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Bsp120I (7)
EcoO109I (7)
Pstl (6) Smal (46) BspEI (83)
Sdal (6) Spel (13) EcoNI (32) Srfl (46) Acc651 (77)
1 CCTGCAGGGCCCACTAGTGTCCCCACGCCTCCAGCAGGGGACGCCCGGGCTGGGGGCGGGGAGTCAGACCGCGCCTGGTACCATCCGGACAAAGCCTGCG

101 CGCGCCCCGCCCCGCCATTGGCCGTACCGLCCCGLGLLCGLCCGLCCCCATCLLCGLLLLTCGCCGCCGGATCCGGCGCGTTAAAGCCAATAGGAACCGCCGCC

Mfel (227)
201 GTTGTTCCCGTCACGGCCGGGGCAGCCAATTGTGGCGGCGCTCGGCGGCTCGTGGCTCTTTCGCGGCAAAAAGGATTTGGCGCGTAAAAGTGGCCGGGAC

Bsp120I (363)
EcoNI (345) Stul  (351) Ncol (359) Smal (393)
301 TTTGCAGGCAGCGGCGGCCGGGGGCGGAGCGGGATCGAGCCCTCGCCGAGGCCTGCCGCCATGGGCCCGCGCCGCCGCCGCCGCCTGTCACCLCGGGLCGC

