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CCTGCAGGGCCTGAAATAACCTCTGAAAGAGGAACTTGGTTAGGTACCTTCTGAGGCTGAAAGAACCAGCTGTGGAATGTGTGTCAGTTAGGGTGTGGAA

AGTCCCCAGGCTCCCCAGCAGGCAGAAGTATGCAAAGCATGCATCTCAATTAGTCAGCAACCAGGTGTGGAAAGTCCCCAGGCTCCCCAGCAGGCAGAAG

TATGCAAAGCATGCATCTCAATTAGTCAGCAACCATAGTCCCACTAGTTCCAGATGGCAAACATACACAAGGGATTCAGTCAAACAATTTTTTGGCAAGA

ATGCTATGAATTTTGTAATCACTTATGAACCAATGAAATACAAAGATGAGTCTAGTTAATAATCTACAATTATTGGCTAAAGAAGTATATTAGTGCTGAT

TTCCCTCTATCATACTATCTTTTCTATCAACCCCACAAAACTTTGGCACCATGGGGGGTTCTCATCATCATCATCATCATGGTATGGCTAGCATGACTGG

TGGACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGGTACCTAAGGATCAGCTTGGAGTTGATCCCGTCGTTTTACAACGTCGTGACTGGGAA

AACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGT

TGCGCAGCCTGAATGGCGAATGGCGCTTTGCCTGGTTTCCGGCACCAGAAGCGGTGCCGGAAAGCTGGCTGGAGTGCGATCTTCCTGAGGCCGATACTGT

CGTCGTCCCCTCAAACTGGCAGATGCACGGTTACGATGCGCCCATCTACACCAACGTAACCTATCCCATTACGGTCAATCCGCCGTTTGTTCCCACGGAG

AATCCGACGGGTTGTTACTCGCTCACATTTAATGTTGATGAAAGCTGGCTACAGGAAGGCCAGACGCGAATTATTTTTGATGGCGTTAACTCGGCGTTTC

ATCTGTGGTGCAACGGGCGCTGGGTCGGTTACGGCCAGGACAGTCGTTTGCCGTCTGAATTTGACCTGAGCGCATTTTTACGCGCCGGAGAAAACCGCCT

CGCGGTGATGGTGCTGCGTTGGAGTGACGGCAGTTATCTGGAAGATCAGGATATGTGGCGGATGAGCGGCATTTTCCGTGACGTCTCGTTGCTGCATAAA

CCGACTACACAAATCAGCGATTTCCATGTTGCCACTCGCTTTAATGATGATTTCAGCCGCGCTGTACTGGAGGCTGAAGTTCAGATGTGCGGCGAGTTGC

GTGACTACCTACGGGTAACAGTTTCTTTATGGCAGGGTGAAACGCAGGTCGCCAGCGGCACCGCGCCTTTCGGCGGTGAAATTATCGATGAGCGTGGTGG

TTATGCCGATCGCGTCACACTACGTCTGAACGTCGAAAACCCGAAACTGTGGAGCGCCGAAATCCCGAATCTCTATCGTGCGGTGGTTGAACTGCACACC

GCCGACGGCACGCTGATTGAAGCAGAAGCCTGCGATGTCGGTTTCCGCGAGGTGCGGATTGAAAATGGTCTGCTGCTGCTGAACGGCAAGCCGTTGCTGA

TTCGAGGCGTTAACCGTCACGAGCATCATCCTCTGCATGGTCAGGTCATGGATGAGCAGACGATGGTGCAGGATATCCTGCTGATGAAGCAGAACAACTT

TAACGCCGTGCGCTGTTCGCATTATCCGAACCATCCGCTGTGGTACACGCTGTGCGACCGCTACGGCCTGTATGTGGTGGATGAAGCCAATATTGAAACC

CACGGCATGGTGCCAATGAATCGTCTGACCGATGATCCGCGCTGGCTACCGGCGATGAGCGAACGCGTAACGCGAATGGTGCAGCGCGATCGTAATCACC

CGAGTGTGATCATCTGGTCGCTGGGGAATGAATCAGGCCACGGCGCTAATCACGACGCGCTGTATCGCTGGATCAAATCTGTCGATCCTTCCCGCCCGGT

GCAGTATGAAGGCGGCGGAGCCGACACCACGGCCACCGATATTATTTGCCCGATGTACGCGCGCGTGGATGAAGACCAGCCCTTCCCGGCTGTGCCGAAA

MetG l yG l ySe rH i sH i sH i sH i sH i sH i sG l yMetA l aSe rMetTh rG l

yGlyGlnGlnMetGlyArgAspLeuTyrAspAspAspAspLysValProLysAspGlnLeuGlyValAspProValValLeuGlnArgArgAspTrpGlu

