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CCTGCAGGATCCGCTGGATGCAACTCAGCTGGGGTCAGCTCAGTCGACTTGGGTTAACTGAGTGCCGGCCTTGTTCTGTCTTTGAATATCAGATAAATGA

GTTGACTTAAAATTTGTTCATTTGTACTTTCATGTCACCTGTGCTTTTCCCTGCCTTCTACCCACAGCCCTGCCCAGCTGGCAGGAGGAAGGTCAGCAGA

GCTGCTGATAAGAGCCGTATAAAGAGGGTTCCGCTCATGGCAAGGGGCAGTGGTCTACTCTCTCCACACCATGGGGGGTTCTCATCATCATCATCATCAT

GGTATGGCTAGCATGACTGGTGGACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGGTACCTAAGGATCAGCTTGGAGTTGATCCCGTCGTTT

TACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCAC

CGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGCGCTTTGCCTGGTTTCCGGCACCAGAAGCGGTGCCGGAAAGCTGGCTGGAGTGCGAT

CTTCCTGAGGCCGATACTGTCGTCGTCCCCTCAAACTGGCAGATGCACGGTTACGATGCGCCCATCTACACCAACGTAACCTATCCCATTACGGTCAATC

CGCCGTTTGTTCCCACGGAGAATCCGACGGGTTGTTACTCGCTCACATTTAATGTTGATGAAAGCTGGCTACAGGAAGGCCAGACGCGAATTATTTTTGA

TGGCGTTAACTCGGCGTTTCATCTGTGGTGCAACGGGCGCTGGGTCGGTTACGGCCAGGACAGTCGTTTGCCGTCTGAATTTGACCTGAGCGCATTTTTA

CGCGCCGGAGAAAACCGCCTCGCGGTGATGGTGCTGCGTTGGAGTGACGGCAGTTATCTGGAAGATCAGGATATGTGGCGGATGAGCGGCATTTTCCGTG

ACGTCTCGTTGCTGCATAAACCGACTACACAAATCAGCGATTTCCATGTTGCCACTCGCTTTAATGATGATTTCAGCCGCGCTGTACTGGAGGCTGAAGT

TCAGATGTGCGGCGAGTTGCGTGACTACCTACGGGTAACAGTTTCTTTATGGCAGGGTGAAACGCAGGTCGCCAGCGGCACCGCGCCTTTCGGCGGTGAA

ATTATCGATGAGCGTGGTGGTTATGCCGATCGCGTCACACTACGTCTGAACGTCGAAAACCCGAAACTGTGGAGCGCCGAAATCCCGAATCTCTATCGTG

CGGTGGTTGAACTGCACACCGCCGACGGCACGCTGATTGAAGCAGAAGCCTGCGATGTCGGTTTCCGCGAGGTGCGGATTGAAAATGGTCTGCTGCTGCT

GAACGGCAAGCCGTTGCTGATTCGAGGCGTTAACCGTCACGAGCATCATCCTCTGCATGGTCAGGTCATGGATGAGCAGACGATGGTGCAGGATATCCTG

CTGATGAAGCAGAACAACTTTAACGCCGTGCGCTGTTCGCATTATCCGAACCATCCGCTGTGGTACACGCTGTGCGACCGCTACGGCCTGTATGTGGTGG

ATGAAGCCAATATTGAAACCCACGGCATGGTGCCAATGAATCGTCTGACCGATGATCCGCGCTGGCTACCGGCGATGAGCGAACGCGTAACGCGAATGGT

GCAGCGCGATCGTAATCACCCGAGTGTGATCATCTGGTCGCTGGGGAATGAATCAGGCCACGGCGCTAATCACGACGCGCTGTATCGCTGGATCAAATCT

GTCGATCCTTCCCGCCCGGTGCAGTATGAAGGCGGCGGAGCCGACACCACGGCCACCGATATTATTTGCCCGATGTACGCGCGCGTGGATGAAGACCAGC