BspHI (415) Nhel (453)
401 GCGGGCCGTGAGCGTCATGAG CGGTTCTCATCATCATCATCATCATGGTATGGCTAGCATGACTGGTGGACAGCAAATGGGTCGGGATCTGTACGACGAT
MetSerGlySerHisHisHisHisHisHi sGl yMe tAl aSer Me tThr Gl yGl yGI nGlI nMe tGl yArgAspLeuTyrAspAsp
Bsu36l (514)
Acc65I (509)
501 GACGATAAGGTACCTAAGGATCAGCTTGGAGTTGATCCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAG
29k AspAspLysVal ProLysAspGlnLeuGl yValAspProVal Val LeuGl nArgArgAspTrpGl uAsnProGlyVal Thr Gl nLeuAsnArgLeuAl aA
Fspl (669)
601 CACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGCGCTTTGCCTG
62F | aHi sProProPheAl aSer TrpArgAsnSer Gl uGl uAl aArgThrAspArgProSer GI nGl nLeuArgSer LeuAsnGl yGl uTrpArgPheAl aTr
Bsu361 (751)
701 GTTTCCGGCACCAGAAGCGGTGCCGGAAAGCTGGCTGGAGTGCGATCTTCCTGAGGCCGATACTGTCGTCGTCCCCTCAAACTGGCAGATGCACGGTTAC
95k pPheProAl aProGluAlaVal ProGluSer TrpLeuGl uCysAspLeuProGluAl aAspThrVal ValValProSerAsnTrpGlnMetHisGlyTyr
801 GATGCGCCCATCTACACCAACGTAACCTATCCCATTACGGTCAATCCGCCGTTTGTTCCCACGGAGAATCCGACGGGTTGTTACTCGCTCACATTTAATG
129k AspAlaProl leTyrThrAsnVal Thr TyrProl |l eThr ValAsnProProPheValProThr GluAsnProThr Gl yCysTyrSer LeuThr PheAsnV
901 TTGATGAAAGCTGGCTACAGGAAGGCCAGACGCGAATTATTTTTGATGGCGTTAACTCGGCGTTTCATCTGTGGTGCAACGGGCGCTGGGTCGGTTACGG
162F al AspGluSer TrpLeuGlI nGluGl yGInThrArgl lel | ePheAspGlyValAsnSer Al aPheHisLeuTrpCysAsnGlyArgTrpVal GlyTyrGl
1001 CCAGGACAGTCGTTTGCCGTCTGAATTTGACCTGAGCGCATTTTTACGCGCCGGAGAAAACCGCCTCGCGGTGATGGTGCTGCGTTGGAGTGACGGCAGT
195k yGl nAspSerArgLeuP roSer Gl uPheAspLeuSer Al aPheLeuArgAl aGl yGl uAsnArgLeuAl aValMetVal LeuArgTrpSerAspGlySer
AatIl (1150)
1101 TATCTGGAAGATCAGGATATGTGGCGGATGAGCGGCATTTTCCGTGACGTCTCGTTGCTGCATAAACCGACTACACAAATCAGCGATTTCCATGTTGCCA
229k TyrLeuGl uAspGl nAspMe tTrpArgMetSer Gl yl | ePheArgAspVal Ser LeuLeuHi sLysProThr ThrGInl | eSerAspPheHisValAlaT
1201 CTCGCTTTAATGATGATTTCAGCCGCGCTGTACTGGAGGCTGAAGTTCAGATGTGCGGCGAGTTGCGTGACTACCTACGGGTAACAGTTTCTTTATGGCA
262F hr ArgPheAsnAspAspPheSerArgAl aVal LeuGl uAl aGluVal Gl nMetCysGl yGl uLeuArgAspTyrLeuArgVal Thr Val Ser LeuT rpGl
Clal (1351)
1301 GGGTGAAACGCAGGTCGCCAGCGGCACCGCGCCTTTCGGCGGTGAAATTATCGATGAGCGTGGTGGTTATGCCGATCGCGTCACACTACGTCTGAACGTC
295k nGlyGluThrGlnValAl aSer Gl yThr Al aProPheGl yGlyGlul I el | eAspGl uArgGl yGlyTyrAl aAspArgVal Thr LeuArgLeuAsnVal
1401 GAAAACCCGAAACTGTGGAGCGCCGAAATCCCGAATCTCTATCGTGCGGTGGTTGAACTGCACACCGCCGACGGCACGCTGATTGAAGCAGAAGCCTGCG
329k Gl uAsnProLysLeuTrpSerAlaGlul leProAsnLeuTyrArgAlaVal Val GluLeuHi sThr Al aAspGlyThr Leul | eGl uAl aGl uAl aCysA
1501 ATGTCGGTTTCCGCGAGGTGCGGATTGAAAATGGTCTGCTGCTGCTGAACGGCAAGCCGTTGCTGATTCGAGGCGTTAACCGTCACGAGCATCATCCTCT
362FspVal Gl yPheArgGluValArgl | eGluAsnGlyLeulLeuLeuLeuAsnGlyLysProlLeulLeul | eArgGlyValAsnArgHisGluHisHisProlLe
EcoRV (1640)
1601 GCATGGTCAGGTCATGGATGAGCAGACGATGGTGCAGGATATCCTGCTGATGAAGCAGAACAACTTTAACGCCGTGCGCTGTTCGCATTATCCGAACCAT
395k uHi sGl yGl nValMe tAspGl uGl nThrMetVal Gl nAspl | eLeuLeuMe tLysGl nAsnAsnPheAsnAl aValArgCysSerHisTyrProAsnHis
Dralll (1717) Sspl  (1757)
1701 CCGCTGTGGTACACGCTGTGCGACCGCTACGGCCTGTATGTGGTGGATGAAGCCAATATTGAAACCCACGGCATGGTGCCAATGAATCGTCTGACCGATG
429k ProLeuTrpTyrThrLeuCysAspArgTyrGlyLeuTyrVal ValAspGluAl aAsnlleGluThrHisGlyMetValProMetAsnArgLeuThrAspA
BsaBI (1853)
1801 ATCCGCGCTGGCTACCGGCGATGAGCGAACGCGTAACGCGAATGGTGCAGCGCGATCGTAATCACCCGAGTGTGATCATCTGGTCGCTGGGGAATGAATC
462F spProArgTrpLeuProAl aMetSer Gl uArgVal ThrArgMetVal Gl nArgAspArgAsnHisProSerVal |l lel leTrpSerLeuGl yAsnGluSe
1901 AGGCCACGGCGCTAATCACGACGCGCTGTATCGCTGGATCAAATCTGTCGATCCTTCCCGCCCGGTGCAGTATGAAGGCGGCGGAGCCGACACCACGGCC
495k r Gl yHi sGl yAl aAsnHi sAspAl aLeuTyrArgTrpl leLysSer ValAspProSerArgProVal GInTyrGluGlyGlyGl yAl aAspThr ThrAl a
Bbsl (2044)
2001 ACCGATATTATTTGCCCGATGTACGCGCGCGTGGATGAAGACCAGCCCTTCCCGGCTGTGCCGAAATGGTCCATCAAAAAATGGCTTTCGCTACCTGGAG
529k ThrAspllel leCysProMetTyrAl aArgVal AspGl uAspGl nProPheProAlaValProLysTrpSer|lelLysLysTrpLeuSerLeuProGlyG
2101 AGACGCGCCCGCTGATCCTTTGCGAATACGCCCACGCGATGGGTAACAGTCTTGGCGGTTTCGCTAAATACTGGCAGGCGTTTCGTCAGTATCCCCGTTT
562F luThrArgProLeul | eLeuCysGluTyrAl aHi sAl aMe tGl yAsnSer LeuGl yGl yPheAl aLysTyrTrpGl nAl aPheArgGlnTyrProArglLe
2201 ACAGGGCGGCTTCGTCTGGGACTGGGTGGATCAGTCGCTGATTAAATATGATGAAAACGGCAACCCGTGGTCGGCTTACGGCGGTGATTTTGGCGATACG
595k uGl nGl yGl yPheVal TrpAspTrpValAspGlnSerLeul | eLysTyrAspGl uAsnGlyAsnProTrpSerAl aTyrGlyGl yAspPheGl yAspThr
Ecod7III (2362)
2301 CCGAACGATCGCCAGTTCTGTATGAACGGTCTGGTCTTTGCCGACCGCACGCCGCATCCAGCGCTGACGGAAGCAAAACACCAGCAGCAGTTTTTCCAGT
629k ProAsnAspArgGl nPheCysMetAsnGlyLeuVal PheAl aAspArgThr ProHi sProAlaLeuThr Gl uAl aLysHi sGl nGlI nGl nPhePheGl nP
Sacl (2467)