AsnProG lyVa lThrG lnLeuAsnArgLeuAlaA laH isProProPheAlaSerTrpArgAsnSerG luG luA laArgThrAspArgProSerG lnG lnL

euArgSerLeuAsnGlyGluTrpArgPheAlaTrpPheProAlaProGluAlaVa lProGluSerTrpLeuGluCysAspLeuProGluAlaAspThrVa

lVa lVa lP roSerAsnTrpG lnMetH i sG lyTyrAspA laP ro I l eTyrThrAsnVa lThrTyrPro I l eThrVa lAsnProProPheVa lP roThrG lu

AsnProThrG lyCysTyrSerLeuThrPheAsnVa lAspGluSerTrpLeuGlnG luG lyG lnThrArg I l e I lePheAspGlyValAsnSerAlaPheH

isLeuTrpCysAsnGlyArgTrpValG lyTyrGlyGlnAspSerArgLeuProSerGluPheAspLeuSerAlaPheLeuArgAlaGlyGluAsnArgLe

uAlaValMetValLeuArgTrpSerAspGlySerTyrLeuGluAspGlnAspMetTrpArgMetSerGly I lePheArgAspValSerLeuLeuHisLys

P roTh rTh rG ln I leSerAspPheHisVa lA laThrArgPheAsnAspAspPheSerArgAlaValLeuGluAlaGluValG lnMetCysGlyGluLeuA

rgAspTyrLeuArgVa lTh rVa lSe rLeuTrpG lnG lyG luThrG lnVa lA laSe rG lyThrA laP roPheG lyG lyG lu I l e I l eAspG luArgG lyG l

yTyrAlaAspArgValThrLeuArgLeuAsnValG luAsnProLysLeuTrpSerAlaGlu I l eProAsnLeuTyrArgA laVa lVa lG luLeuH isThr

A laAspG lyThrLeu I l eG luA laG luA laCysAspVa lG lyPheArgG luVa lArg I leGluAsnGlyLeuLeuLeuLeuAsnGlyLysProLeuLeuI

l eArgG lyVa lAsnArgH isG luH i sH i sP roLeuH isG lyG lnVa lMetAspG luG lnThrMetVa lG lnAsp I leLeuLeuMetLysGlnAsnAsnPh

eAsnAlaValArgCysSerHisTyrProAsnHisProLeuTrpTyrThrLeuCysAspArgTyrG lyLeuTyrVa lVa lAspGluAlaAsn I l eG l uTh r

HisGlyMetValProMetAsnArgLeuThrAspAspProArgTrpLeuProAlaMetSerGluArgValThrArgMetValGlnArgAspArgAsnHisP

roSerVa l I l e I l eTrpSerLeuG lyAsnG luSerG lyH isG lyA laAsnH isAspA laLeuTyrArgTrp I leLysSerValAspProSerArgProVa

lG lnTy rG luG lyG lyG lyA laAspThrTh rA laTh rAsp I l e I leCysProMetTyrAlaArgVa lAspGluAspGlnProPheProAlaVa lProLys
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TGGTCCATCAAAAAATGGCTTTCGCTACCTGGAGAGACGCGCCCGCTGATCCTTTGCGAATACGCCCACGCGATGGGTAACAGTCTTGGCGGTTTCGCTA

