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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACCGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACAAACAGTAGTTGACAATTAATCATCGGCATAGTATATCGGCATAGTATAATACGAC

TCACTATAGGAGGGCCATCATGAAGACCTTCAACATCTCCCAGCAGGATCTAGAATTAGTAGAAGTAGCGACAGAGAAGATTACAATGCTTTATGAGGAT

AATAAACATCATGTGGGAGCGGCAATTCGTACGAAAACAGGAGAAATCATTTCGGCAGTACATATTGAAGCGTATATAGGACGAGTAACTGTTTGTGCAG

AAGCCATTGCGATTGGTAGTGCAGTTTCGAATGGACAAAAGGATTTTGACACGATTGTAGCTGTTAGACACCCTTATTCTGACGAAGTAGATAGAAGTAT

TCGAGTGGTAAGTCCTTGTGGTATGTGTAGGGAGTTGATTTCAGACTATGCACCAGATTGTTTTGTGTTAATAGAAATGAATGGCAAGTTAGTCAAAACT

ACGATTGAAGAACTCATTCCACTCAAATATACCCGAAATTAAAAGAATTCGCTAGCTCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACT

AGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAG

CTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAA

TGTGGTAGATCCATTTAAATGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATA

GGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAG

CTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCAT AGCTCACGCTG

TAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGT

CTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCT

TGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTG

ATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTT

TCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGCATGAGACAATAACCCTGATAAATGCTTCAATAATATTGAAAA

AGGAAGAGTATGAGTATTCAACATTTCCGTGTCGCCCTTATTCCCTTTTTTGCGGCATTTTGCCTTCCTGTTTTTGCTCACCCAGAAACGCTGGTGAAAG

TAAAAGATGCTGAAGATCAGTTGGGTGCACGAGTGGGTTACATCGAACTGGATCTCAACAGCGGTAAGATCCTTGAGAGTTTTCGCCCCGAAGAACGTTT

TCCAATGATGAGCACTTTTAAAGTTCTGCTATGTGGCGCGGTATTATCCCGTATTGACGCCGGGCAAGAGCAACTCGGTCGCCGCATACACTATTCTCAG

AATGACTTGGTTGAGTACTCACCAGTCACAGAAAAGCATCTTACGGATGGCATGACAGTAAGAGAATTATGCAGTGCTGCCATAACCATGAGTGATAACA

CTGCGGCCAACTTACTTCTGACAACGATCGGAGGACCGAAGGAGCTAACCGCTTTTTTGCACAACATGGGGGATCATGTAACTCGCCTTGATCGTTGGGA

ACCGGAGCTGAATGAAGCCATACCAAACGACGAGCGTGACACCACGATGCCTGTAGCAATGGCAACAACGTTGCGCAAACTATTAACTGGCGAACTACTT

ACTCTAGCTTCCCGGCAACAATTAATAGACTGGATGGAGGCGGATAAAGTTGCAGGACCACTTCTGCGCTCGGCCCTTCCGGCTGGCTGGTTTATTGCTG

Me tLysThr PheAsn I l eSer Gl nGl nAspLeuGl uLeuVa l Gl uVa l A l aThr Gl uLys I l eThr Me tLeuTyrGl uAsp

AsnLysHi sHi sVa l Gl yA l aAl a I l eArgThr LysThr Gl yGl u I l e I l eSer Al aVa l Hi s I l eGl uAl aTy r I l eGl yA rgVa l Thr Va l CysAl aG

l uAl a I l eAl a I l eGl ySer Al aVa l SerAsnGl yGl nLysAspPheAspThr I l eVa l A l aVa l A rgHi sP roTy rSerAspGl uVa l AspArgSer I l

eArgVa l Va l Ser P roCysGl yMe tCysArgGl uLeu I l eSerAspTyrAl aP roAspCysPheVa l Leu I l eGl uMe tAsnGl yLysLeuVa l LysThr

Thr I l eGl uGl uLeu I l eP roLeuLysTy rThr A rgAsn•••

Me tSer I l eGl nHi sPheArgVa l A l aLeu I l eP roPhePheAl aAl aPheCysLeuP roVa l PheAl aHi sP roGl uThr LeuVa l LysV

a l LysAspAl aGl uAspGl nLeuGl yA l aArgVa l Gl yTyr I l eGl uLeuAspLeuAsnSer Gl yLys I l eLeuGl uSer PheArgP roGl uGl uArgPh

eP roMe tMe tSer Thr PheLysVa l LeuLeuCysGl yA l aVa l LeuSer A rg I l eAspAl aGl yGl nGl uGl nLeuGl yA rgArg I l eHi sTy rSer Gl n

