLeuAsnTyrGlyProHisGInTrpArgGlyAspPheGInPheAsnl leSerArgTyrSerGInGInGlnLeuMetGluThrSer
Ndel (3457)
3401 CATCGCCATCTGCTGCACGCGGAAGAAGGCACATGGCTGAATATCGACGGTTTCCATATGGGGATTGGTGGCGACGACTCCTGGAGCCCGTCAGTATCGG

1005k HisArgHisLeuLeuHisAlaGluGluGlyThrTrpLeuAsnl leAspGlyPheHisMetGlyl leGlyGlyAspAspSerTrpSerProSerValSerA
Nhel (3579)
EcoRI (3573)
3501 CGGAATTACAGCTGAGCGCCGGTCGCTACCATTACCAGTTGGTCTGGTGTCAAAAATAATAATCTAGTCGAGAATTCGCTAGCTCGACATGATAAGATAC

1038F laGluLeuGlnLeuSerAlaGlyArgTyrHisTyrGlnLeuValTrpCysGinLyseee
3601 ATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTGAAATTTGTGATGC

Mfel (3753)
3701 TATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTT

Dral (3841)
Dral (3802) Swal (3844)
3801 TTTTAAAGCAAGTAAAACCTCTACAAATGTGGTAGATCCATTTAAATGTTAATTAACTAGCCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTG

[

3901 AGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCG

4001 GTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGTAGCCGT

4101 AGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCT

4201 TACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTAC

4301 ACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAG

4401 GAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTC

BspLU11l (4582)
4501 GTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTAATTAAATTT

[




Asel (4620) Sfil (4671) Mscl (4682)
4601 TTCAAAAGTAGTTGACAATTAATCATCGGCATAGTATATCGGCATAGTATAATACGACTCACTATAGGAGGGCCATCATGGCCAAGTTGACCAGTGCTG
- 1kMetAlaLysLeuThrSerAlaV
4700 TCCCAGTGCTCACAGCCAGGGATGTGGCTGGAGCTGTTGAGTTCTGGACTGACAGGTTGGGGTTCTCCAGAGATTTTGTGGAGGATGACTTTGCAGGTGT
8F alProValLeuThrAlaArgAspValAlaGlyAlaValGluPheTrpThrAspArgLeuGlyPheSerArgAspPheValGluAspAspPheAlaGlyVa
4800 GGTCAGAGATGATGTCACCCTGTTCATCTCAGCAGTCCAGGACCAGGTGGTGCCTGACAACACCCTGGCTTGGGTGTGGGTGAGAGGACTGGATGAGCTG
41k IValArgAspAspValThrLeuPhel leSerAlaValGinAspGInValValProAspAsnThrLeuAlaTrpValTrpValArgGlyLeuAspGluLeu
4900 TATGCTGAGTGGAGTGAGGTGGTCTCCACCAACTTCAGGGATGCCAGTGGCCCTGCCATGACAGAGATTGGAGAGCAGCCCTGGGGGAGAGAGTTTGCCC
75F TyrAlaGluTrpSerGluValValSerThrAsnPheArgAspAlaSerGlyProAlaMetThrGlul leGlyGluGInProTrpGlyArgGluPheAlalL
Dralll (5032) Sfil (5080)
5000 TGAGAGACCCAGCAGGCAACTGTGTGCACTTTGTGGCAGAGGAGCAGGACTGAGGATAAGAATTGAGTTTCAGAAAAGGGGGCCTGAGTGGCCCCTTTTT
108F euArgAspProAlaGlyAsnCysValHisPheValAlaGluGluGinAspeee
5100 TCAACTTAATTAA
—»