AATACTGGCAGGCGTTTCGTCAGTATCCCCGTTTACAGGGCGGCTTCGTCTGGGACTGGGTGGATCAGTCGCTGATTAAATATGATGAAAACGGCAACCC

GTGGTCGGCTTACGGCGGTGATTTTGGCGATACGCCGAACGATCGCCAGTTCTGTATGAACGGTCTGGTCTTTGCCGACCGCACGCCGCATCCAGCGCTG

ACGGAAGCAAAACACCAGCAGCAGTTTTTCCAGTTCCGTTTATCCGGGCAAACCATCGAAGTGACCAGCGAATACCTGTTCCGTCATAGCGATAACGAGC

TCCTGCACTGGATGGTGGCGCTGGATGGTAAGCCGCTGGCAAGCGGTGAAGTGCCTCTGGATGTCGCTCCACAAGGTAAACAGTTGATTGAACTGCCTGA

ACTACCGCAGCCGGAGAGCGCCGGGCAACTCTGGCTCACAGTACGCGTAGTGCAACCGAACGCGACCGCATGGTCAGAAGCCGGGCACATCAGCGCCTGG

CAGCAGTGGCGTCTGGCGGAAAACCTCAGTGTGACGCTCCCCGCCGCGTCCCACGCCATCCCGCATCTGACCACCAGCGAAATGGATTTTTGCATCGAGC

TGGGTAATAAGCGTTGGCAATTTAACCGCCAGTCAGGCTTTCTTTCACAGATGTGGATTGGCGATAAAAAACAACTGCTGACGCCGCTGCGCGATCAGTT

CACCCGTGCACCGCTGGATAACGACATTGGCGTAAGTGAAGCGACCCGCATTGACCCTAACGCCTGGGTCGAACGCTGGAAGGCGGCGGGCCATTACCAG

GCCGAAGCAGCGTTGTTGCAGTGCACGGCAGATACACTTGCTGATGCGGTGCTGATTACGACCGCTCACGCGTGGCAGCATCAGGGGAAAACCTTATTTA

TCAGCCGGAAAACCTACCGGATTGATGGTAGTGGTCAAATGGCGATTACCGTTGATGTTGAAGTGGCGAGCGATACACCGCATCCGGCGCGGATTGGCCT

GAACTGCCAGCTGGCGCAGGTAGCAGAGCGGGTAAACTGGCTCGGATTAGGGCCGCAAGAAAACTATCCCGACCGCCTTACTGCCGCCTGTTTTGACCGC

TGGGATCTGCCATTGTCAGACATGTATACCCCGTACGTCTTCCCGAGCGAAAACGGTCTGCGCTGCGGGACGCGCGAATTGAATTATGGCCCACACCAGT

GGCGCGGCGACTTCCAGTTCAACATCAGCCGCTACAGTCAACAGCAACTGATGGAAACCAGCCATCGCCATCTGCTGCACGCGGAAGAAGGCACATGGCT

GAATATCGACGGTTTCCATATGGGGATTGGTGGCGACGACTCCTGGAGCCCGTCAGTATCGGCGGAATTACAGCTGAGCGCCGGTCGCTACCATTACCAG

TTGGTCTGGTGTCAAAAATAATAATCTAGTCGAGAATTCGCTAGCTCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTG

AAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAAC

AAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTAGATC

CATTTAAATGTTAATTAACTAGCCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTT

GAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTT

TCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCT

ACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGG

CGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAG

CGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGG

TATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACG

TrpSer I leLysLysTrpLeuSerLeuProG lyG luThrArgProLeu I leLeuCysG luTyrA laH isA laMetG lyAsnSerLeuG lyG lyPheAlaL

ysTyrTrpG lnA laPheArgG lnTyrProArgLeuGlnG lyG lyPheVa lTrpAspTrpVa lAspG lnSerLeu I leLysTyrAspGluAsnGlyAsnPr

oTrpSerAlaTyrGlyGlyAspPheGlyAspThrProAsnAspArgGlnPheCysMetAsnGlyLeuValPheAlaAspArgThrProHisProAlaLeu

ThrG luA laLysH isG lnG lnG lnPhePheG lnPheArgLeuSerG lyG lnThr I leG luVa lThrSerG luTyrLeuPheArgHisSerAspAsnGluL

euLeuH isTrpMetVa lA laLeuAspG lyLysProLeuAlaSerG lyG luVa lProLeuAspVa lA laProG lnG lyLysG lnLeu I l eG luLeuProG l

uLeuProG lnP roG luSe rA laG lyG lnLeuTrpLeuThrVa lArgVa lVa lG lnP roAsnA laThrA laT rpSerG luA laG lyH i s I l eSe rA laT rp