CCTTCCCGGCTGTGCCGAAATGGTCCATCAAAAAATGGCTTTCGCTACCTGGAGAGACGCGCCCGCTGATCCTTTGCGAATACGCCCACGCGATGGGTAA

CAGTCTTGGCGGTTTCGCTAAATACTGGCAGGCGTTTCGTCAGTATCCCCGTTTACAGGGCGGCTTCGTCTGGGACTGGGTGGATCAGTCGCTGATTAAA

TATGATGAAAACGGCAACCCGTGGTCGGCTTACGGCGGTGATTTTGGCGATACGCCGAACGATCGCCAGTTCTGTATGAACGGTCTGGTCTTTGCCGACC

GCACGCCGCATCCAGCGCTGACGGAAGCAAAACACCAGCAGCAGTTTTTCCAGTTCCGTTTATCCGGGCAAACCATCGAAGTGACCAGCGAATACCTGTT

CCGTCATAGCGATAACGAGCTCCTGCACTGGATGGTGGCGCTGGATGGTAAGCCGCTGGCAAGCGGTGAAGTGCCTCTGGATGTCGCTCCACAAGGTAAA

CAGTTGATTGAACTGCCTGAACTACCGCAGCCGGAGAGCGCCGGGCAACTCTGGCTCACAGTACGCGTAGTGCAACCGAACGCGACCGCATGGTCAGAAG

CCGGGCACATCAGCGCCTGGCAGCAGTGGCGTCTGGCGGAAAACCTCAGTGTGACGCTCCCCGCCGCGTCCCACGCCATCCCGCATCTGACCACCAGCGA

AATGGATTTTTGCATCGAGCTGGGTAATAAGCGTTGGCAATTTAACCGCCAGTCAGGCTTTCTTTCACAGATGTGGATTGGCGATAAAAAACAACTGCTG

ACGCCGCTGCGCGATCAGTTCACCCGTGCACCGCTGGATAACGACATTGGCGTAAGTGAAGCGACCCGCATTGACCCTAACGCCTGGGTCGAACGCTGGA

AGGCGGCGGGCCATTACCAGGCCGAAGCAGCGTTGTTGCAGTGCACGGCAGATACACTTGCTGATGCGGTGCTGATTACGACCGCTCACGCGTGGCAGCA

M e t G l y G l y S e r H i s H i s H i s H i s H i s H i s

GlyMetAlaSerMetThrGlyGlyGlnGlnMetGlyArgAspLeuTyrAspAspAspAspLysValProLysAspGlnLeuGlyValAspProValValL

euGlnArgArgAspTrpGluAsnProGlyVa lThrG lnLeuAsnArgLeuAlaAlaHisProProPheAlaSerTrpArgAsnSerG luG luAlaArgTh

rAspArgProSerG lnG lnLeuArgSerLeuAsnGlyG luTrpArgPheAlaTrpPheProAlaProG luAlaVa lProG luSerTrpLeuGluCysAsp

LeuProG luA laAspThrVa lVa lVa lP roSerAsnTrpG lnMetH isG lyTyrAspA laPro I l eTyrThrAsnVa lThrTyrPro I leThrVa lAsnP

roProPheVa lProThrG luAsnProThrG lyCysTyrSerLeuThrPheAsnVa lAspG luSerTrpLeuG lnG luG lyG lnThrArg I l e I lePheAs

pGlyValAsnSerAlaPheHisLeuTrpCysAsnGlyArgTrpValG lyTyrG lyGlnAspSerArgLeuProSerGluPheAspLeuSerAlaPheLeu

ArgAlaGlyGluAsnArgLeuAlaValMetValLeuArgTrpSerAspGlySerTyrLeuGluAspGlnAspMetTrpArgMetSerGly I lePheArgA

spVa lSerLeuLeuH isLysProThrThrG ln I leSerAspPheHisValAlaThrArgPheAsnAspAspPheSerArgAlaValLeuGluAlaGluVa

lG lnMetCysG lyG luLeuArgAspTyrLeuArgVa lThrVa lSerLeuTrpG lnG lyG luThrG lnVa lA laSerG lyThrA laProPheG lyG lyG lu