2401 TCCGTTTATCCGGGCAAACCATCGAAGTGACCAGCGAATACCTGTTCCGTCATAGCGATAACGAGCTCCTGCACTGGATGGTGGCGCTGGATGGTAAGCC
662k heArgLeuSer Gl yGInThr I 1eGluVal Thr Ser GluTyrLeuPheArgHi sSerAspAsnGluLeuLeuHisTrpMetValAl aLeuAspGlyLysPr
2501 GCTGGCAAGCGGTGAAGTGCCTCTGGATGTCGCTCCACAAGGTAAACAGTTGATTGAACTGCCTGAACTACCGCAGCCGGAGAGCGCCGGGCAACTCTGG
695k oLeuAl aSer Gl yGluValProLeuAspValAlaProGlnGlyLysGlnLeul | eGluLeuProGluLeuProGlnProGluSerAlaGlyGlnLeuTrp
2601 CTCACAGTACGCGTAGTGCAACCGAACGCGACCGCATGGTCAGAAGCCGGGCACATCAGCGCCTGGCAGCAGTGGCGTCTGGCGGAAAACCTCAGTGTGA
729k LeuThrValArgVal Val GInProAsnAl aThrAlaTrpSer GluAl aGlyHis| | eSer Al aTrpGInGlnTrpArgLeuAl aGl uAsnLeuSerVal T



LeuThrValArgVal Val Gl nProAsnAlaThrAlaTrpSer GluAlaGlyHisl leSerAlaTrpGlInGInTrpArgLeuAl aGluAsnLeuSerVal T

.. CGCTCCCCGCCGCGTCCCACGCCATCCCGCATCTGACCACCAGCGAAATGGATTTTTGCATCGAGCTGGGTAATAAGCGTTGGCAATTTAACCGCCAGTC

762k hr LeuProAl aAl aSerHisAlal | eProHisLeuThr Thr Ser Gl uMe tAspPheCys| | eGluLeuGl yAsnLysArgTrpGl nPheAsnArgGl nSe

2801 AGGCTTTCTTTCACAGATGTGGATTGGCGATAAAAAACAACTGCTGACGCCGCTGCGCGATCAGTTCACCCGTGCACCGCTGGATAACGACATTGGCGTA

795k r Gl yPheLeuSer GInMetTrpl | eGl yAspLysLysGl nLeuLeuThr ProLeuArgAspGl nPheThrArgAl aProLeuAspAsnAspl | eGlyVal

2901 AGTGAAGCGACCCGCATTGACCCTAACGCCTGGGTCGAACGCTGGAAGGCGGCGGGCCATTACCAGGCCGAAGCAGCGTTGTTGCAGTGCACGGCAGATA

829k Ser Gl uAlaThrArgl | eAspProAsnAl aTrpVal GluArgTrpLysAl aAl aGl yHi sTyrGl nAl aGl uAl aAl aLeuLeuGl nCysThrAl aAspT

3001 CACTTGCTGATGCGGTGCTGATTACGACCGCTCACGCGTGGCAGCATCAGGGGAAAACCTTATTTATCAGCCGGAAAACCTACCGGATTGATGGTAGTGG

862F hr LeuAl aAspAl aValLeul | eThr Thr Al aHi sAl aTrpGl nHisGInGlyLysThrLeuPhel l eSerArgLysThr TyrArgl | eAspGlySer Gl

3101 TCAAATGGCGATTACCGTTGATGTTGAAGTGGCGAGCGATACACCGCATCCGGCGCGGATTGGCCTGAACTGCCAGCTGGCGCAGGTAGCAGAGCGGGTA

895k yGInMetAlal leThrValAspVal GluValAl aSerAspThrProHi sProAlaArgl |l eGlyLeuAsnCysGlnLeuAl aGlnvValAlaGluArgVal