AsnAspLeuVa l Gl uTy rSer P roVa l Thr Gl uLysHi sLeuThrAspGl yMe tThr Va l A rgGl uLeuCysSer Al aAl a I l eThr Me tSerAspAsnT

hr Al aAl aAsnLeuLeuLeuThr Thr I l eGl yGl y P roLysGl uLeuThr Al aPheLeuHi sAsnMe tGl yAspHi sVa l Thr A rgLeuAspArgT rpGl

uP roGl uLeuAsnGl uAl a I l eP roAsnAspGl uArgAspThr Thr Me tP roVa l A l aMe tAl aThr Thr LeuArgLysLeuLeuThr Gl yGl uLeuLeu

Thr LeuAl aSer A rgGl nGl nLeu I l eAspT rpMe tGl uAl aAspLysVa l A l aGl y P roLeuLeuArgSer Al aLeuP roAl aGl yT rpPhe I l eAl aA

spLysSer Gl yA l aGl yGl uArgGl ySer A rgGl y I l e I l eAl aAl aLeuGl y P roAspGl yLysP roSer A rg I l eVa l Va l I l eTy rThr Thr Gl ySe

r Gl nAl aThr Me tAspGl uArgAsnArgGl n I l eAl aGl u I l eGl yA l aSer Leu I l eLysHi sT rp•••
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NsiI (2058) SspI (2091)

ScaI (2415)

PvuI (2527)

FspI (2673)

AseI (2721)

1

101

201

301

401

501

601

701

801

901

1001

1101

1201

1301

1401

1501

1600

1700

1800

1900

2000

2100

2200

2300

2400

2500

2600

2700

1

28

61

94

128

1

31

64

98

131

164

198

231

264



ACTCTAGCTTCCCGGCAACAATTAATAGACTGGATGGAGGCGGATAAAGTTGCAGGACCACTTCTGCGCTCGGCCCTTCCGGCTGGCTGGTTTATTGCTG

ATAAATCTGGAGCCGGTGAGCGTGGGTCTCGCGGTATCATTGCAGCACTGGGGCCAGATGGTAAGCCCTCCCGTATCGTAGTTATCTACACGACGGGGAG

TCAGGCAACTATGGATGAACGAAATAGACAGATCGCTGAGATAGGTGCCTCACTGATTAAGCATTGGTAACTGTCAGACCAAGTTTACTCATATATACTT

TAGATTGATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGCATGACATTAACCTATAAAAATAGGCGTATC

ACGAGGCCCTTTCGTCTCGCGCGTTTCGGTGATGACGGTGAAAACCTCTGACACATGCAGCTCCCGGAGACGGTCACAGCTTGTCTGTAAGCGGATGCCG

GGAGCAGACAAGCCCGTCAGGGCGCGTCAGCGGGTGTTGGCGGGTGTCGGGGCTGGCTTAACTATGCGGCATCAGAGCAGATTGTACTGAGAGTGCACCA

TATGGTGACCGGATCTCGAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCC
ATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

Me tSer I l eGl nHi sPheArgVa l A l aLeu I l eP roPhePheAl aAl aPheCysLeuP roVa l PheAl aHi sP roGl uThr LeuVa l LysV

a l LysAspAl aGl uAspGl nLeuGl yA l aArgVa l Gl yTyr I l eGl uLeuAspLeuAsnSer Gl yLys I l eLeuGl uSer PheArgP roGl uGl uArgPh

eP roMe tMe tSer Thr PheLysVa l LeuLeuCysGl yA l aVa l LeuSer A rg I l eAspAl aGl yGl nGl uGl nLeuGl yA rgArg I l eHi sTy rSer Gl n

AsnAspLeuVa l Gl uTy rSer P roVa l Thr Gl uLysHi sLeuThrAspGl yMe tThr Va l A rgGl uLeuCysSer Al aAl a I l eThr Me tSerAspAsnT

hr Al aAl aAsnLeuLeuLeuThr Thr I l eGl yGl y P roLysGl uLeuThr Al aPheLeuHi sAsnMe tGl yAspHi sVa l Thr A rgLeuAspArgT rpGl

uP roGl uLeuAsnGl uAl a I l eP roAsnAspGl uArgAspThr Thr Me tP roVa l A l aMe tAl aThr Thr LeuArgLysLeuLeuThr Gl yGl uLeuLeu

Thr LeuAl aSer A rgGl nGl nLeu I l eAspT rpMe tGl uAl aAspLysVa l A l aGl y P roLeuLeuArgSer Al aLeuP roAl aGl yT rpPhe I l eAl aA

spLysSer Gl yA l aGl yGl uArgGl ySer A rgGl y I l e I l eAl aAl aLeuGl y P roAspGl yLysP roSer A rg I l eVa l Va l I l eTy rThr Thr Gl ySe

r Gl nAl aThr Me tAspGl uArgAsnArgGl n I l eAl aGl u I l eGl yA l aSer Leu I l eLysHi sT rp•••
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