I l e I leAspGluArgGlyG lyTyrAlaAspArgValThrLeuArgLeuAsnValG luAsnProLysLeuTrpSerAlaG lu I leProAsnLeuTyrArgA

laVa lVa lG luLeuH i sThrA laAspG lyThrLeu I l eG luA laG luA laCysAspVa lG lyPheArgG luVa lArg I leGluAsnGlyLeuLeuLeuLe

uAsnGlyLysProLeuLeuI l eArgG lyVa lAsnArgH isG luH i sH i sP roLeuH isG lyG lnVa lMetAspG luG lnThrMetVa lG lnAsp I leLeu

LeuMetLysGlnAsnAsnPheAsnAlaValArgCysSerHisTyrProAsnHisProLeuTrpTyrThrLeuCysAspArgTyrGlyLeuTyrValValA

spG luA laAsn I leGluThrHisGlyMetValProMetAsnArgLeuThrAspAspProArgTrpLeuProAlaMetSerGluArgValThrArgMetVa

lG lnArgAspArgAsnHisProSerVal I l e I l eTrpSerLeuG lyAsnG luSerG lyH isG lyA laAsnH isAspA laLeuTyrArgTrp I leLysSer

Va lAspProSerArgProVa lG lnTyrG luG lyG lyG lyA laAspThrThrA laThrAsp I l e I leCysProMetTyrAlaArgValAspGluAspGlnP

roPheProA laVa lP roLysTrpSer I leLysLysTrpLeuSerLeuProG lyG luThrArgProLeu I leLeuCysG luTyrA laH isA laMetG lyAs

nSerLeuG lyG lyPheAlaLysTyrTrpG lnA laPheArgG lnTyrProArgLeuG lnG lyG lyPheVa lTrpAspTrpVa lAspG lnSerLeu I leLys

TyrAspGluAsnGlyAsnProTrpSerAlaTyrGlyGlyAspPheGlyAspThrProAsnAspArgGlnPheCysMetAsnGlyLeuValPheAlaAspA

rgThrP roH i sP roA laLeuThrG luA laLysH i sG lnG lnG lnPhePheG lnPheArgLeuSerG lyG lnThr I l eG luVa lThrSerG luTyrLeuPh

eArgHisSerAspAsnGluLeuLeuHisTrpMetVa lA laLeuAspGlyLysProLeuAlaSerG lyG luVa lProLeuAspVa lA laProG lnG lyLys

G lnLeu I l eG luLeuProG luLeuProG lnProG luSerA laG lyG lnLeuTrpLeuThrVa lArgVa lVa lG lnP roAsnA laThrA laTrpSerG luA

l a G l y H i s I l eSe rA laTrpG lnG lnTrpArgLeuA laG luAsnLeuSerVa lThrLeuProA laA laSerH i sA la I l eP roH i sLeuThrThrSerG l

uMetAspPheCysI leG luLeuGlyAsnLysArgTrpGlnPheAsnArgGlnSerG lyPheLeuSerG lnMetTrp I leGlyAspLysLysGlnLeuLeu

ThrProLeuArgAspGlnPheThrArgAlaProLeuAspAsnAspI l eG l yVa l Se rG l uA l aTh rA rg I leAspProAsnAlaTrpValG luArgTrpL

ysA laA laG lyH isTyrG lnA laG luA laA laLeuLeuG lnCysThrA laAspThrLeuA laAspA laVa lLeu I l eTh rTh rA l aH i sA l aT rpG l nH i
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TCAGGGGAAAACCTTATTTATCAGCCGGAAAACCTACCGGATTGATGGTAGTGGTCAAATGGCGATTACCGTTGATGTTGAAGTGGCGAGCGATACACCG