Bst11071  (3289)
BspLU11I (3286) BsiWI (3297)
3201 AACTGGCTCGGATTAGGGCCGCAAGAAAACTATCCCGACCGCCTTACTGCCGCCTGTTTTGACCGCTGGGATCTGCCATTGTCAGACATGTATACCCCGT
929FAsnTrpLeuGlyLeuGlyProGl nGluAsnTyrProAspArgLeuThr Al aAl aCysPheAspArgTrpAspLeuProLeuSerAspMetTyrThrProT
BbsI (3296)
3301 ACGTCTTCCCGAGCGAAAACGGTCTGCGCTGCGGGACGCGCGAATTGAATTATGGCCCACACCAGTGGCGCGGCGACTTCCAGTTCAACATCAGCCGCTA
962F yrVval PheProSer Gl uAsnGl yLeuArgCysGl yThrArgGluLeuAsnTyrGlyProHisGInTrpArgGl yAspPheGl nPheAsnl leSerArgTy
Ndel (3484)
3401 CAGTCAACAGCAACTGATGGAAACCAGCCATCGCCATCTGCTGCACGCGGAAGAAGGCACATGGCTGAATATCGACGGTTTCCATATGGGGATTGGTGGC
995k r Ser GI nGI nGl nLeuMe tGl uThr Ser Hi sArgHi sLeuLeuHi sAl aGl uGl uGl yThr TrpLeuAsn| | eAspGl yPheHisMetGlyl | eGl yGly
EcoRI (3600)

3501 GACGACTCCTGGAGCCCGTCAGTATCGGCGGAATTACAGCTGAGCGCCGGTCGCTACCATTACCAGTTGGTCTGGTGTCAAAAATAATAATCTAGTCGAG

1029k AspAspSer TrpSerProSer Val Ser Al aGl uLeuGl nLeuSer Al aGl yArgTyrHisTyrGlnLeuVal TrpCysGlnLyseee
Nhel (3606)
3601 AATTCGCTAGCTCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCT

Mfel (3780)
3701 ATTGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTT

Dral (3868)
Dral (3829) Swal (3871)
3801 TCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTAGATCCATTTAAATGTTAATTAACTAGCCATGACCAAAA
| .

3901 TCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTT

4001 GCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATA

4101 CCAAATACTGTTCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGG

4201 CTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCAC

4301 ACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGG

4401 TATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCT

4501 GACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCC

BspLU11I (4609) Asel  (4647)
4601 TTTTGCTCACATGTTCTTAATTAAATTTTTCAAAAGTAGTTGACAATTAATCATCGGCATAGTATATCGGCATAGTATAATACGACTCACTATAGGAGGG
|- |-

Mscl (4709)
4701 CCATCATGGCCAAGTTGACCAGTGCTGTCCCAGTGCTCACAGCCAGGGATGTGGCTGGAGCTGTTGAGTTCTGGACTGACAGGTTGGGGTTCTCCAGAGA
1#MetAlaLysLeuThrSerAlaValProValLeuThrAlaArgAspValAlaGlyAlaVal GluPheTrpThrAspArglLeuGlyPheSerArgAs
4801 TTTTGTGGAGGATGACTTTGCAGGTGTGGTCAGAGATGATGTCACCCTGTTCATCTCAGCAGTCCAGGACCAGGTGGTGCCTGACAACACCCTGGCTTGG
32F pPheVal Gl uAspAspPheAl aGl yVal ValArgAspAspVal Thr LeuPhel | eSer Al aVal Gl nAspGl nVal Val ProAspAsnThr LeuAl aTrp
4901 GTGTGGGTGAGAGGACTGGATGAGCTGTATGCTGAGTGGAGTGAGGTGGTCTCCACCAACTTCAGGGATGCCAGTGGCCCTGCCATGACAGAGATTGGAG
66k Val TrpValArgGlyLeuAspGluLeuTyrAl aGluTrpSerGluVal Val Ser ThrAsnPheArgAspAl aSer Gl yProAl aMetThr Gl ul | eGlyG
Dralll (5059)
5001 AGCAGCCCTGGGGGAGAGAGTTTGCCCTGAGAGACCCAGCAGGCAACTGTGTGCACTTTGTGGCAGAGGAGCAGGACTGAG
99k | uGInProTrpGl yArgGl uPheAl aLeuArgAspP roAl aGl yAsnCysVal Hi sPheValAl aGl uGl uGl nAspeee
Eco01091 (5107)
5101

-
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