G lnG lnTrpArgLeuA laG luAsnLeuSerVa lThrLeuProA laA laSerH i sA la I leProHisLeuThrThrSerG luMetAspPheCys I l eG l uL

euGlyAsnLysArgTrpGlnPheAsnArgGlnSerGlyPheLeuSerGlnMetTrp I leGlyAspLysLysGlnLeuLeuThrProLeuArgAspGlnPh

eThrArgAlaProLeuAspAsnAspI l eG l yVa l Se rG l uA l aTh rA rg I l eAspProAsnA laTrpVa lG luArgTrpLysA laA laG lyH isTyrG ln

A laG luA laA laLeuLeuG lnCysThrA laAspThrLeuAlaAspAlaVa lLeu I l eTh rTh rA l aH i sA l aT rpG lnH i sG lnG l yLysTh rLeuPhe I

leSerArgLysThrTyrArg I l eAspG lySe rG lyG lnMetA la I l eThrVa lAspVa lG luVa lA laSerAspThrP roH i sP roA laArg I l eG lyLe

uAsnCysGlnLeuAlaGlnValAlaGluArgValAsnTrpLeuGlyLeuGlyProGlnGluAsnTyrProAspArgLeuThrAlaAlaCysPheAspArg

TrpAspLeuProLeuSerAspMetTyrThrProTyrValPheProSerGluAsnGlyLeuArgCysGlyThrArgGluLeuAsnTyrGlyProHisGlnT

rpArgGlyAspPheGlnPheAsnI l eSerArgTyrSerG lnG lnG lnLeuMetG luThrSerH i sArgH isLeuLeuH isA laG luG luG lyThrTrpLe

uAsnI leAspG lyPheH isMetG ly I l eG lyG lyAspAspSerTrpSerP roSerVa lSerA laG luLeuG lnLeuSerA laG lyArgTyrH i sTyrG ln

LeuValTrpCysGlnLys•••
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B s t 1 1 0 7 I  ( 3 3 2 4 )

Bs iWI  (3332)

NdeI  (3519)
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CGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTAATTAAATTTTTCAAAAGTAGTTGACAATTAATCATCGGCATAGTATA

TCGGCATAGTATAATACGACTCACTATAGGAGGGCCATCATGGCCAAGTTGACCAGTGCTGTCCCAGTGCTCACAGCCAGGGATGTGGCTGGAGCTGTTG

AGTTCTGGACTGACAGGTTGGGGTTCTCCAGAGATTTTGTGGAGGATGACTTTGCAGGTGTGGTCAGAGATGATGTCACCCTGTTCATCTCAGCAGTCCA

GGACCAGGTGGTGCCTGACAACACCCTGGCTTGGGTGTGGGTGAGAGGACTGGATGAGCTGTATGCTGAGTGGAGTGAGGTGGTCTCCACCAACTTCAGG

GATGCCAGTGGCCCTGCCATGACAGAGATTGGAGAGCAGCCCTGGGGGAGAGAGTTTGCCCTGAGAGACCCAGCAGGCAACTGTGTGCACTTTGTGGCAG

AGGAGCAGGACTGAGGATAAGAATTGAGTTTCAGAAAAGGGGGCCTGAGTGGCCCCTTTTTTCAACTTAATTAA

MetA laLysLeuThrSerA laVa lP roVa lLeuThrA laArgAspVa lA laG lyA laVa lG

luPheTrpThrAspArgLeuGlyPheSerArgAspPheValGluAspAspPheAlaGlyValValArgAspAspValThrLeuPheI l eSe rA l aVa lG l

nAspGlnVa lVa lProAspAsnThrLeuAlaTrpValTrpVa lArgGlyLeuAspGluLeuTyrAlaG luTrpSerG luVa lVa lSerThrAsnPheArg

AspA laSerG lyP roA laMetThrG lu I l eG lyG luG lnProTrpG lyArgG luPheA laLeuArgAspProA laG lyAsnCysVa lH isPheVa lA laG

luGluGlnAsp•••

BspLU11I (4644) AseI  (4682 )

SfiI (4733) MscI  (4744 )

DraIII (5094)

EcoO109I (5142)
SfiI (5142)
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