CATCCGGCGCGGATTGGCCTGAACTGCCAGCTGGCGCAGGTAGCAGAGCGGGTAAACTGGCTCGGATTAGGGCCGCAAGAAAACTATCCCGACCGCCTTA

CTGCCGCCTGTTTTGACCGCTGGGATCTGCCATTGTCAGACATGTATACCCCGTACGTCTTCCCGAGCGAAAACGGTCTGCGCTGCGGGACGCGCGAATT

GAATTATGGCCCACACCAGTGGCGCGGCGACTTCCAGTTCAACATCAGCCGCTACAGTCAACAGCAACTGATGGAAACCAGCCATCGCCATCTGCTGCAC

GCGGAAGAAGGCACATGGCTGAATATCGACGGTTTCCATATGGGGATTGGTGGCGACGACTCCTGGAGCCCGTCAGTATCGGCGGAATTACAGCTGAGCG

CCGGTCGCTACCATTACCAGTTGGTCTGGTGTCAAAAATAATAATCTAGTCGAGAATTCGCTAGCTCGACATGATAAGATACATTGATGAGTTTGGACAA

ACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAAC

CATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAAC

CTCTACAAATGTGGTAGATCCATTTAAATGTTAATTAACTAGCCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGA

AAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGAT

CAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCA

AGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAG

ACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTA

CAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGC

TTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCT

ATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTAATTAAATTTTTCAAAAGTAGTTGACAA

TTAATCATCGGCATAGTATATCGGCATAGTATAATACGACTCACTATAGGAGGGCCATCATGGCCAAGTTGACCAGTGCTGTCCCAGTGCTCACAGCCA

GGGATGTGGCTGGAGCTGTTGAGTTCTGGACTGACAGGTTGGGGTTCTCCAGAGATTTTGTGGAGGATGACTTTGCAGGTGTGGTCAGAGATGATGTCAC

CCTGTTCATCTCAGCAGTCCAGGACCAGGTGGTGCCTGACAACACCCTGGCTTGGGTGTGGGTGAGAGGACTGGATGAGCTGTATGCTGAGTGGAGTGAG

GTGGTCTCCACCAACTTCAGGGATGCCAGTGGCCCTGCCATGACAGAGATTGGAGAGCAGCCCTGGGGGAGAGAGTTTGCCCTGAGAGACCCAGCAGGCA

ACTGTGTGCACTTTGTGGCAGAGGAGCAGGACTGAGGATAAGAATTGTAACAAAAAACCCCGCCCCGGCGGGGTTTTTTGTTAATTAA

sG lnG lyLysThrLeuPhe I leSerArgLysThrTyrArg I l eAspG lySe rG lyG lnMetA la I l eThrVa lAspVa lG luVa lA laSerAspThrPro

H i sP roA l aA rg I leG lyLeuAsnCysGlnLeuAlaG lnVa lA laG luArgVa lAsnTrpLeuGlyLeuGlyProGlnG luAsnTyrProAspArgLeuT

hrAlaAlaCysPheAspArgTrpAspLeuProLeuSerAspMetTyrThrProTyrValPheProSerGluAsnGlyLeuArgCysGlyThrArgGluLe

uAsnTyrG lyProHisG lnTrpArgGlyAspPheGlnPheAsnI l eSerArgTyrSerG lnG lnG lnLeuMetG luThrSerH isArgH isLeuLeuH is

A laG luG luG lyThrTrpLeuAsn I leAspG lyPheH isMetG ly I l eG lyG lyAspAspSerTrpSerProSerVa lSerA laG luLeuG lnLeuSerA

laG lyArgTyrH isTyrG lnLeuVa lTrpCysG lnLys•••

MetA laLysLeuThrSerA laVa lP roVa lLeuThrA laA

rgAspValAlaGlyAlaValG luPheTrpThrAspArgLeuGlyPheSerArgAspPheValGluAspAspPheAlaGlyValValArgAspAspValTh

rLeuPhe I leSerA laVa lG lnAspG lnVa lVa lP roAspAsnThrLeuAlaTrpVa lTrpVa lArgG lyLeuAspG luLeuTyrA laG luTrpSerG lu

Va lVa lSerThrAsnPheArgAspAlaSerG lyProAlaMetThrG lu I l eG lyG luG lnProTrpG lyArgG luPheA laLeuArgAspProA laG lyA

snCysVa lH isPheVa lA laG luG luG lnAsp•••
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